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Annexin A2 knockdown inhibits hepatoma cell growth
and sensitizes hepatoma cells to S-fluorouracil
by regulating -catenin and cyclin D1 expression

CHONG WANG!, YU GUO?, JING WANG® and ZHIQUN MIN*

1Department of Basic Medical Sciences of Medical College, Xiamen University, Xiamen, Fujian 361102;

2Department of Hepatic Surgery, The Third Affiliated Hospital of Sun Yat-sen University, Guangzhou, Guangdong 510630;

3Department of Gynaecology and Obstetrics, The First Affiliated Hospital of Sun Yat-sen University, Guangzhou,
Guangdong 510080; “Clinical Laboratory Center of Molecular Medicine, The Second Affiliated Hospital of
Guangzhou Medical University, Guangzhou, Guangdong 510260, P.R. China

Received December 22, 2013; Accepted July 22, 2014

DOI: 10.3892/mmr.2014.2906

Abstract. Hepatocellular carcinoma (HCC) is one of the
most common cancer types, and chemotherapy plays an
important role in treatment of HCC. However, long-term
treatment with chemotherapeutic drugs such as 5-fluorouracil
(5-FU) often results in chemoresistance, and the underlying
mechanisms remain unclear. In this study, we showed that the
annexin A2 (ANXA?2) protein is highly expressed in hepatoma
cells compared to healthy cells. Knockdown of the ANXA2
gene inhibited hepatoma cell growth, and the underlying
mechanism may involve cell cycle inhibition through down-
regulation of (-catenin and cyclin D1. We also investigated
the role of ANXA2 in chemotherapeutic treatment with
5-FU. 5-FU inhibited hepatoma cell growth, while ANXA2
overexpression reduced, and knockdown enhanced, the effects
of 5-FU on hepatoma cell growth. Furthermore, 3-catenin
and cyclin D1 were asscociated with the ANXA2-induced
resistance. Taken together, our data suggest that the ANXA2
protein is a critical factor in HCC and that its downregulation
can enhance chemotherapeutic treatment with 5-FU. ANXA2
may thus constitute a new therapeutic target for HCC.

Introduction

Hepatocellular carcinoma (HCC) is one of the most common
cancer types worldwide and has an extremely poor prog-
nosis (1,2). Certainrisk factors, such as chronic hepatitis B and C
virus infections, exposure to aflatoxin, non-alcoholic fatty
liver disease and diabetes, contribute to HCC development.
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Although the etiology of HCC is well documented, the ability
to treat HCC remains limited. Chemotherapy is commonly
used in treatment of HCC. 5-Fluorouracil (5-FU) has been
used to treat various cancer types, and is considered as a
first-line anticancer drug for HCC chemotherapy worldwide.
Unfortunately, its use is limited, since long-term treatment with
this drug often results in chemoresistance, and the underlying
mechanisms remain unclear (3,4). Therefore, it is necessary to
further understand hepatocarcinogenesis and to explore new
targets for the development of effective therapeutic strategies.

Annexins constitute a family of Ca**-dependent phos-
pholipid-binding proteins with various membrane-related
functions (5). At least 20 members of the annexin family have
been described to date. Annexin A2 (ANXA2) is a multi-
functional protein involved in numerous biological processes,
including cellular transformation, cytoskeletal re-arrangement,
and fibrinolysis. It is also implicated in a number of diseases,
including inflammation, anti-phospholipid syndrome and cancer
progression (6,7). ANXA?2 is overexpressed in breast cancer,
renal cell carcinoma, gastric carcinoma, glioma and multiple
myeloma (8-12). By contrast, ANXAZ2 is downregulated in osteo-
sarcoma and in head and neck squamous cell carcinoma (13,14).
In HCC, ANXAZ2 expression has been found upregulated, and
related to the histological grade of HCC (15-17). ANXA2 was
also reported to promote the migration and invasion of hepa-
toma cells (18). However, the role of ANXAZ2 in hepatoma cell
growth and chemotherapy remains unclear.

In this study, we analyzed the role of ANXA?2 in hepatoma
cell growth and found that ANXA2 gene knockdown can inhibit
hepatoma cell growth. We also investigated the mechanism
mediating the antiproliferative effect of the ANXA2 knock-
down. In addition, we showed that ANXA2 overexpression
reduces, while knockdown enhances, the effects of 5-FU treat-
ment on hepatoma cell growth. ANXA2 modulated the effects
of 5-FU by regulating B-catenin and cyclin D1 expression.
These data suggest that ANXA?2 is a critical factor in HCC
and plays an important role in chemotherapeutic treatment
with 5-FU. ANXA2 may thus constitute a new therapeutic
target for HCC.
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Materials and methods

Cell lines, plasmids and transfection. The human hepatocyte
cell lines HepG2, Hep3B and normal human hepatocyte cell
line LO2 were purchased from the American Type Culture
Collection (Manassas, VA, USA); in addition, the human hepa-
toma cell lines, SMMC-7721 and Huh7, were provided by
Shanghai Cell Collection, Chinese Academy of Sciences
(Shanghai, China). Cells were cultured in Dulbecco's modified
Eagle's medium (DMEM; Life Technologies, Rockville, MD,
USA), as previously reported (19). A hairpin small interfering
RNA (siRNA) was used to knock down the ANXA2 gene in
SMMC-7721 cells. The target sequences for ANXA2 were:
siANXA2a, 5'-GCGGGATGCTTTGAACATT-3', and
siIANXA2b, 5-CGACGAGGACTCTCTCATT-3". The siRNAs
were obtained from Shanghai GenePharma Co., Ltd (Shanghai,
China), and were inserted into the pSilencer 4.1-CMV-neo
vector (Life Technologies) to generate the p-siANXA?2a,
p-siANXAZ2b and p-siNC knockdown plasmids. Negative
pSilencer 4.1-CMV-neo vector (Life Technologies) that
expresses a hairpin siRNA with limited homology to any known
sequences in human, mouse, and rat genomes was used as the
negative control (siNC). For the overexpression of ANXAZ2 , total
RNA was extracted from SMMC-7721 cells with the RNeasy
Plus Mini Kit (Qiagen, Chatsworth, CA, USA), following the
manufacturer's instructions. Then, cDNA was synthesized from
total RNA using the GoScript™ Reverse Transcription System
(Promega, Madison, WI, USA), and the ANXA2 gene was
amplified from this cDNA using the PCR Master Mix (Promega,
Madison, W1, USA) and the following cycling conditions: One
cycle at 95°C for 2 min followed by 30 cycles of 95°C for 45 sec,
55°C for 45 sec, and 72°C for 90 sec, followed by an extension
cycle of 72°C for 5 min. The amplified cDNA was purified by
QIAquick Gel Extraction Kit (Promega), and then introduced
into the pcDNA3.1(-) expression vector (Life Technologies) to
generate the ANXA2 expression plasmid. All transfections were
performed using Invitrogen™ Lipofectamine 2000 (Thermo
Fisher Scientific, Waltham, MA, USA) according to the manu-
facturer's instructions.

Western blot analysis. Cells were lysed using SDS sample
buffer [62.5 mM Tris-HCI, pH 6.8; 2% (wt/vol) SDS;
10% glycerol; 50 mM dithiothreitol, 0.1% (wt/vol) brom-
phenol blue] obtained from Sangon Biotech Co.,. Ltd.
(Shanghai, China). Lysates were then separated by SDS-PAGE
and transferred to polyvinylidene difluoride membranes
(Amersham, Piscataway, NJ, USA). The membranes were
blocked with 5% nonfat milk and then incubated with
rabbit anti-human polyclonal antibodies targeting ANXA2,
B-catenin, cyclin DI, and glyceraldehyde 3-phosphate dehy-
drogenase (GAPDH) (all from Santa Cruz Biotechnology,
Inc., Santa Cruz, CA, USA), as indicated by the manufacturer.
After washing in tris-buffered saline with Tween 20 (0.5%
v/v), the membranes were incubated with horseradish perox-
idase-conjugated goat anti-rabbit secondary antibodies for 1
h, and visualized using the Enhanced Chemiluminescence
Plus kit (Amersham). Band intensities were quantified using
the ImagelJ software (National Institutes of Health, Bethesda,
MD, USA). All the experiments were independently repeated
at least three times.
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Colony formation assay. Cells were plated on 6-well culture
dishes in the presence of 500 yg/ml of G418 (Sigma-Aldrich,
St. Louis, MO, USA) after treatment. The DMEM medium
was replaced every three days with fresh medium containing
G418. In certain experiments, the cells were also incubated
with various concentrations of 5-FU, purchased from
Sigma-Aldrich. Colonies were stained using crystal violet
and counted 2 weeks following transfection under an inverted
microscope (Olympus, Tokyo, Japan). All the experiments
were performed in triplicate wells three times.

3-(4,5-Dimethylthiazol-2-yl)-2,5-diphenyltetrazolium bromide
(MTT) assay. The viability of the cells was assessed using an
MTT-based Cell Growth Determination kit (Sigma-Aldrich).
Cells at the logarithmic growth phase were plated in 96-well
dishes in triplicate wells. Seventy-two hours following treatment,
MTT (500 mg/ml) was added to the cells and cells were left to
incubate for an additional 4 h. The absorbance of the formazan
product was measured on an enzyme-linked immunosorbent
assay reader (Molecular Devices, Sunnyvale, CA, USA). Each
assay was repeated three times.

Cell cycle analysis. Cells were harvested 48 h after treatment,
and fixed in ice-cold 70% ethanol for 2 h. Invitrogen™ RNase A
(1 mg/ml; Thermo Fisher Scientific) was added, and incubated
with the cells at 37°C for 30 min. Then, propidium iodide
(50 pg/ml; Sigma-Aldrich, St. Louis, MO, USA) was added, and
the cells were incubated at 4°C for 30 min away from light. The
samples were immediately subjected to flow cytometry analysis
(Navios instrument; Beckman Coulter, Miami, FL, USA). Cell
cycle analysis data were analyzed using the MultiCycle for
Windows software (Phoenix Flow Systems, San Diego, CA,
USA). Experiments were repeated in triplicate. Average and
standard deviation (SD) values were computed.

Statistical analysis. All experiments were carried out at least
three times. Statistical analysis was conducted using the SPSS
software (IBM, Armonk, NY, USA). Data were expressed as the
means + SD. The significance of the differences between groups
was determined with Student's t-tests. P<0.05 was considered to
indicate statistically significant differences.

Results

ANXA2 knockdown inhibits hepatoma cell growth. To study
the role of ANXAZ2, we first studied its expression pattern
in hepatoma cells by western blot. Compared to the level of
ANXAZ? in a the healthy hepatocyte line L02, the expression
of ANXA2 was increased in the four hepatoma cell lines
(Hep3B, HepG2, SMMC-7721 and Huh 7), with the highest
level observed in the SMMC-7721 cell line (Fig. 1A). We
next knocked down the ANXA2 gene in the SMMC-7721 cell
line. Western blot analysis showed that ANXA2 expression is
markedly reduced in both knockdown cell lines (siANXA2a
and siANXAZ2Db), but not in the control cells, transfected with
the p-siNC plasmid (Fig. 1B). We then examined the growth of
these cell lines using an MTT assay. A reduction in viability
was observed in both ANXA2-knockdown cell lines compared
to the control cells (Fig. 1C). Moreover, ANXA2 knockdown
significantly reduced colony formation (Fig. 1D). These data
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Figure 1. Increased expression of annexin A2 (ANXA?2) in hepatoma cell lines and inhibition of hepatoma cell growth by the ANXA2-knockdown. (A) Western
blot analysis (lower panel) and quantification of western blot (upper panel) of the ANXA?2 protein in a hepatocyte cell line (L02) and in hepatoma cell lines
(Hep3B, HepG2, SMMC-7721 and Huh 7). The expression level of glyceraldehyde 3-phosphate dehydrogenase (GAPDH) was used as the internal control. The
ANXA? expression in LO2 was set to 1.0. (B) The expression of ANXA?2 was detected by western blot analysis in SMMC-7721 cells transfected with the small
interfering RNA negative control (siNC; control in the figure), the siANXA2a, and the siANXA2b. AXNA2 apears successfully silenced. (C) Cell viability of
ANXA2-knockdown and control cells was determined by the MTT assay on days 1 to 5 after transfection. (D) Relative quantification of crystal violet-stained
cells in the colony formation assay. The colony number in the control group was set to 100%. "P<0.05 compared to the control.
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Figure 2. Annexin A2 gene (ANXA2) knockdown affects the cell cycle and the protein expression of f-catenin and cyclin D1. (A) Cell cycle progression was
measured for cells transfected with the small interfering RNA negative control (siNC; control in the figure), sSiANXAZ2a, and siANXAZ2b. The percentage
of cells at the G1 phase is shown. "P<0.05 compared to the control. (B) The expression of ANXA2, f-catenin, cyclin D1 and glyceraldehyde 3-phosphate
dehydrogenase (GAPDH) was detected by western blot analysis in SMMC-7721 cells transfected with the siNC (control), siANXA2a, and siANXA2b.

suggested that knockdown of ANXA2 inhibits hepatoma cell  mediating the antiproliferative effect of the ANXA2 knock-
growth. down, we examined changes in the cell cycle by flow cytometry.

This analysis showed that the ANXAZ2 knockdown significantly
ANXA2 knockdown inhibits the cell cycle and the expression  increases the proportion of cells at the G1 phase (Fig. 2A),
of B-catenin and cyclin DI. To investigate the mechanism  indicating that ANXA2 knockdown may induce GI to S phase
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Figure 3. Annexin A2 gene (ANXA2) overexpression has antagonistic, while knockdown has synergistic effects on 5-fluorouracil (5-FU) treatment. (A) MTT
assay and (C) colony formation assay showed that the anti-proliferative effects of 5-FU are less pronounced in the ANXA2-overexpressing cells compared
to the cells transfected with the empty vector. (B) MTT assay and (D) colony formation assay showed that the anti-proliferative effects of 5-FU are more

pronounced in the ANXA2-knockdown cells compared to the control cells (transfected with the small interfering RNA negative control). "P<0.05.
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Figure 4. B-catenin and cyclin DI are involved in annexin A2 (ANXA?2)-induced resistance. The proteins of SMMC-7721 cells were extracted and subjected to
western blot analysis to detect 3-catenin and cyclin D1 expression under different conditions: (A) treatment with 50 mg/1 of 5-fluorouracil (5-FU), (B) transfection
with the ANXA2 expression or the empty vector, in the presence of 5-FU (50 mg/1). (C) transfection with the small interfering RNA negative control (siNC; control
in the figure), sSt;ANXA?2a, and siANXA?2b, in the presence of 5-FU (50 mg/1). Vehicle, cells treated with the vehicle solution Dulbecco's modified Eagle's medium.

arrest. Accordingly, we examined the expression of cell cycle
regulators mediating the transition from the Gl to the S phase.
Following ANXA2 knockdown, the B-catenin and cyclin D1
levels were markedly reduced, especially in the siANXA2a
line (Fig. 2B). These data suggested that ANXA2 knockdown
inhibits the cell cycle by regulating the expression of [3-catenin
and cyclin DI.

ANXA2 overexpression exerts antagonistic, while knock-
down exerts synergistic effects with 5-FU. To evaluate the
relationship between ANXA?2 and 5-FU, the effect of 5-FU
treatment on ANXA2-overexpressing and ANXA2-knockdown
hepatoma cells was examined. 5-FU decreased the viability of
hepatoma cells, similarly to previous studies (20,21). However,
the viability of ANXA2-overexpressing hepatoma cells was

not decreased by 5-FU treatment, indicating that ANXA2
overexpression antagonizes 5-FU (Fig. 3A). On the other
hand, hepatoma cells where ANXA2 was silenced showed
reduced viability upon 5-FU treatment, indicating that ANXA2
knockdown and 5-FU act synergistically (Fig. 3B). Similar
antagonistic and synergistic effects were also observed in the
colony formation assay (Fig. 3C and D). These data demon-
strated that ANXA2 overexpression reduces, while knockdown
enhances the inhibitory effects of 5-FU on hepatoma cell
growth.

ANXA2 modulates the effects of 5-FU by regulating [3-catenin
and cyclin DI expression. Since ANXA2 expression modu-
lated the effects of 5-FU, we investigated the underlying
molecular mechanism. Upon treatment with 5-FU, the



hepatoma cells showed decreased expression of [3-catenin
and cyclin D1 (Fig. 4A). Given the reported roles of -catenin
and cyclin D1 in the cell cycle, these results indicated that
5-FU may inhibit hepatoma cell growth via downregulation
of B-catenin and cyclin DI1. Furthermore, we investigated the
role of ANXAZ2 in the regulation of the two cell cycle-related
proteins. Our data showed that ANXA2 overexpression
induces, while ANXA2 knockdown decreases the expression of
[-catenin and cyclin DI under 5-FU treatment (Fig. 4B and C).
Taken together, these data indicated that the ANXA?2 protein
modulates the effects of 5-FU by regulating (-catenin and
cyclin D1 expression.

Discussion

ANXA? is a multifunctional protein involved in numerous
biological processes and diseases. It may act as a tumor
suppressor or as an oncogene depending on the type of
cancer. The expression of ANXA?2 in HCC is upregulated
and relates to the histological grade of HCC, which suggests
that ANXAZ2 is a good diagnostic marker (15-17). Moreover,
ANXA?2 was shown to regulate HCC progression by
promoting the migration and invasion of hepatoma cells (18).
However, the role of ANXA2 in hepatoma cell growth and
the underlying molecular mechanisms remain unclear. In
this study, we showed that ANXA2 knockdown decreases
the proliferative ability of hepatoma cells, which indicates
that ANXA?2 plays a critical role in hepatoma cell growth.
Accordingly, we examined the effects of ANXAZ2 on the cell
cycle and found that the ANXA2 knockdown induces GI1 to
S phase arrest. These data suggested that ANXA2 may be
necessary for the transition from G1 to the S phase and for
cell proliferation in HCC.

To investigate the mechanism by which ANXA?2 regu-
lates the cell cycle, we examined the expression of two cell
cycle regulators controlling the transition from the GI to the
S phase, p-catenin and cyclin D1. Both proteins were found
downregulated in the ANXA2-knockdown lines. The cellular
level of B-catenin is mostly controlled by its ubiquitinylation
and proteosomal degradation. Abnormal stabilized p-catenin
accumulates and translocates into the nucleus to activate its
target genes. Mutations and overexpression of [3-catenin have
been observed in HCC (22,23). Hepatocytes where [3-catenin
shows abnormal nuclear translocation also display abnormal
cellular proliferation (24). B-catenin has been suggested as a
promising target for HCC therapy in the clinic (25). Cyclin D1
is one of the key regulatory proteins controlling the transition
from the GI to the S phase. Amplification and overexpression
of cyclin D1 was previously reported in HCC (26). In addi-
tion, knockdown of cyclin D1 interfered with hepatoma cell
growth (27). Given that deregulation of cell cycle progression
is a common event in human hepatocarcinogenesis, and that
both B-catenin and cyclin D1 play carcinogenic roles in HCC,
our data suggest that ANXA2 knockdown inhibits cell cycle
progression by downregulation of f-catenin and cyclin DI.

HCC has an extremely poor prognosis. Hepatectomy
and liver transplantation are the most effective curative
procedures for HCC patients. However, only ~10-15% of
newly detected cases of HCC are amenable to surgical resec-
tion (28). Chemotherapy is one of the adjuvant treatment
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options available, and 5-FU is an important chemothera-
peutic agent for HCC. However, the tumors may develop
drug resistance after several cycles of 5-FU-based chemo-
therapy, through yet unclear mechanisms (3,4). ANXA2 was
reported to be upregulated in a 5-FU-resistant cell line (29),
however, its role in chemoresistance remains unclear. We
found that ANXA2 gene overexpression reduces the effects
of 5-FU on hepatoma cell growth, indicating that this gene
may play a role in chemoresistance. On the other hand,
ANXA?2 knockdown sensitized hepatoma cells to 5-FU,
which suggests that the ANXA?2 protein could be used as
a target to reduce chemoresistance during chemotherapy.
We further investigated how ANXA?2 functions in chemo-
resistance. The protein levels of f-catenin and cyclin DI,
regulated by ANXA?2, were also affected by 5-FU treat-
ment. 5-FU decreased p-catenin and cyclin D1 expression.
Moreover, activation of B-catenin and cyclin D1 was reported
to induce chemoresistance to 5-FU (30). These data overall
indicate that B-catenin and cyclin D1 play critical roles in
5-FU-related chemoresistance. Since ANXA2 regulates
5-FU-mediated expression of f-catenin and cyclin D1, we
conclude that ANXA2 knockdown sensitizes hepatoma cells
to 5-FU by regulating f-catenin and cyclin D1 expression.

In conclusion, our study suggested that ANXAZ2 is a critical
factor in HCC and plays an important role in chemotherapy
when combined with 5-FU. ANXA?2 may be a new therapeutic
target for HCC.

Acknowledgements

This study was supported by grants from the National
Natural Science Foundation of China (no. 81302550),
the Natural Science Foundation of Guangdong Province
(no. S2012040006483), the Postdoctoral Science
Foundation of China (no. 2013M530382), and the Science
and Technology Planning Project of Guangdong Province
(no. 2012B031800031).

References

1. Jemal A, Bray F, Center MM, Ferlay J, Ward E and Forman D:
Global cancer statistics. CA Cancer J Clin 61: 69-90, 2011.

2. El-Serag HB: Hepatocellular carcinoma. N Engl J Med 365:
1118-1127,2011.

3. Pérez-Tomds R: Multidrug resistance: retrospect and prospects in
anti-cancer drug treatment. Curr Med Chem 13: 1859-1876, 2006.

4. O'Connor R: A review of mechanisms of circumvention and
modulation of chemotherapeutic drug resistance. Curr Cancer
Drug Targets 9: 273-280, 20009.

5. Gerke V, Creutz CE and Moss SE: Annexins: linking Ca*
signalling to membrane dynamics. Nat Rev Mol Cell Biol 6:
449-461, 2005.

6. Zhang X, Liu S, Guo C, Zong J and Sun MZ: The association of
Annexin A2 and cancers. Clin Transl Oncol 14: 634-640, 2012.

7. Bharadwaj A, Bydoun M, Holloway R and Waisman D:
Annexin A2 heterotetramer: structure and function. Int J Mol
Sci 14: 6259-6305, 2013.

8. Wu B, Zhang F, Yu M, et al: Up-regulation of Anxa2 gene
promotes proliferation and invasion of breast cancer MCF-7
cells. Cell Prolif 45: 189-198, 2012.

9. Ohno Y, Izumi M, Kawamura T, Nishimura T, Mukai K and
Tachibana M: Annexin II represents metastatic potential in
clear-cell renal cell carcinoma. Br J Cancer 101: 287-294, 2009.

10. Emoto K, Sawada H, Yamada Y, ef al: Annexin II overexpression
is correlated with poor prognosis in human gastric carcinoma.
Anticancer Res 21: 1339-1345, 2001.


https://www.spandidos-publications.com/10.3892/mmr.2014.2906

2152

11. Gao H, Yu B, Yan Y, et al: Correlation of expression levels of

12.

13.

14.

15.

16.

17.

18.

19.

20.

ANXA2,PGAMI, and CALR with glioma grade and prognosis.
J Neurosurg 118: 846-853,2013.

Bao H, Jiang M, Zhu M, Sheng F, Ruan J and Ruan C:
Overexpression of Annexin II affects the proliferation, apoptosis,
invasion and production of proangiogenic factors in multiple
myeloma. Int J] Hematol 90: 177-185, 2009.

Gillette JM, Chan DC and Nielsen-Preiss SM: Annexin 2
expression is reduced in human osteosarcoma metastases. J Cell
Biochem 92: 820-832, 2004.

Pena-Alonso E, Rodrigo JP, Parra IC, et al: Annexin A2 localizes
to the basal epithelial layer and is down-regulated in dysplasia
and head and neck squamous cell carcinoma. Cancer Lett 263:
89-98, 2008.

Longerich T, Haller MT, Mogler C, ef al: Annexin A2 as a
differential diagnostic marker of hepatocellular tumors. Pathol
Res Pract 207: 8-14, 2011.

Mohammad HS, Kurokohchi K, Yoneyama H, ef al: Annexin A2
expression and phosphorylation are up-regulated in hepato-
cellular carcinoma. Int J Oncol 33: 1157-1163, 2008.

Zhang HJ, Yao DF, Yao M, et al: Expression characteristics and
diagnostic value of annexin A2 in hepatocellular carcinoma.
World J Gastroenterol 18: 5897-5904, 2012.

Zhang W, Zhao P, Xu XL, ef al: Annexin A2 promotes the
migration and invasion of human hepatocellular carcinoma
cells in vitro by regulating the shedding of CD147-harboring
microvesicles from tumor cells. PLoS One 8: €67268, 2013.

Ye X, Guo Y, Zhang Q, et al: pKlotho suppresses tumor growth
in hepatocellular carcinoma by regulating Akt/GSK-3f/cyclin D1
signaling pathway. PLoS One 8: 55615, 2013.

Tomimaru Y, Eguchi H, Nagano H, ef al: MicroRNA-21 induces
resistance to the anti-tumour effect of interferon-o/5-fluorouracil
in hepatocellular carcinoma cells. Br J Cancer 103:1617-1626,
2010.

21.

22.

23.

24.

25.
26.

27.

28.

29.

30.

WANG et al: THE ROLE OF ANNEXIN A2 IN HEPATOMA CELL GROWTH AND CHEMOTHERAPY

Kanda T, Yokosuka O, Imazeki F, Arai M and Saisho H.
Enhanced sensitivity of human hepatoma cells to 5-fluorouracil
by small interfering RNA targeting Bcl-2. DNA Cell Biol 24:
805-809, 2005.

Wong CM, Fan ST and Ng IO: beta-Catenin mutation and over-
expression in hepatocellular carcinoma: clinicopathologic and
prognostic significance. Cancer 92: 136-145, 2001.

Nhieu JT, Renard CA, Wei Y, Cherqui D, Zafrani ES and
Buendia MA: Nuclear accumulation of mutated beta-catenin in
hepatocellular carcinoma is associated with increased cell prolif-
eration. Am J Pathol 155: 703-710, 1999.

Herencia C, Martinez-Moreno JM, Herrera C, et al: Nuclear
translocation of f-catenin during mesenchymal stem cells
differentiation into hepatocytes is associated with a tumoral
phenotype. PLoS One 7: €34656, 2012.

Llovet JM and Bruix J: Molecular targeted therapies in hepato-
cellular carcinoma. Hepatology 48: 1312-1327, 2008.

Zhang YJ, Jiang W, Chen CJ, et al: Amplification and over-
expression of cyclin D1 in human hepatocellular carcinoma.
Biochem Biophys Res Commun 196: 1010-1016, 1993.

Zeng G, Apte U, Cieply B, Singh S and Monga SP:
siRNA-mediated beta-catenin knockdown in human hepatoma
cells results in decreased growth and survival. Neoplasia 9:
951-959, 2007.

Waly Raphael S, Yangde Z and Yuxiang C: Hepatocellular
carcinoma: focus on different aspects of management. ISRN
Oncol 2012: 421673, 2012.

Tong SW, Yang YX, Hu HD, et al: Proteomic investigation of
5-fluorouracil resistance in a human hepatocellular carcinoma
cell line. J Cell Biochem 113: 1671-1680, 2012.

Noda T, Nagano H, Takemasa I, er al: Activation of
Wnt/beta-catenin signalling pathway induces chemoresistance to
interferon-alpha/5-fluorouracil combination therapy for hepato-
cellular carcinoma. Br J Cancer 100: 1647-1658, 2009.



