Figure S1. Association between SMARCC2 expression and the overall survival time of patients with LGG and GBM. Data from
TCGA dataset were used to analyze the survival of patients with (A) LGG and (B) GBM with high or low SMARCC?2 expression.
LGG, low-grade glioma; GBM, glioblastoma; SMARCC2, SWltch/sucrose non-fermentable related, matrix associated, actin
dependent regulator of chromatin subfamily ¢ member 2; TCGA, The Cancer Genome Atlas.

A 1.00
0.75

0.50

Survival probability

0.25

0.0

=+ High SMARCC2 (n=265)
+Low SMARCC?2 (n=265)

e N

Survival probability

1.00

0.75

0.50

0.25

0.0

LY GBM (TCGA)
+High SMARCC2 (n=83)
g -+Low SMARCC?2 (n=83)

\ p=0.27284

0 50 100 150 200

Months overall



