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Following the publication of the above article and an expression 
of concern statement (doi:  10.3892/ijmm.2025.5680) after it 
had been drawn to the Editor's attention by an interested reader 
that, regarding the western blot data shown in Fig. 5 on p. 507, 
the first set of GAPDH bands for the GH3  cell line were 
strikingly similar to the EGFR protein bands shown for the 
GT1‑1 cell line in the adjacent set of gels, the authors have now 
replied to the Editorial Office to explain the apparently 
anomalous appearance of this figure.

After having examined their original data, the authors have 
realized that this figure was assembled incorrectly; essentially, 
the wrong data were included in this figure to portray the 
GAPDH bands for the GH3 cell line. The revised version of 
Fig. 5, now showing the correct GAPDH data for the GH3 cell 
line, is featured on the next page. The authors can confirm that 
the error made during the assembly of Fig. 5 did not have a 
significant impact on either the results or the conclusions 
reported in this study, and all the authors agree with the 
publication of this Corrigendum. The authors are grateful to 
the Editor of International Journal of Molecular Medicine for 
allowing them the opportunity to publish this Corrigendum; 
furthermore, they apologize to the readership of the Journal 
for any inconvenience caused.
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Figure 5. Palbociclib relieved the levels of CDH2, CDK4 and EGFR accompanied by upregulation of CDKN2A in various concentrations (1, 5, and 20 µM). 
(A) Bands of western blot assay. (B) Statistical analysis of mRNA level in RT‑qPCR assay. compared to control group. *P<0.05, **P<0.01, ***P<0.001, n=3.


