
Figure S1. OS data in all CTSL abnormally expressed malignancies. OS, overall survival; CTSL, cathepsin L.
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Figure S2. DNA methylation aberration of CTSL in all tumors. CTSL, cathepsin L.
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Figure S3. OS data in all TMPRSS2 abnormally expressed malignancies. OS, overall survival; TMPRSS2, transmembrane protease serine 2.
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Figure S4. DNA methylation aberration of TMPRSS2 in all tumours. TMPRSS2, transmembrane protease serine 2.


