Table SI. Sequences of the primers used for PCR.

Gene Sequence (5'to 3")
TLR4 F: AACAGTGGGTACAGGATGCAATT

R: GGAGGTTTTTATTTTTCCTCTTCAGA
CYP27A1 F: TGAGCAACTCCCTCTCAGCTAAA

R: TCTACCCAAGGACAGCAATGC
PLINS F: CCTTGGCCTTGACCCTTCTT

R: CAATACCAAAAAGGTGGTCAGAGA
ACSL1 F: CTCCAGTCCCCTGTGGTTTCT

R: GATCTGCCCTCCCGCTTACT
IL1IRN F: CCTCAGAAGGCGTCACAACA

R: AGCATGGAGGCTGGTCAGTT
TNFSF13B F: CACCAACTATACAAAAAGGATCTTACACA

R: TTATTCTCTTTTTCTTCTAGGGCACTTC
PDIA4 F: AATTTGAGGGTGGAGACAGAGATC

R: CTCAGTTTTGTGGCATGTTCTTCT
FKBP11 F: GCCAAAAGCAGGTGATTCCA

R: TCGCTTCTCTCCCACACACA
ABLIMI1 F: TGAAACTGAGCAGGTGTGTGTTG

R: CCACCTCCTCCTCTACACACAAG
ENPP4 F: TCCTTCTTGTGCCCATATCTGA

R: GAAGTAAAACCCTCCAAATAAAAGGAA
SOD2 F: GATCCACTGCAAGGAACAACAG

R: GCGTGCTCCCACACATCA
B-ACTIN  F: CTGGAACGGTGAAGGTGACA

R: CGGCCACATTGTGAACTTTG

F, forward; R, reverse; TLR4, Toll-like receptor 4; CYP27A1, cytochrome P450 family 27
subfamily A member 1; PLINS, perilipin 5; ACSL1, acyl-CoA synthetase long-chain family

member 1; TNFSF13B, tumor necrosis factor superfamily member 13b; IL1RN, interleukin 1
receptor antagonist; SOD2, superoxide dismutase 2; PDIA4, protein disulfide isomerase
family A member 4; FKBP11, FKBP prolyl isomerase 11; ENPP4, ectonucleotide
pyrophosphatase/phosphodiesterase 4; ABLIM1, actin-binding LIM protein 1.



Table SII. List of 161 differentially expressed genes identified in the whole blood in

descending order of FC.
Gene symbol Gene name P-value  FC
OLFM4 Olfactomedin 4 0.039 8.71
ARGI1 Arginase 1 0.039 7.36
FLJ27255 Uncharacterized LOC401281 0.035 4.93
ILIR1 Interleukin 1 receptor, type I 0.013 4.27
IL1R2 Interleukin 1 receptor, type 11 0.021 4.21
ELANE Elastase, neutrophil expressed 0.017 3.85
SIRPB2 Signal-regulatory protein beta 2 0.005 3.84
SLED1 Proteoglycan 3 pseudogene 0.021 3.83
PLIN4 Perilipin 4 0.004 3.79
RETN Resistin 0.027 3.63
ANXA3 Annexin A3 0.003 3.61
CTSG Cathepsin G 0.042 3.59
CBS Cystathionine-beta-synthase 0.041 3.56
TMIGD3 Transmembrane and immunoglobulin P<0.001 3.55
domain containing 3
MCEMPI1 Mast cell-expressed membrane proteinl  0.038 3.43
SLCI1ALl Solute carrier family 11 (proton- 0.029 3.39
coupled divalent metal ion transporter),
member 1
HTRI1B 5-hydroxytryptamine (serotonin) 0.001 3.34
receptor 1B, G protein-coupled
FCGRIA Fc fragment of igg, high affinity Ia, 0.027 3.33
receptor (CD64)
GPR97 G protein-coupled receptor 97 0.027 3.23
NAIP NLR family, apoptosis inhibitory 0.009 3.19
protein
PLINS Perilipin 5 0.017 3.17
SMA4 Glucuronidase, beta pseudogene 0.007 3.09
DKFZp667F0711  Uncharacterized protein dkfzp667f0711 0.030 3.07
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Phospholipid scramblase 1
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Adrenomedullin

Free fatty acid receptor 2

Solute carrier family 8 (sodium/calcium
exchanger), member 1

Chromosome 2 open reading frame 88
Membrane bound O-acyltransferase
domain containing 7

Triggering receptor expressed on
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Cytochrome P450, family 27, subfamily
A, polypeptide 1

Spermidine/spermine N1-
acetyltransferase 1

Leukocyte immunoglobulin-like
receptor, subfamily A (with TM
domain), member 6

ATHI1, acid trehalase-like 1 (yeast)
Small integral membrane protein 1 (Vel
blood group)

Solute carrier family 2 (facilitated
glucose transporter), member 3
Calcium channel, voltage-dependent, R
type, alpha 1E subunit

ADAM metallopeptidase domain 8
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phosphoribosyltransferase
Neutrophil cytosolic factor 1B
pseudogene

Myelin protein zero-like 1
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NLRP7 NLR family, pyrin domain containing 7 0.003 0.27
MYOM2 Myomesin 2 0.014 0.18
CCR9 Chemokine (C-C motif) receptor 9 0.003 0.13

The original signal value was log2-normalized for the statistical analysis. FC, fold

change.



