Figure S1. Normalized data of GSE67882 and GSE69580. GSE67882 data (A) before and (B) following normalization. GSE69580

data (C) before and (D) following normalization.
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Figure S2. Volcano plots of GSE67882 and GSE69580 data. Volcano plot of (A) GSE67882 and (B) GSE69580 data. The
candidate differentially expressed microRNAs were defined as fold-change >2 and P<0.05.

B
19.07 - : 24.92- : '
15.26 - 19.94 £
T : - : ;
= : 3 :
S 11.44 : ’ 3 14.954 : :
o ' . > '
= ; =t : :
A : ~ ' '
8’ H 4 4 8’ H -
T 7631 Poes 3 9971 ' §
E’ ", : g ""
ORI - RO P e
3.81 -: * . »e ;‘i,' % ’ N » 4.987 -"--""-"--'---"'--""-:i-'-':‘%-"'*{‘(' F o
0: ’ : % > 4 "
roine Ay Sipsta SRR
0 l: ': T T T T 0 T T : l: T T T
259 -119 021 161 301 441 581 624 -4.02 -181 041 263 484 7.06

Log2 (fold-change) Log2 (fold-change)



Figure S3. miRNet prediction of potential target genes of DE-miRNAs in HBV-related HCC. (A) Four up- and (B) one downreg-
ulated DE-miRNAs and corresponding predicted target genes. Certain genes were simultaneously regulated by several miRNAs.
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Figure S4. Expression levels of seven differentially expressed microRNA target genes were dysregulated in UALCAN database.

Differential expression levels of (A) Cyclin D1), (B) MYC, (C) E2F1 (E2F Transcription Factor 1), (D) E2F2 (E2F Transcription
Factor 2), (E) E2F3 (E2F Transcription Factor 3), (F) GRB2 (Growth Factor Receptor Bound Protein 2) and (G) CCNEI1

(Cyclin El) in tumor and normal tissue according to ethnicity. ns, not significant.
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