Figure S1. External verification of SENP1. (A) The expression profile of differentially expressed genes in head and neck squamous
cell carcinoma identified by transcriptome. (B) Venn diagram representation of one overlapped gene. SENP1, SUMO-specific
peptidase 1.

A Heatmap (Tumor_vs_Normal_all_1) B

Style:[Solid White v| @ Show% Line: -[ 3 |+ Font -[ 2 |+ Family:[Serif

-1 1. Paste up to four lists. One element per row (example),
. -2 2. Click the numbers to see the results,
3. Right-click the figure to view and save it

(actual size in pixels: 1280x1280)

= UPPERCASE lowercase «—cannot be undone! . .
- List 1 List2
4 List 1 427 List2 7
- HCER3 [PB]
3 INOBOD socsi
i UsPS DNAJB11
AT22B4 ARTS
= STIPL TCEALS
s . |GRIRY >
- clear clear
: List3 lo List4 o
E 426
= (98.4%)
E
— = dlear dear
E Results:

Thank you for using Venny! (please cite)

¥

AL




Figure S2. Kaplan-Meier survival curves of overall survival of all groups according to clinical traits age, sex, stage and
tumor-node-metastasis.
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Figure S3. Kaplan-Meier plot of the total survival time of head and neck squamous cell carcinoma samples from the Kaplan-Meier
plotter tool.
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Figure S4. Flow chart for bioinformatics analysis of ferroptosis-related genes in HNSCC. TCGA, The Cancer Genome Atlas;
HNSCC, head and neck squamous cell carcinoma; LASSO, least absolute shrinkage and selection operator; DEGs, differentially
expressed genes; SENP1, SUMO-specific peptidase 1.
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