Figure S1. Single-sample gene set enrichment analyses. HIF1a, hypoxia-inducible factor 1 subunit alpha; Ty, T helper; Tey,
central memory T cells; y0T, gamma delta T cells.
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Figure S2. Single-sample gene set enrichment analyses. HIF1a, hypoxia-inducible factor 1 subunit alpha; aDCs, activated
dendritic cells; Treg, regulatory T cells.
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