
Abstract. This study evaluates the influence of the TP53
genetic status on tumour recurrence and progression with a
highly effective electrophoretic technique. DNA from tissue of
75 non-invasive urinary bladder cancers was PCR amplified
in the TP53 exons 5-8 and run on horizontal polyacrylamide
gels under defined temperature conditions to yield specific
gel shifts. Kaplan-Meier and Cox-Regression analysis were
performed with tumour progression. The overall tumour recur-
rence in our patient population was 76.0% (57/75). Tumour
recurrence frequency was 69.4% (34/49) in patients with
TP53 wild-type, and 88.5% (23/26) in patients with TP53
mutation. There was no statistically significant difference
with regard to recurrence frequency and time to recurrence.
The progression-free survival was significantly shorter in
patients with TP53 mutations, and the frequency of tumour
progression was significantly higher in mutated as compared
to wild-type tumours. Cox-Regression analysis showed a
significant and independent influence of TP53 mutation on
tumour progression in comparison with tumour grade, stage
and history of prior bladder cancer. If segregated by exons,
mutations in the DNA binding region of exon 8 seem to have
a particular high influence on tumour progression. We
conclude that genetic analysis of TP53 can select patients at
high risk of bladder tumour progression that should be followed
closely and may benefit from early radical surgical procedures.

Introduction

With an estimated 61,000 newly diagnosed cases and
approximately 13,180 deaths in the United States in 2007,
carcinoma of the bladder is the second most common cancer

of the urogenital tract (1). The incidence of urinary bladder
cancer has increased in the last decades. Bladder cancer has
a high rate of recurrence and a significant number of non-
invasive tumours will progress to muscle-invasive disease.
Due to the heterogeneity of the tumour, new markers for
tumour progression are clearly needed as clinical parameters,
such as tumour grade and stage are not accurate in predicting
the biological behaviour and thus guiding the choice of
treatment, especially in high risk cases (2-5).

TP53 mutations are the most frequent genetic alterations
in human malignancies. Bladder tumours (40%) are TP53
mutated (6). A strong association of p53 protein overexpression
with a higher rate of progression and recurrence of bladder
cancer has been shown (7). We have previously shown that
genetic analysis of TP53 gene can provide valuable information
in regards to tumour progression and recurrence and that
such analysis is possible in the urine sediment (8,9).

In this study we demonstrate with a highly effective
electrophoretic technique that mutations of the TP53 gene are
a statistically significant and independent indicator for early
tumour progression.

Materials and methods

Tumour tissue was obtained from 75 patients undergoing
transurethral resection of urinary bladder tumour. Twenty-
five of the patients had a history of prior non-invasive bladder
cancer. The mean age of patients (64 males, 11 females) was
66.3 (range 44-88) years. The histological diagnosis according
to the 1997 TNM classification was Ta in 46 cases, T1 in 27
cases, isolated Carcinoma in situ (Cis) in 2 patients and 5
patients had Cis combined with synchronous T1 carcinomas.
Tumour grade was G1 in 21 cases, G2 in 47 (4 combined with
Cis) cases and G3 in 5 (1 combined with Cis) cases.

Three of the 75 patients were treated with intravesical
bacillus Calmette Guerin (BCG) after surgery. One patient
had a mutation in exon 6, 1 in exon 7, 1 was TP53 wild-type.
One patient was treated with mitomycin C (wild-type), 1
with BCG and mitomycin C (wild-type). None of these 5
patients had progression. The other cases did not receive
additional intravesical treatment after the samples were
taken.

Total-DNA was isolated from frozen tumour tissues (in
four cases from paraffine samples) and amplified by PCR as
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described before (10). Briefly, the critical exons 5-8 of the
TP53 gene were amplified using the following primers: exon
5, 5'-(gC)TTC CTC TTC CTA CAg TAC TC and 5'-CTg
ggC AAC CAg CCC TgT CgT; exon 6, 5'-(gC)ACg ACA
ggg CTg gTT gCC CA and 5'-AgT TgC AAA CCA gAC
CTC Ag; exon 7, 5'-(gC)TCT CCT Agg TTg gCT CTg ACT
g and 5'-gCA AgT ggC TCC TgA CCT ggA; and exon 8, 5'-
CCT ATC CTg AgT AgT ggT AAT C and 5'-(gC)CCg CTT
CTT gTC CTg CTT gCT T [gC refers to a 40-bp-GC-rich
sequence according to Metzger et al (11)].

The PCR products were run on horizontal polyacrylamide
gels under defined temperature conditions (TGGE, Qiagen,
Hilden, Germany) to yield specific gel shifts as a screening
for mutations (10). Mutations were confirmed in some cases by
automated sequence analysis (Amersham Pharmacia Biotech,
Uppsala, Sweden) of re-amplified TGGE bands using the
nested dye-labelled primers (12).

The statistical evaluation was performed using the soft-
ware SPSS for windows, version 15.0. Kaplan-Meier and
Cox-Regression analysis were calculated with tumour
progression defined as invasion of subepithelial connective
tissue beyond the muscularis mucosae (progression from
Ta to T1), muscle invasion of former non-invasive disease
(progression to T2 or higher), or development of metastatic
disease as the end-point. All 14 patients with tumour progres-
sion are indicated in Table I. For further analysis patients
were subdivided into a ‘low risk’ (TaG1, TaG2) and a ‘high

risk’ (all T1, all G3 and all Cis) subgroup of tumour progres-
sion according to their histopathological classification.

Results

In 26 of 75 patients (34.7%) one or more TP53 mutations were
detected by TGGE in tumour tissue. The mutation frequency
was 23.9% (11/46) in Ta-tumours, and 55.6% (15/27) in T1-
tumours. One of two tumours with isolated Cis was mutated,
as were three of five T1-tumours with associated Cis.

In the 26 TP53 mutated tumours 6 mutations were found
in exon 5, 6 in exon 6, 15 in exon 7 and 4 in exon 8. Five
patients had mutations in two TP53 exons, always a combi-
nation of an exon 7 mutation with other mutated exons (one
in combination with exon 5, two with exon 6, two with
exon 8). In this double mutation subgroup only the 2 patients
with exon 7 and exon 8 mutation suffered from tumour
progression. Successful sequence analyses results of 9 from 10
patients with mutations in the TGGE and tumour progression
are shown in Table I.

The overall tumour recurrence in our patient population
was 76.0% (57/75). The mean time to recurrence was 32.5
months (range 3-95, median 27.0). Of the 49 TP53 wild-type
tumours 69.4% (n=34) recurred after a mean of 35.6 months
(range 3-94, median 28.5). Of the 26 TP53 mutated tumours
88.5% (n=23) recurred after a mean of 27.8 months (range 5-
95, median 18.0).
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Table I. Patients with non-invasive bladder cancer and tumour progression.
–––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––

Age Primary TP53- Affected gene Codon Time-to-progression Progress
No. (years) Sex histopathology genotype map position altered (months) to
–––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––

1 65 M TaG1 Exon 6 13397 C�T 213 Arg�opal-Stop 15 T1G3M0
2 55 M TaG1 Exon 7 Insertion 14008 C 228 Asp�Ser Frameshift 18 T3G2M0

Exon 8
3 66 M T1G2 Exon 7 6 T2G2M0
4 75 M Cis Exon 6 13399 A�G 213 Arg Silent 8 T2G3M0
5 77 M T1G3 Exon 7 14029 C�A 29 T3G3M0

Exon 8 14510 G�C 281 Asp�His
Intron 8 14594 C�G

6 59 M T1G3 Exon 7 14070 G�T 248 Arg�Leu 10 T1G3M1
+ Cis

7 74 M TaG1 Exon 8 14514-15 GG�AT 282 Arg�His 15 T1G3M1
+ Cis

8 58 M T1G2 Exon 8 14501 C�G 278 Pro�Ala 5 T2G3M0
+ 'Cis

9 58 F TaG2 Exon 5 13106 G�A 143 Val�Met 33 T2G3M0
10 64 M TaG2 Exon 7 14060-1 GG�CT 245 Gly�Leu 5 T1G3M0

+ Cis
11 63 M TaG2 Wild-type 70 T3G3M1
12 67 M T1G2 Wild-type 6 T1G3M0
13 61 M TaG2 Wild-type 30 T1G2M0
14 77 M T1G2 Wild-type 27 T2G3M0
–––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––
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Kaplan-Meier analysis for tumour recurrence showed no
statistically significant difference between tumours with TP53
wild-type and mutation (statistic tests: log-rank, p=0.4487;
Breslow, p=0.1289) as shown in Fig. 1. The mean time to
recurrence (27.8 months in TP53 mutation, 35.6 months in
TP53 wild-type) did not differ significantly, either.

The overall tumour progression frequency was 18.7%
(14/75). The mean time to tumour progression was 19.8
months (range 5-70); 38.5% (10/26) of the TP53 mutation
patients had a tumour progression within 14.4 months (range
5-33), and 8.2% (4/49) of the wild-type tumours progressed
within 33.3 months (range 6-70). The progression-free survival
was significantly shorter in the mutation group (statistic tests:
log-rank, p=0.0031; Breslow, p=0.0009).

Of the 29 high risk tumours (27 T1G3-tumours and 2 Cis)
the tumour progression was 27.6% (8/29). The mean time to
tumour progression of these 8 patients was 23.5 months
(range 5-70) months. Six of the 46 low risk tumours (13.0%)
progressed after a mean time of 14.8 months (range 5-30).

The number of tumours that progressed was significantly
different in patients with TP53 wild-type versus mutation if
calculated for the whole study population (Fig. 2A) and if
calculated separately for the low risk group (statistic tests:
log-rank, p=0.0107; Breslow, p=0.0140) as it can be seen in
Fig. 2B. However, in the high risk subgroup the Kaplan-
Meier technique did not show a significant difference of
tumour progression between patients with TP53 wild-type
and mutation (statistic tests: log-rank, p=0.1869; Breslow,
p=0.0788) as shown in Fig. 2C.

The calculation of the influence of exon-specific mutations
on tumour progression showed that only mutations in exon 8
reached a specific significance on tumour progression (Fig. 3).
Separate evaluation of exon 8 mutations within the high risk
subgroup showed a significant difference (statistic tests: log-
rank, p=0.0021; Breslow, p=0.0037; figure not shown).

Examination of mutations in single exons showed different
frequencies in patients with tumour progression: exon 5,
1/10; exon 6, 2/10; exon 7, 5/10; and exon 8, 4/10. This is
outlined in the Kaplan-Meier computations (Fig. 3), and in

the Cox-Regression analysis showing exon 8-mutations as an
independent progression factor in patients of the high risk
subgroup (Table II).
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Figure 1. Kaplan-Meier analysis of tumour recurrence in non-invasive bladder
cancers (TP53 wild-type and mutation).

A

B

C

Figure 2. (A) Kaplan-Meier analysis of tumour progression for all patients
(TP53 wild-type and mutation). (B) Kaplan-Meier analysis of tumour
progression for low risk tumours (TP53 wild-type and mutation). (C)
Kaplan-Meier analysis of tumour progression for high risk tumours (TP53
wild-type and mutation).
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Interestingly, the multivariate Cox-Regression analysis of
tumour stage, grade, history of previous bladder cancer,
TP53-status, patient age and gender as progression factors
revealed, that the TP53-status reached statistical significance
in the initial block of the Cox-Regression technique.
Calculations of the exon 8-status showed stronger significance
as the analysis of all 75 patients (Table II, calculatation nos.
1 and 2) or the low and high risk subgroups. The variable G2
does not reach significance in all calculations of the initial
block and was excluded in the next step of the Cox-Regression
analysis. The term Exp(B) in Table II refers to the increase of
probability to suffer from tumour progression in case of a
mutation. Exon 7 status has no influence on tumour progres-
sion with our data.

If tumour progression was defined as muscle invasion or
metastases the number of cases with progression would be
reduced to 10 (primary tumours: 2 Ta, 7 T1 and 1 Cis; 8 with
TP53 mutations, 2 with wild-type). In statistic tests a high
statistical significance is computed (log-rank, p=0.0009;
Breslow, p=0.0002). Kaplan-Meier analysis in Fig. 4 and
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Figure 3. Kaplan-Meier analysis of tumour progression - exon-specific mutations of the TP53 gene (A-D, exons 5-8).

Figure 4. Kaplan-Meier analysis for tumour progression between tumours
with TP53 wild-type and mutation for progression to muscle invasion and/or
metastatic disease.
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Cox-Regression analysis (Table II, calculation no. 6) show
significance for TP53 status and exon 8 status.

Discussion

In this study we show our experiments and calculations
supporting TP53 mutations as a tumour progression factor
superior to and independent of tumour grading and staging,
patient age and gender, in non-invasive bladder cancer. Only
within the high risk subpopulation, if evaluated separately,
this relationship was not statistically significant, which supports
the results of Peyromaure et al, who found no prognostic
value of p53 overexpression in T1G3 bladder tumours that
were treated with BCG therapy (13). In our cohort 5 patients
received intravesical therapy, 2 of them with TP53 wild-type.
We think that this number is too low to influence the statistical
significance of our data. The low number of patients receiving
intravesical therapy is certainly a point of discussion and
might be explained by the fact that most patients were treated
outside the study institution and that by the time this study
was initiated, intravesical therapy was not yet generally
accepted as a standard procedure. On the other hand, our
patient population enables an evaluation independent of

additional treatments and therefore a more precise definition
of the role of TP53 gene mutations.

Our data do not show a significant relationship between
TP53 mutation and rate of tumour recurrence. Although the
recurrence rate in our study is at the higher end of previously
published results it is still within their limits and could also
be explained by the low percentage of patients who received
intravesical therapy (14-16).

Llopis et al described, that p53 protein expression has
prognostic value for survival and progression in T1 bladder
tumours and can be used for early detection of T1 bladder
tumours with poor prognosis (17).

Until now, no definitive molecular evidence proving or
disproving the progression from non-invasive to invasive
bladder tumours has been reported (18). TP53 mutations
have been shown in non-invasive stages of bladder cancer in
the range of 35% with increasing frequencies of up to 70% in
invasive stages (10). Interestingly, in those tumours that have
not directly inactivated TP53 it is suspected that the
functionality is hampered by mutated components of
signaling pathways that activate p53 (19). In an in vitro study
it was shown that organisms with multiple TP53 genes are
tumour resistant (20).

INTERNATIONAL JOURNAL OF MOLECULAR MEDICINE  21:  655-661,  2008 659

Table II. Cox-Regression analysis of bladder cancer progression variables are TP53 status, exon 8 status, patients age and sex,
tumour stages, tumour grades.
–––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––
Computation Significance in 95% CIa

No. No. of patiens Variables beginning block Exp(B) of Exp(B)
–––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––

1 75 TP53-status 0.003 4.869 1.522-15.578
Age 0.999
Sex 0.514
Stage 0.393

Ta 0.257
T1 0.333

Grade 0.269
G1 0.825
G2 0.062
G3 0.717

2 75 Exon 8 0.000 12.020 3.490-41.396
Grade 0.272

3 75 Exon 7 0.133
Grade 0.236

4 46 low risk Exon 8 0.015 22.314 1.837-271.088
Grade 0.603

5 29 high risk Exon 8 0.014 8.519 1.535-47.277
Grade 0.551

6 Tumour progression TP53-status 0.016 7.109 1.431-35.326
to invasive tumours, Grade 0.337

75 G1 0.609
G2 0.081
G3 0.588

–––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––
aCI, confidence interval.
–––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––––
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Several groups have presented results of p53 to be a
tumour progression factor in bladder cancer and several other
malignancies (17,21-37). So far, the role of p53 as a prognostic
indicator has been contradictory. Immunological detection of
p53 overexpression has been interpreted as mutation. For
example, Wu et al found p53 overexpression in 70% of non-
invasive bladder tumours, but only the ki-67 index was a
significant and independent predictor of recurrence and
progression (38). They used immunohistochemical detection
of p53 overexpression with a cut-off of 20% of nuclei staining
positive.

Immunological detection of p53 overexpression and bladder
cancer progression was presented by Kuczyk et al (26). A
number of reports have shown, however, that despite good
concordance between TP53 mutation and p53 overexpression
there is not a direct causal relationship between mutation
and protein accumulation and that apparently, other events
than mutation can trigger p53 stability (28,39). Dahse et al
found that TP53 mutations seem to occur more often in
higher malignant bladder tumours with a higher tendency of
recurrence and progression, although their results were not
statistically significant (40). Furthermore, TP53 mutation or
p53 overexpression precedes chromosome 9 defects in Cis
as a precursor for invasive cancer (41,42). Prognostic
implications of TP53 gene mutations in bladder tumours
were discussed by Lorenzo-Romero et al (43). Many studies
have analyzed p53 in bladder cancer; the prevalence of p53
alterations increases with stage and grade (6,44-46), but
there is no definite evidence that p53 overexpression is an
independent prognostic factor (45).

There are less publications combining molecular genetic
TP53 analysis with progression in bladder cancer. In this
study we present TGGE and sequencing data of patients with
a follow-up of up to 95 months. Our TP53 exon specific
mutation frequencies are in the same range as in some other
urological tumours. As in most other tumours, the mutation
frequency of 6.1% (4/66) of exon 8 in bladder cancer is lower
than other exon mutation frequencies. The overall TP53
mutation frequency of urothelial tissue without tumour verifi-
cation is in the range of 13% (47).

The small sample number in this study probably accounts
for the non-significance of exons 5-, 6- and 7-mutations, if
analyzed separately, while all mutations taken together showed
a high significance as a progression factor. On the other hand,
it seems interesting, that exon 8 mutations reach statistical
significance. This result is supported by prior work by Huang
et al (41), who found that mutations in exon 8 were more useful
indicators of prognosis for non-small cell lung cancer than
mutations in other TP53 exons. They suggested, that the worse
overall survival of the patients with mutations in exon 8 was
associated with mutations in codon 273 and between codons
280 and 285, which are included into the H2 alpha helix. The
abnormal conformation of H2 might play an important role not
only in the loss of normal function but also in the acquisition of
tumourigenesis (41). Also, Skaug et al found exon 8 mutations
were related to even still poorer lung cancer-related prognosis
than mutations at other locations within TP53 (27).

The possible function of TP53 defects for tumour
progression should be further elucidated. Some doubts exist
about the loss of DNA repair capabilities in case of p53

defects. Huang et al (41) have outlined the 3'�5' exonuclease
function of p53 wild-type protein for proofreading function
of DNA-polymerase α.

Ten of eleven sequenced mutations in our study (Table I)
are suspected to cause strong biological effects; three of them
are non-sense mutations. The mentioned intron 8 mutation
C�G in position 14594 maps 6 bases outsite the exon 8
border, therefore an influence on splicing may be possible.
Codon 245 is a hotspot mutation in bladder cancer and
several other tumours. All other identified mutation sequences
are in regions of special functional activity of p53. The exon 8
region has DNA binding properties. Missense mutations of
codons 245, 278, 281 and 282 encompass conserved regions
of TP53 (48). Codon 248 is a well known mutational hotspot
in bladder cancer. Codon 143 mutations may result in p53
overexpression and increased cell proliferation (49).

In summary, our results show, that TP53 genetic mutations
are independent prognostic factors for poor progression
free survival in non-invasive bladder cancer. Furthermore,
mutations at certain sites of the TP53 gene, particularly at
exon 8, can cause even poorer prognosis as these sites involve
the biological function of p53. Mutations in defined structural
and functional domains of p53 may therefore be useful
molecular biological markers for prognosis and treatment
strategies of non-invasive transitional cell carcinomas. This
finding is even more valuable, since TP53 mutations can be
analyzed in urine cells by non-invasive methods (8,39,50).
TP53 analyses in tumour tissue or urine cells might guide the
clinician towards a more aggressive therapy, such as radical
cystectomy for high risk T1G3 or Cis tumours which could
otherwise undergo bladder sparing procedures and close
surveillance. With newer and faster techniques for genetic
analysis, this might be included into the daily routine in the
future.

Acknowedgements

We thank Cornelia Stelzer for her excellent technical
assistance in carrying out the mutation sequence analysis.
This study was in part supported by the Mildred Scheel-
Foundation, Bonn, Germany.

References

1. Jemal A, Siegel R, Ward E, et al: Cancer statistics, 2007. CA
Cancer J Clin 57: 43-66, 2007.

2. Ecke TH, Schlechte HH, Schulze G, Lenk SV and Loening SA:
Four tumour markers for urinary bladder cancer - tissue
polypeptide antigen (TPA), HER-2/neu (ERB B2), urokinase-
type plasminogen activator receptor (uPAR) and TP53
mutation. Anticancer Res 25: 635-641, 2005.

3. Sánchez-Carbayo M: Recent advances in bladder cancer
diagnostics. Clin Biochem 37: 562-571, 2004.

4. Mhawech-Fauceglia P, Cheney RT and Schwaller J: Genetic
alterations in urothelial bladder cancer. Cancer 106: 1205-1216,
2006.

5. Sánchez-Carbayo M and Cordon-Cardo C: Molecular
alterations associated with bladder cancer progression. Semin
Oncol 34: 75-84, 2007.

6. Esrig D, Elmajian D, Groshen S, et al: Accumulation of nuclear
p53 and tumor progression in bladder cancer. New Engl J Med
331: 1259-1264, 1994.

7. Li B, Kanamaru H, Noriki S, Yamaguchi T, Fukuda M and
Okada K: Reciprocal expression of bcl-2 and p53 oncoproteins
in urothelial dysplasia and carcinoma of the urinary bladder.
Urol Res 26: 235-241, 1998.

ECKE et al:  TP53 AS BLADDER CANCER PROGRESSION FACTOR660

655-661  5/4/08  12:51  Page 660



8. Sachs M, Schlechte H, Lenk VS, et al: Genetic analysis of
Tp53 from urine sediment as a tool for diagnosing recurrence
and residual of bladder carcinoma. Eur Urol 38: 426-433,
2000.

9. Schlechte HH, Sachs MD, Lenk SV, Brenner S, Rudolph BD
and Loening SA: Progression in transitional cell carcinoma of
the urinary bladder - analysis of Tp53 gene mutations by
temperature gradients and sequence in tumor tissues and in
cellular urine sediments. Cancer Detect Prev 24: 24-32, 2000.

10. Schlechte HH, Schnorr D, Löning T, Rudolph BD, Pohrt UM
and Loening SA: Mutation of the tumor suppressor gene p53
in human prostate and bladder cancers - investigation by
temperature gradient gel electrophoresis (TGGE). J Urol 157:
1049-1053, 1997.

11. Metzger AK, Sheffield VC, Duyk G, Daneshvar L, Edwards MS
and Cogen PH: Identification of a germ-line mutation in the p53
gene in a patient with an intracranial ependymoma. Proc Natl
Acad Sci USA 88: 7825-7829, 1991.

12. Hedrum A, Ponten F, Ren Z, Lundeberg J, Ponten J and Uhlen M:
Sequence-based analysis of the p53 gene based on micro-
dissection of tumor biopsy samples. Biotechniques 17: 118-124,
1994.

13. Peyromaure M, Weibing S, Sebe P, et al: Prognostic value of
p53 overexpression in T1G3 bladder tumors treated with
Bacillus Calmette-Guerin therapy. Urology 59: 409-413, 2002.

14. Palou J, Sanchez-Martin FM, Rosales A, et al: Intravesical
bacilli Calmette-Guerin in the treatment of carcinoma in situ or
high-grade superficial bladder carcinoma after radiotherapy for
bladder carcinoma. BJU Int 83: 429-431, 1999.

15. Soloway MS, Sofer M and Vaidya A: Contemporary manage-
ment of Stage 1 transitional cell carcinoma of the bladder. J
Urol 167: 800-804, 2002.

16. Smith JA, Labasky RF, Cockett ATK, Francchia JA, Montie JE
and Rowland RG: Bladder cancer guidelines panel summary
report of the management of non-muscle invasive bladder
cancer (Stages Ta, T1 and Tis). J Urol 162: 1697-1701, 1999.

17. Llopis J, Alcaraz A, Ribal MJ, et al: p53 expression predicts
progression and poor survival in T1 bladder tumours. Eur Urol
37: 644-653, 2000.

18. Volante M, Tizzani A, Casetta G, Zitella A, Pacchioni D and
Bussolati G: Progression from superficial to invasive carcinoma
of the bladder: genetic evidence of either clonal heterogeneous
events. Hum Pathol 32: 468-474, 2001.

19. Spruck CH III, Ohneseit PF, Gonzales-Zulueta M, et al: Two
molecular pathways to transitional cell carcinoma of the
bladder. Cancer Res 54: 784-788, 1994.

20. Garcia-Cao I, Garcia-Cao M, Martin-Caballero J, et al: ‘Super
p53’ mice exhibit enhanced DNA damage response, are tumor
resistant and age normally. EMBO J 21: 6225-6235, 2002.

21. Cote RJ, Dunn MD, Chatterjee SJ, et al: Elevated and absent
pRb expression is associated with bladder cancer progression
and has cooperative effects with p53. Cancer Res 58: 1090-1094,
1998.

22. Done SJ, Arneson NC, Ozcelik H, Redston M and Andrulis IL:
p53 mutations in mammary ductal carcinoma in situ but not in
epithelial hyperplasias. Cancer Res 58: 785-789, 1998.

23. Elsaleh H, Powell B, Soontrapornchai P, et al: p53 gene
mutation, microsatellite instability and adjuvant chemotherapy:
impact on survival of 388 patients with Dukes' C colon
carcinoma. Oncology 58: 52-59, 2000.

24. Herr HW, Bajorin DF, Scher HI, Cordon-Cardo C and Reuter VE:
Can p53 help select patients with invasive bladder cancer for
bladder preservation? J Urol 161: 20-22, 1999.

25. Hopman AH, Kamps MA, Speel EJ, Schapers RF, Sauter G and
Ramaekers FC: Identification of chromosome 9 alterations and
p53 accumulation in isolated carcinoma in situ of the urinary
bladder versus carcinoma in situ associated with carcinoma. Am
J Pathol 161: 1119-1125, 2002.

26. Kuczyk MA, Bokemeyer C, Serth J, et al: p53 overexpression
as a prognostic factor for advanced stage bladder cancer. Eur J
Cancer 31A: 2243-2247, 1995.

27. Skaug V, Ryberg D, Kure EH, et al: p53 mutations in defined
structural and functional domains are related to poor clinical
outcome in non-small cell lung cancer patients. Clin Cancer Res
6: 1031-1037, 2000.

28. Vet JA, Bringuier PP, Schaafsma HE, Witjes JA, Debruyne FM
and Schalken JA: Comparison of p53 protein overexpression with
p53 mutation in bladder cancer: clinical and biologic aspects.
Lab Invest 73: 837-843, 1995.

29. Wolf HK, Stober C, Hohenfellner R and Leissner J: Prognostic
value of p53, p21/WAF1, Bcl-2, Bax, Bak and Ki-67 immuno-
reactivity in pT1G3 urothelial bladder carcinomas. Tumour Biol
22: 328-336, 2001.

30. Smith ND, Rubenstein JN, Eggener SE and Kozlowski JM: The
p53 tumor suppressor gene and nuclear protein: basic science
review and relevance in the management of bladder cancer. J
Urol 169: 1219-1228, 2003.

31. Van Rhijn BW, Vis AN, van der Kwast TH, et al: Molecular
grading of urothelial cell carcinoma with fibroblast growth factor
receptor 3 and MIB-1 is superior to pathological grade for the
prediction of clinical outcome. J Clin Oncol 21: 1912-1921,
2003.

32. Chatterjee SJ, Datar R, Youssefzadeh D, et al: Combined
effects of p53, p21 and pRb expression of bladder transitional
cell carcinoma. J Clin Oncol 22: 1007-1013, 2004.

33. Shariat SF, Tokunaga H, Zhou J, et al: p53, p21, pRb and p16
expression predict clinical outcome in cystectomy with bladder
cancer. J Clin Oncol 22: 1014-1024, 2004.

34. Lokeshwar VB: Are there molecular signatures for predicting
bladder cancer prognosis? J Urol 176: 2347-2348, 2006.

35. Hernandez S, Lopez-Knowels E, Lloreta J, et al: FGFR3 and
TP53 mutations in T1G3 transitional bladder carcinomas:
independent distribution and lack of association with prognosis.
Clin Cancer Res 11: 5444, 2005.

36. Van Rhijn BW, van der Kwast TH, Vis AN, et al: FGFR3 and
P53 characterize alternative genetic pathways in the patho-
genesis of urothelial cell carcinomas. Cancer Res 64: 1911,
2004.

37. Lopez-Knowels E, Hernandez S, Kogevinas M, et al: The p53
pathway and outcome among patients with T1G3 bladder
tumors. Clin Cancer Res 12: 6029-6036, 2006.

38. Wu TT, Chen JH, Lee YH and Huang JK: The role of bcl-2, p53
and ki-67 index in predicting tumor recurrence for low grade
superficial transitional cell bladder carcinoma. J Urol 163:
758-760, 2000.

39. Gao JP, Uchida T, Wang C, Jiang et al: Relationship between
p53 gene mutation and protein expression: Clinical significance
in transitional cell carcinoma of the bladder. Int J Oncol 16:
469-475, 2000.

40. Dahse R, Utting M, Werner W, Schimmel B, Claussen U and
Junker K: TP53 alterations as a potential diagnostic marker in
superficial bladder carcinoma and in patients serum, plasma and
urine samples. Int J Oncol 20: 107-115, 2002.

41. Huang C, Taki T, Adachi M, Konishi T, Higashiyama M and
Miyake M: Mutations in exon 7 and 8 of p53 as poor prognostic
factors in patients with non-small cell lung cancer. Oncogene
16: 2469-2477, 1998.

42. Lindgren D, Liedberg F, Andersson A, et al: Molecular chara-
cterizations of early-stage bladder carcinomas by expression
profiles, FGFR3 mutation status and loss of 9q. Oncogene 25:
2685-2696, 2006.

43. Lorenzo-Romero A, Salinas-Sánchez AS, Giménez-Bachs JM,
et al: Prognostic implications of p53 gene mutations in bladder
tumors. J Urol 169: 492-499, 2003.

44. Esrig D, Spruck CH III, Nichols PW, et al: p53 nuclear protein
accumulation correlates with mutations in the p53 gene, tumor
grade and stage in bladder cancer. Am J Pathol 143: 1389-1397,
1993.

45. Malats N, Bustos A, Nascimento CM, et al: p53 as a prognostic
marker for bladder cancer: a meta analysis and review. Lancet
Oncol 6: 678-686, 2005.

46. Sarkis AS, Dalbagni G, Cordon Cardo C, et al: Nuclear over-
expression of p53 protein in transitional cell bladder carcinoma:
a marker for disease progression. J Natl Cancer Inst 85: 53-59,
1993.

47. Schlechte H, Brenner S, Sachs MD, et al: Identification of TP53
mutations in cellular urine sediments of patients with superficial
bladder cancer. UroOncology 1: 211-218, 2001.

48. Martin AC, Facchiano AM, Cuff AL, et al: Integrating mutation
data and structural analysis of the TP53 tumor suppressor protein.
Hum Mutat 19: 149-164, 2002.

49. Sharma S, Schwarte-Waldhoff I, Oberhuber H and Schafer R:
Functional interaction of wild-type and mutant p53 transfected
into human tumor cell lines carrying activated ras genes. Cell
Growth Differ 4: 861-869, 1993.

50. Schlichtholz B, Presler M and Matuszewski M: Clinical impli-
cations of p53 mutation analyses in bladder cancer tissue and
urine sediment by functional assay yeast. Carcinogenesis 25:
2319-2323, 2004.

INTERNATIONAL JOURNAL OF MOLECULAR MEDICINE  21:  655-661,  2008 661

655-661  5/4/08  12:51  Page 661


