Figure S1. OS data in all CTSL abnormally expressed malignancies. OS, overall survival; CTSL, cathepsin L.
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Figure S2. DNA methylation aberration of CTSL in all tumors. CTSL, cathepsin L.
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Figure S3. OS data in all TMPRSS2 abnormally expressed malignancies. OS, overall survival; TMPRSS2, transmembrane protease serine 2.

Overall Survival Overall Survival Overall Survival Overall Survival Overall Survival Overall Survival
- - o 4 og
24 — Low TNPRES2 TP b B 2 e T e
Logankp<073 B L oangeaty
| HRINGNR0 52 @ |7 HRNGh03 -
© =7 PRI ;;
doind
% s E I " % s
15 1§ ]
3 3 g3
&
s Er o
syoapsoos | gloescpow | gjeompmon | gjowmcpsen 1]
IR o ® W w  m 3 M P A o w w e ow
Months. Months Months
Overall Survival Overall Survival Overall Survival
- - o e a - .
: s —iewmsm T SRR 2
Logrnk p=0.13
H H w8 = ] H
3, 3, | ¥ o i, %,
§ s é s 2° gs gs
z z z
g: Ex § 3 § 24 E B
& &
3 3 EE LR ER ]
s = | HNSC p=0.13 g4 KICH p=0.26 2+ KIRC p=061 2 { KIRP p=0.2 g4 LGG p=0.72 e
o % w  w ° o BS |;a o M 0 A ¢ % wm  m m ¢ o ow wm
Months Months Months. Months. Months
Overall Survival Overall Survival Overall Survival
) 2 — r e T =iy 2
Logaank p=0. 036 Legrank pe0.13.
FRitigh=0 74 ° = | FRitgh1 2 -
HHRE0 047 = PHRED. < °
H z eI, | 8 z, L
3 3°] 3° 3 a° 3°
] 5 } I 15
B [ &N ER 24 3
84 o X o] o
© - @ R Y
o LICH p=07 5| LUAD p=0.046 2| LUSCp=035 2 ovp=013 o
o ® ® w w w w ¢ m ow w m m . ©  w om o w ke ow
Months. Months Months Months

R hirReee Tk i
Logankp=0; Logotkp=05t
=4 HRhghe1 5 ® gt 1 -
° PHRR0061 ° PPRI0 54 °
“gh)=123 225
nlkow)=128 nllow)r225
° : °
34 £

Parcent survival
Parcaent survival
Percent survival
n
Percent survival
04
Percent survival
os

< |PRAD p =037 o | READ p=07 < | SARC p=0.049 o | skem p=0s4 | T6CT p=0.49
o M @ o EEEEERD o ° 6w e w o @ w w m @
Months. Months Months Months Months
Overall Survival

Overall Survival ‘Overall Survival

= =12 w | © RGN 3
= PMRYT0.72 = PMRF0 38 = 0RO
“0rgh)esT R

] otiwzsT “howe?

Percent survival
aa

Percert
aa

Percent survival
2

24 EE 84 : .

- | THCA p=0.72 - | THYM p=0.33 e o | UCEC p=0.33 - - UCS p=051 o | um p=0.01

o M w o © » A o ® o o® om oW oW w o om0 ow @ oW oW w ¢ » & ® ow
Months Months. Months. Months. Months.



Figure S4. DNA methylation aberration of TMPRSS2 in all tumours. TMPRSS2, transmembrane protease serine 2.
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