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Abstract. Numerous studies have focused on the asso-
ciation between heme oxygenase-1 (HO-1) gene promoter
polymorphisms and susceptibility to cancer; however, results
remain ambiguous. The present systematic Human Genome
Epidemiology review and meta-analysis aimed to clarify
this association. A systematic search was used to assess
the association of HO-1 gene polymorphisms with cancer
susceptibility in the PubMed, Web of Science, Cochrane
Library, Wanfang Data and China National Knowledge
Infrastructure databases, with all reviewed studies published
before April 10, 2017. Review Manager 5.3 and Stata 12.0
software were used to perform the meta-analysis. A total of
14 studies were included in the analysis. Overall, no significant
associations of the HO-1 (GT)n and T(-413)A polymorphisms
with cancer susceptibility were identified. However, subgroup
analyses by ethnicity and cancer type indicated that the LL
and L-allele (LL+LS) genotypes of HO-1 (GT)n were associ-
ated with increased susceptibility to cancer compared with
the SS+SL and SS genotypes in the following subgroups: East
Asian [LL+LS vs. SS: odds ratio (OR)=1.51, 95% confidence
interval (CI)=1.11-2.05, P=0.0003; LL vs. SS+SL: OR=1.44,
95% CI=1.04-2.01,P=0.03; LL vs. SS: OR=1.64,95% CI=1.07-
2.52, P=0.02]; squamous cell carcinoma (LL+LS vs. SS:
OR=1.78, 95% CI=1.35-2.34, P<0.05; LL vs. SS+SL: OR=1.71,
95% Cl=1.34-2.18, P<0.05; LL vs. SS: OR=2.26, 95% CI
=1.62-3.14, P<0.05); and digestive tract cancer + East Asian
(LLALS vs. SS: OR=1.56, 95% CI=1.22-1.98, P<0.05; LL vs.
SS: OR=1.80, 95% CI=1.06-3.05, P<0.05). These findings
indicated that there was no association of the HO-1 (GT)n
and T(-413)A polymorphisms with cancer susceptibility, while
the L-allele genotypes (LL and LS) of HO-1 (GT)n may be
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susceptibility factors for cancer in East Asian, digestive tract
cancer in East Asian and squamous cell carcinoma popula-
tions. Due to limitations of the reviewed studies, additional
large-scale and refined studies are now required to confirm the
present findings.

Introduction

Cancer has major impacts on public health and the economy
in both developing and developed countries (1). In 2012,
over 14.1 million new cases of cancer were diagnosed and
8.2 million people succumbed due to cancer worldwide (2).
Certain susceptibility factors, including heavy alcohol intake,
tobacco use, high calorific diet and chemical dyes, have been
identified as potential susceptibility factors for cancer (3).
An aging population, increased environmental pollution and
longer life expectancy, have also contributed to increased inci-
dence rates of cancer (4). However, the underlying pathogenic
mechanisms of cancer remain to be fully elucidated.

Previous studies have indicated that the transition from
normal to pre-cancer and cancer cells is a result of a multi-step
accumulation of genetic and epigenetic modifications (5,6).
Recent studies have focused on the interaction between heme
oxygenase-1 (HO-1) gene polymorphisms and cancer (7,8).
HO-1 is a subtype of HO, which serves an important role as a
rate-limiting enzyme in the conversion of heme into biliverdin,
CO and Fe?* (9). HO-1 and its products may regulate the levels
of reactive oxygen species (ROS) through anti-apoptotic,
anti-oxidation, anti-inflammatory effects, and by mediating
autophagy (10). In turn, ROS may modulate tumorigenesis by
causing cell apoptosis/necrosis or an accumulation of DNA
damage (11). Two loci of the HO-1 gene have been focused on
when regarding its potential association with cancer, namely
the (GT)n repeat length polymorphism [which according
to repeat length is divided into two classes: S (short) and
L (long)] and T(-413)A (rs2071746) (12-14); however, results so
far are not conclusive. Both loci are localized on chromosome
22ql2 and have been identified in the HO-1 gene promoter
region (15).

Although numerous studies on the correlation between
these two loci and cancer have been conducted, the results are
ambiguous (11-14,16,17-29). Based on previous observations,
two previous meta-analyses focused on the association of HO-1
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gene polymorphisms with cancer susceptibility (30,31), though
again the data appears inconclusive. Therefore, to clarify the
associations between HO-1 gene polymorphisms and cancer
susceptibility, an updated meta-analysis was performed in the
present study.

Materials and methods

Protocol. The current meta-analysis was conducted according
to the Preferred Reporting Items for Systematic Reviews and
Meta-Analyses guidelines (32).

Identification and eligibility of relevant studies. The
electronic databases PubMed (https:/www.ncbi.nlm.nih.
gov/pubmed), Web of Science (http://isiknowledge.com),
the Cochrane Library (http://www.cochranelibrary.com/),
Wanfang Data (http://www.wanfangdata.com.cn) and China
National Knowledge Infrastructure (http:/www.cnki.net/)
were searched for all studies published before April 10,
2017 that had examined the association between HO-1 gene
polymorphisms and cancer. The search strategy was based on
combinations of the key words ‘heme oxygenase-1 or HMOX1
or HO-1I’, ‘polymorphism or susceptibility’ and ‘cancer or
carcinoma or tumor or malignant or neoplasm’. English or
Chinese-language studies were included in the literature
search without any special restriction on the source of cases
(cancer patients) and controls (normal subjects, free from
cancer). Studies in the form of reviews or commentaries and
studies in animals or those using cell lines were excluded.

Inclusion criteria. Included studies met the following criteria:
i) Case-control study or cohort study; ii) focus on the associa-
tion of HO-1 (GT)n and T(-413)A polymorphisms with cancer;
iii) provision of an odds ratio (OR) with 95% confidence inter-
vals (Cls) or sufficient data for calculation of OR and 95% Cls.

Data extraction. The following information were extracted from
each eligible study: Name of author, year of publication, ethnicity
or geographic location of study subjects, cancer type, study
design, genotyping method, cohort age, cohort sex ratio, use of
age and sex matching, and consistency of genotype frequencies
with Hardy-Weinberg Equilibrium (HWE). Allele and genotype
frequencies were extracted or calculated from the published
data in the included studies. The bibliographic search and data
extraction were carried out by two independent reviewers, and
disagreements were resolved by discussion among the reviewers.

Data synthesis and analysis. The meta-analysis was
performed using Review Manager 5.3 (http://tech.cochrane.
org/revman) and Stata 12.0 software (StataCorp LP, College
Station, TX, USA). The 7 test was applied to verify whether
the genotype distribution of the control group in each study
conformed to HWE. Four genetic models were used: An
allele model (L vs. S); a dominant model (LL vs. SS+SL);
a co-dominant model (LL vs. SS); and a recessive model
(LL+LS vs. SS). To evaluate sources of heterogeneity across
studies, subgroup analyses were conducted based on ethnicity,
cancer type, tumor location and HWE. Heterogeneity was
determined using I? statistics; when I? <50%, the fixed-effects
model was used, while for I >50%, the random-effects model
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was used and meta-regression analysis was performed to
detect the source of heterogeneity. Stratification analyses were
performed based on the outcome of meta-regression analysis.
Results were determined as ORs with 95% CIs and P-values.
P<0.05 was considered to indicate statistical significance.
Sensitivity analyses were conducted by omitting each study
in turn and by excluding studies with departure from HWE.
Funnel plots and Egger's/Begg's tests were used to visualize
the overall effect and to evaluate publication bias, respectively.

Results

Study characteristics. The systematic literature search
identified 206 potentially relevant articles. After excluding
duplications, 187 titles and abstracts were screened. A total of
165 articles were excluded due to irrelevance to the aim of the
present study. The remaining 22 articles underwent full-text
examination, and two studies (33,34) were excluded due to
their analysis of the same subjects reported in two different
studies (16,19), with the latter studies selected due to their inclu-
sion of more data. Another two studies (20,35) were excluded
as genotype data could not be obtained, one study (7) was not a
case-control study, and two studies (8,36) used cancer patients
in the control group. Thus, 14 studies (9,13,15,16,18-26)
were included in the meta-analysis, among which were
12 studies (9,13,15,16,18-24) on (GT)n repeat length poly-
morphism and three studies (21,25,26) on T(-413)A single
nucleotide polymorphism (SNP) associations with cancer
susceptibility (Table I).

Meta-analysis

HO-1(GT)n repeat length polymorphism and susceptibility
to cancer. The association between the HO-1(GT)n repeat
length polymorphism and cancer susceptibility was investi-
gated in 12 relevant studies involving 2,471 patients with cancer
and 2,654 normal controls. No significant associations were
identified between susceptibility to overall cancer and the SNP
in any of the four genetic models screened (L vs. S, LL+LS vs.
SS, LL vs. SS+SL, LL vs. SS). However, subgroup analyses
by ethnicity and cancer type indicated that the HO-1(GT)
n repeat length polymorphism was associated with cancer
susceptibility in the East Asian, squamous cell carcinoma and
digestive tract cancer + East Asian subgroups (Table II).

The first subgroup analysis was conducted according to
ethnicity. It was identified that the LL and L-allele (LL+LS)
genotypes were associated with increased susceptibility to
cancer compared with the SS+SL and SS genotypes in the East
Asian subgroup (LL+LS vs. SS: OR=1.51, 95% CI=1.11-2.05,
P=0.0003; LL vs. SS+SL: OR=1.44, 95% CI=1.04-2.01,
P=0.03; LL vs. SS: OR=1.64, 95% CI=1.07-2.52, P=0.02).
By contrast, no significant associations were identified in the
genetic models with non-East Asian (Caucasian, American,
West Asian) populations (Table II).

The second subgroup analysis was conducted according
to cancer type. It was also identified that patients carrying
the LL genotype and L-allele genotypes (LL+LS) had
increased susceptibility to squamous cell carcinoma
compared with SS+SL and SS genotype carriers (LL+LS vs.
SS: OR=1.78, 95% Cl=1.35-2.34, P<0.0001; LL vs. SS+SL:
OR=1.71, 95% CI=1.34-2.18, P<0.0001; LL vs. SS: OR=2.26,



243

*9qe[IRAR JOU “y/N ‘wnLqImbo Sroqurop -ApIeH ‘GMH [eWa] ‘ {UBW ‘JA ‘UONIORAI Ureyd aserowA[od YDd (Apnis 110Y03-3sed ‘§)) {[0NU0I-3SeI ‘D)D)

o9z)
JOOURD [B)IAI0[0D orqndoy 2102
60 680 (OIDT6er (OTIDS19 (SIF/1LS) 986 (bTe/eSy) LLL  TEY Se€v  LLI/L6Y/TIE TSI/TLE/EST  LT> yDd ‘DD omperodg  ‘uvisedone)  ‘BAOYSBII(
Ioued yrewua(q S10C
F2)  S10 (SS9 (€¢)8LS (+08/2T6) 9TLT (LOV/1TS)8T6 O’ 1Y 9Ty SLT/YIY/L8S TLI9FF/OIE VN D4 ‘SO [e}0010[0)  ‘ueIseONE)  ‘UASIOPUY
BUWOULOIRD rUIYD S10T
8 Lzo (L9 (TID¥6r GI/SE) 6  (0€/LED) LIT  ¥9S €IS SLICL/EY  69/9€1/29 V/IN ¥yOd ‘DD Ien[Eoojedoy  ‘uelsy iseq ‘3uog

wsrydrowA od opnoaponu-o[3uIs (9L 1L07s1) V(1)L

BLWIOUIOIRD [0 rUIYD S10C
L) Loo B1D€89 (96)S19 (1/L6) 86 (T/orD) Trl ey 1'8S Y1/LSILT LY/1LIYT s> YD ‘DD snowenbs [eaSudre] ‘uesy iseq ‘Sue],
Ioued uel] ¢rOg ‘yseqg
92 100> (OzDT1vS (oD 109  (0¥/09) 001 (0z/0t) 09 S'L9 €ee LS/1T/TT T1/81/1€ {T> yOd ‘DD OISBD) ‘UBISY ISOA\  -I[BAOJOIN
m BUWIOUIDIRD [0 rury) S10C
o (€0 100 (OoDOLS (8019  (LS/LL) ¥ET (€v/€8) 921 € 0ov Tes 1€/9%/LS (47001973 s> ADd ‘DD snowenbs [easeydosy  ‘uersy iseq ‘nH
3 ueMIE] S10C
m_ (S 010 (€9+r¥rs (69 19 (V/N) 661 (V/ND 9 SIS €TSS IV/II/LY YIVE/LT 8T dDd ‘DD SIQOUED UDS  “UBISY ISBH ‘nsH
@ BUWOUIDIRD [[90 rury) 10C
» (T 100 (O®08s (Y019 (LY/TS) 86 (St/8%) €6 798 SIL €¢/€9/T 1/16/1 Sts Y0d ‘DD snowenbs [easeydosy  ‘uelsy iseq ‘Suepy
m BUWOI[AY)OSAWL ueder 10T
& (T o (06)L99 (S8 89 (11/€¢) vt (02/89) 8L 89 8'8L 61/61/9 LY/6T/T v YD ‘DD JURUSI[R] ‘URISY ISBE  ‘TWUEeInjy
m hhliich) yooz)
% 81091000 orqndoy 210¢
a 60) €80 OIDT6r (OIDSI19 (SIF/1LS) 986 (bTe/eSh) LLL  S€9 €79  66S/VSP/EET  16T/98€/001  LT> YD ‘D0 orperods  ‘ueIseone)  ‘pAONSBII[
m BUWIOUIOIRD [0 rury) 0102
2 (1o 1ro oD Iss oDe1y (VN ¥9T (V/N) €¥1 €y 9SS LS/LIT06  SY/69/6T s> ¥DdDD  snowenbs eaeydosy  ‘uelsy seqy ‘nH
JOoURD JSBAIq vSn L00T
(61) 90 V/IN V/N (20$/0) 20S (S0S/0) S0S ¥'89 00L 8TT/LIT/ILY  €bT/€81/CS ST yDd ‘DD [esnedouswisod  ‘uedLIOWY ‘Suoy
BUWOUIOIROOUIPE uemre], L00T
8D TTo (9D T'IS (8CDSLY  (BLIOLI) 0ST  (€S/0€1) €81  0'8S €S L8MII/LY  8P/T01/vE STs IDd ‘DD JlSED  ‘UBISY Jseq ‘0]
BLOSNY 900¢
(L 060 O¥DO8y (0SD09S (T61/902) 86€  (0L/8) TST 799 §T9  SLI/LLI/SOY  0L/OS/TE s> YOd ‘DD BWOUR[IJ  ‘UBISBONE)  ‘Oj0wWeyQ
BUWOUIOIRD [0 uemie], 00T
oD 80 (oD TI'Ly (86)CIS (0/¢8) €8 (O/LY1) L¥1 ¥'SS $'8S 9T/0%/L1 ¥S$/¥9/6C Sts YDd ‘DD snowenbs [e1Q  ‘ueISY I1SBH ‘Suey)

wsrydiowA[od ySuap yeadar (u) .0

%m ‘s]od AMH  s[onuo) sose)) sjonuo) sose) S[oNuo) sase)  S[ONUO)) sase) u “ySuol poyjow adfy ursuo Teak
_s Jo[e S Jo  Surdfjoudd pue Io0ue) ‘Kyoruypyg ‘oyiny
=5 (as) smwak (d/) u “[e101 % “SdI® L 10 T U“LL/LV/VV 10 uontuydq  usisop Apmg

MM ¢s309[qns Jo 93k ueaN ¢s100[gns Jo xo§ sse[o jo Kouanbary  T7/1S/SS ‘edKiouan

e

\mm‘, “(L10Z-7007) 100ued pue swsiydiowA[od 1910wo1d ouasd 1-0seUaFAX0 WY JO SISA[RUR-RIOW A} UI PIPN[OUT SAPNIS JO sonsLIajoeIeyd sryderdowa( ‘[ 9[qel,


https://www.spandidos-publications.com/10.3892/br.2018.1048
https://www.spandidos-publications.com/10.3892/br.2018.1048
https://www.spandidos-publications.com/10.3892/br.2018.1048

WANG et al: HO-1 PROMOTER POLYMORPHISMS AND CANCER SUSCEPTIBILITY: A META-ANALYSIS

244

*S[OPOW $}09JJO-PAXY JO WOPUERI I0J $IS) 7 WOIJ PAUIL)QO dIom San[eA-'

LS 860 (€€T9L°00 00T  9€ 0c0 (LTT°S6'0) 011 6¢ 19°0 (01'1°98°0) L60 8% 0L0 OTIT%600 20T 196'T/TL6'T € [eI0L
swisedoau waysAs 9ansadp yim wsrydrowAjod v(¢14-) L
(%) 1 onpea-'q I0 »S6) (%) 1 onpea-d (1D %S6) (%) 1 onfeA-'q (1D %$6) (%) 1 onpeA-'q (1D %S6) US[onuod  saIpms
d0 d0 ks (0] d0 JEECL0) JOON
VV 'sA LL VL+VV 'sAa LL VV SAVL+LL V SA L
S6 €0 (6579000860 16 LTO (€0T°80°0) 0F0 6 6€0 (ETTHI'0)SS0 L6 0€0 (L8 TET0) 670 9801/LE8 4 URISY 1Seq-UON
99 €00 (SO€90 08T TL 800 (L1T96°0) ¥7'1 9T €000 (86'1°CT1)9S'T 98 IS0 (LYT'8LO) ¥I'T LT6/7¢8 9 uelsy iseq
S8 ISS0) (6179900 0T1T S8 Lo (SOT'1L0) 801 LL 90 OLTLLO)LT'T 16 890 (€€T°69°0) €60 €IOT/ILY'T 8 [eoL
190ued 1081 9A1SAZIp Yim wisiydiowkjod u(1.0)
BWOUIDIRD [[90
snowenbs yym
v 10000> (PI'€COTOTT 0 T10000> (SI'THED IL'T 0 10000> (PE€TSET LT 68 8¢0  (L8T'6L0)ITT LL9/TS9 S wstydrowkjod u(1.n)
dMH wWoly
€6 €80 (#9°L°'600) 80  T6 10 (68T 170)8L0 16 16°0 (SLYLT0) 160 96 €0 (€6'1°91°0) SS°0 TEL/6LT € SuneraaQq
€L Y0 (#8'T°980) 9T T 89 €ro FST'S60) 1TT 89 610 (Ts1C80 CI'1 <L Y10 O€T96°0) ¥1'T  $I8°T/S9T°T 6 HMH Suneo
S8 600 (80T°'1€0) 850 L8 LTO (TTT'610) LLO €8 800 (LOT°LED) €970 16 01o (LO'T°0S'0) €L'0  9L6'T/L9Y'1 4 URISY 1Seq-UON
99 00 @STLODYT  +9 €00 (T0TvO D ¥7'1 8¢ €0000 (SOCTITDIST 8 LTO F9T°L80) 61T OLT'T/LL6 8 ueisy iseyq
18 6170 (6L T'9L°0)9T'T 6L €0 (ISTLSO) ¥T'T 9L L9°0 (IST°LL0) 80T L8 660 (LTT6L0) 00T OPI €/t T Cl [eioL,
100ued yym wisiydiowLjod u(1.0)
(%) .1 onpea-'q I0 %S6) (%) 1 onpea-d (1D %S6) (%) 1 onfeA-'q (1D %$6) (%) 1 oneA-'q (1D %S6) Us[onuod  saIpms dnoi3qns pue
(6] (6} (6} p:(6) /S98ED) JooN wsrydrowA[od
SS'SATT IS+SS SATT SS "SA STT+TT SSATT

[opoW O1JAUID)

‘swistydiowAjod 1o0woxd ouag [-oseuadAX0 swoy pue AIIqndoosns I00UBd UM UOTIRIOOSSE ) JO SISATeUR-BIOW 9Y) WOIJ SINSAY [T 29w,
4 [ I U p 1iqt q uoner U3 JO SISAT Y ] SHNSY 1T *IqeL



BIOMEDICAL REPORTS 8: 241-248, 2018 245
Table III. Egger's and Begg's test results.
Association Genetic model P,-value P,-value
(GT)n polymorphism and cancer Lvs.S 0.072 0.732
LL+LS vs. SS 0.023 0.244
LL vs. SS+SL 0.744 0.631
LL vs. SS 0.397 0.945
(GT)n polymorphism and squamous cell carcinoma Lvs.S 0.673 0.806
LL+LS vs. SS 0.653 0.806
LL vs. SS+SL 0.917 0.806
LL vs.SS 0.691 1.000
(GT)n polymorphism and digestive tract cancer Lvs.S 0.107 1.000
LL+LS vs. SS 0.024 0.386
LL vs. SS+SL 0.543 0.174
LL vs. SS 0.300 0.902
T(-413)A polymorphism and digestive system neoplasms Tvs. A 0491 1.000
TT+TA vs. AA 0.157 1.000
TT vs. AA+TA 0.675 1.000
TT vs. AA 0.285 0.296

P,-value, Egger's test result; P,-value, Begg's test result.

95% CI=1.62-3.14, P<0.0001). However, no associations were
observed in any of the four allelic genetic models with diges-
tive tract cancer (Table II).

The third subgroup analysis was conducted according to
tumor location and ethnicity. It was observed that patients
carrying the LL genotype and L-allele genotypes (LL+LS)
had increased susceptibility to digestive tract cancer
compared with SL+SS and SS genotype carriers in the East
Asian subgroup (LL+LS vs. SS: OR=1.56, 95% CI=1.22-1.98,
P=0.003; LL vs. SS: OR=1.80, 95% CI=1.06-3.05, P=0.03).
However, no associations were observed in the allelic and
co-dominant genetic models regarding cancer susceptibility in
the digestive tract cancer + non-East Asian and squamous cell
carcinoma + East Asian/non-East Asian subgroups (Table II).

Subgroup analysis was also conducted according to HWE.
No significant associations were identified between suscepti-
bility to overall cancer and HO-1(GT)n in any of the four genetic
models for cases that met or deviated from HWE (Table II).

HO-1 T(-413)A SNP and cancer susceptibility. There were
3 studies that investigated the association between the HO-1
T(-413)A SNP and digestive system neoplasms. The meta-
analysis suggested that there were no significant associations
between the HO-1 T(-413)A polymorphism and overall cancer
susceptibility in any of the genetic models (Table II).

Sensitivity analysis. The stability of the results was assessed
by sensitivity analyses, which were conducted for all genetic
comparisons by omitting each study in turn. It was determined
that no study had substantial influence on the pooled ORs in
all genetic models, suggesting the results were stable. In addi-
tion, the ORs were unaltered by omitting studies in which the
genotype distribution in controls departed from HWE.

Publication bias. Funnel plots and Begg's tests were used to
evaluate the publication bias of the included studies. From

the funnel plots and Begg's tests, no indication of publication
bias was identified in the studies on the (GT)n repeat length
polymorphism or T(-413)A SNP (Fig. 1 and Table III).

Discussion

There are three isoforms of HO in human, namely HO-1, HO-2
and HO-3 (37). HO-1, also known as heat shock protein 32, is
upregulated by a number of chemical and physical stresses (38).
Animal experiments have confirmed that HO-1 localizes
to endoplasmic reticulum, caveolae, mitochondria and the
nucleus, indicating the possibility that HO-1 serves roles in
addition to heme degradation (9). HO-1 expression is elevated
in a variety of tumors and neoplasms (39). HO-1 and its
products may promote tumor growth through anti-apoptotic,
anti-oxidation, anti-inflammatory and proliferative effects,
and by mediating autophagy (40-42). Thus, HO-1 activity is
considered to be conducive to tumor growth (43).

Numerous studies have demonstrated that the LL
genotype of the HO-1(GT)n locus may increase cancer suscep-
tibility (12,13,16,18,19,21). However, the associations identified
between the HO-1 polymorphisms and cancer susceptibility
are inconsistent, and other studies have come to other conclu-
sions (15,17,26). Additionally, two previously published
meta-analyses reported different conclusions (30,31).
More recently, a number of studies on this topic have been
published (19-25). Therefore, the present study conducted an
update meta-analysis following different inclusion criteria to
that used previously to evaluate the association of HO-1 poly-
morphisms with cancer susceptibility.

The present meta-analysis indicated that there was no
significant association between the HO-1(GT)n repeat length
polymorphism and overall cancer susceptibility. However,
on subgroup analysis, the LL and L-allele (LL+LS) geno-
types of the HO-1(GT)n locus were associated with a higher


https://www.spandidos-publications.com/10.3892/br.2018.1048
https://www.spandidos-publications.com/10.3892/br.2018.1048
https://www.spandidos-publications.com/10.3892/br.2018.1048

246 WANG et al: HO-1 PROMOTER POLYMORPHISMS AND CANCER SUSCEPTIBILITY: A META-ANALYSIS

A _SEQ0pIORD B

o 0y SE0OSIORD
o o1t
021 024
o
027 031
041 { i 047 °
! \
v H i
H H H
h H ' OR, OR,
Q + AL ! i + i M 3
Bor o1 1 ] 100 o3 o1 1 10 100
C SEQopiORD D gy SE000IORD .
07 A S
d . o [+] *,
SE o 704
0% N o e &
o P - S \
057 s : * 057 b
F, \ y
’ : rd N
Vs : 0 ) ‘?‘
f i H 1 s ™
; H N / ™,
/ H . / )
i oo ~ \
1‘ . Y -
15 p ' \ ‘ 15 ‘/-‘ \\
s ' ™, / y
H S__OR 2 " " . OR
o o1 1 10 100 ot 01 1 10 100
E o SEOONORD s F o SEGMORD
H
:
i
H
0057 1ot L
a ovs
ol
01t L2
0157 015
o + 36 Y] 1 10 020
[1]] o1 10 100 ’
0 SE000IORD . 0 SECO0IORD .
in &
Hi H
HH HY
i i5
01 it ort &
| 8, i
A A
R I
02 [ 0z HE
A Py
;o oo
" . 1 H '
é 10 N
T P
03 HE 03t FE
I fo
! i 1 H ]
o P
: H i ; : |
o A o A
H ! H ; ' \
: H i h H H
H i H ¢ H [
o ; N ; ®’ . S S . oR,
B.01 01 1 10 100 801 0.1 1 10 100

Figure 1. (A-H) Funnel plots representing the association between (GT)n polymorphism in heme oxygenase-1 (HO-1) gene and cancer susceptibility.
(A and E) The allele model (L vs. S; T vs. A); (B and F) the dominant model (LL vs. SS+SL; TT vs. AA+AT); (C and G) the co-dominant model (LL vs. SS;
TT vs. AA); (D and H) the recessive model (LL+LS vs. SS; TT+AT vs. AA).

susceptibility to squamous cell carcinoma, digestive tract  Asian carriers compared with the SS and/or SL genotype.
cancer in East Asian carriers and overall cancer in East By contrast, this association with susceptibility was not
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observed in any of the four genetic models in non-East Asian
(Caucasian, American and West Asian) populations. This may
be due to differences in life styles, ethnicity, region, cancer
type and tumor location, among other factors. The present
study also identified no significant associations between the
HO-1 T(-413)A SNP and overall cancer susceptibility. These
results are consistent with a previous study by Luo et al (31).

However, the present analysis had a number of limitations,
as follows: i) The language was restricted to English and
Chinese, which excluded eligible studies in other languages;
ii) the sample size of included studies on HO-1 T(-413)A SNP
was markedly small; iii) the thresholds defined as class S
(short) were not uniform in different studies; iv) to an extent,
factors such as differences in age and condition of the patients
may have affected the stability of results, though were unavoid-
able. Collectively, these limitations may have affected the final
conclusions.

Nevertheless, the current results indicated that there was no
association of the HO-1 (GT)n and T(-413)A polymorphisms
with overall cancer susceptibility. However, the L-allele geno-
types (LL and LS) may be susceptibility factors for cancer in
East Asian, digestive tract cancer in East Asian and squamous
cell carcinoma populations. Due to the limitations of the
included studies, larger refined studies are now required to
confirm these conclusions.
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