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Abstract. The neuroprotective agents currently used to treat 
Alzheimer's disease (AD) often only target one aspect of the 
disease process. Therefore, identifying effective drug targets 
associated with the pathogenesis of AD is critical for the 
production of novel AD therapeutic strategies. The present 
study aimed to investigate the underlying mechanisms of 
the neuroprotective effects of Rg1 on a rat model of AD. A 
double transgenic β‑amyloid (Aβ) precursor protein/PS1 
rat model was established, which co‑expressed mutations 
associated with AD. Aβ plaques and neurofibrillary tangles 
(NFTs) were detected by immunohistochemistry. The detec-
tion of the protein expression levels of caspase‑3 and terminal 
deoxynucleotidyl‑transferase‑mediated dUTP nick end 
labeling (TUNEL) staining were used to determine the level 
of apoptosis in the brain tissue. The expression levels of the 
endoplasmic reticulum (ER) stress biomarker, glucose‑regu-
lated protein 78 (Grp78), and the mitochondrial apoptosis 
biomarkers, B‑cell lymphoma 2 (Bcl‑2) and Bcl‑2‑associated X 
protein (Bax), were analyzed by western blotting. Furthermore, 
the expression of the proteins associated with the ER stress 
unfolded protein response (UPR) was determined, in order 
to examine the levels of ER stress. The mRNA expression 
of downstream genes of UPR were also detected by reverse 
transcription‑polymerase chain reaction. The protein expres-
sion levels of the apoptosis‑associated phosphorylated‑c‑Jun 
N‑terminal protein kinase (p‑JNK), caspase‑12 and cAMP 
response element‑binding transcription factor homologous 

protein were determined by western blotting. The results of 
the present study indicated that the accumulation of NFTs and 
Aβ plaques was significantly decreased in the Rg1‑treated 
AD rats, compared with untreated AD rats. The expres-
sion of caspase‑3 and the number of TUNEL‑positive cells 
were also significantly decreased in the Rg1‑treated rats, as 
compared with the AD rats. Furthermore, treatment with Rg1 
significantly reduced the expression of Grp78, and triggered 
inositol‑requiring enzyme‑1 (IRE‑1) and phosphorylated 
protein kinase RNA‑like ER kinase‑associated ER stress. 
The IRE‑1 UPR pathway downstream gene, tumor necrosis 
factor receptor‑associated factor 2, was significantly decreased 
in rats treated with Rg1, compared with untreated AD rats. 
Furthermore, the activation of p‑JNK was also inhibited when 
AD rats were treated with Rg1. In conclusion, Rg1 was shown 
to function as an important factor that inhibits the accumula-
tion of NFTs and Aβ via inhibition of the ER stress‑mediated 
pathway. Blocking of this pathway was triggered by the IRE‑1 
and TRAF2 pathway, as a result of inhibition of the expression 
of p‑JNK.

Introduction

Alzheimer's disease (AD) is a progressive neurodegenerative 
disorder of the central nervous system, which is characterized 
by a progressive loss of memory, deficits in cognitive function 
and dementia (1,2). AD is neuropathologically characterized 
by extracellular senile plaques that contain β‑amyloid (Aβ) 
precursor protein (APP), and intracellular neurofibrillary 
tangles (NFTs), which occur as a result of hyperphosphoryla-
tion of the tau protein (3,4). The currently available treatment 
methods suppress a number of the symptoms of AD, however 
they are unable to halt of reverse the progression of this 
disease (5).

Numerous neuroprotective drugs have been discovered 
in animal studies (2,4). However, no drug has been shown to 
significantly slow or stop the progression of AD. This may 
be due to the multiple pathways involved in the pathogenesis 
of AD, including mitochondrial dysfunction, short‑term and 
long‑term oxidative stress, energy crises, excitotoxicity, neuro-
inflammation and protein aggregation (6). Furthermore, the 
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available neuroprotective agents often only target one aspect 
of the disease process. Therefore, identifying effective drug 
targets that are associated with the pathogenesis of AD is 
critical for the development of novel AD therapeutic strategies.

Ginsenoside Rg1 is a steroidal saponin that is highly 
abundant in ginseng, in which ginsenoside Rg1 is one of the 
most important components (7). Recent studies have identified 
neuroprotective effects of Rg1 (8,9). However, the neuroprotec-
tive effects of Rg1 on an AD animal model, and the underlying 
mechanisms, have yet to be elucidated. Therefore, the aim of 
the present study was to examine the effects of ginsenoside 
Rg1 on an animal model of AD, and to determine the mecha-
nisms underlying any such effects.

Materials and methods

Animals. Female Wistar rats (~3 months old; Animal Center of 
Fuzhou Medical University, Fuzhou, China), were used in the 
present study. The rats were housed in a temperature‑controlled 
environment, with a 12 h light/dark cycle and ad libitum access 
to standard feed and water, which was limited to 4 h per day. 
All animal experimentation was conducted in accordance with 
the Canadian Council on Animal Care guidelines for the Care 
and Use of Laboratory Animals, and was approved by Fujian 
Medical University (Fuzhou, China). The present study was 
approved by the Ethics Committee of Fuzhou General Hospital 
and Clinical Medical College of Fujian Medical University.

Establishment of an AD model. A double transgenic APP/PS1 
rat model (AD rats) was established, which co‑expressed 
mutations associated with AD that are known to lead to accel-
erated plaque formation and increased Aβ production. The 
model was generated by introducing the APP Swedish, Florida 
and London mutations, and the presenilin 1 (PS1) M146L and 
L286V mutations via Quikchange site‑directed mutagenesis 
kit (Agilent Technologies, Inc., Santa Clara, CA, USA). All of 
the experimental procedures were conducted according to the 
manufacturer's instructions. Transgenic assays were performed 
according to the methods described by Devi et al (10). Normal 
control and APP/PS1 rats were maintained in stainless‑steel 
cages with food and water available.

Treatment with Rg1. AD rats were fed with 0.5% Rg1‑enriched 
food (Langze Medicine Company, Fujian, China) for 
two months, prior to further analyses. All of the rats were 
treated in accordance with the guiding principles for the Care 
and Use of Animals of Fujian Medical University (Fujian, 
China).

Preparation of brain tissue lysates. After two months, tissue 
lysates were prepared from the brains of the rats. The rats were 
anesthetized with sodium pentobarbital (30 mg/kg; Sigma-
Aldrich, St. Louis, MO, USA) and sacrificed, prior to isolation 
of brain tissue. Briefly, the brain tissue was carefully isolated 
and incubated with 0.25% trypsin‑EDTA (Sigma‑Aldrich) 
at 37˚C for 1 h. The incubated tissue was then lysed in 1 ml 
sample buffer (125 mM tris‑HCl, pH 6.8; 2% SDS; 5% glycerol; 
0.003% bromophenol blue; and 1% 2‑ME; Sigma‑Aldrich). 
The final protein concentrations of the brain tissue lysates 
were determined using a Bicinchoninic Acid assay (Pierce 

Biotechnology, Inc., Rockford, IL, USA), according to the 
manufacturer's instructions. The tissue lysates were stored at 
‑80˚C until required.

mRNA extraction and reverse transcription‑polymerase 
chain reaction (RT‑PCR). RNA was extracted from the brain 
tissue using RNAsimple Total RNA kit (TIANGEN Biotech 
Co., Ltd., Beijing, China). cDNA was reverse transcribed 
from 2 mg total mRNA using SuperScript™ Ⅲ First‑Strand 
Synthesis system (Invitrogen Life Technologies, Carlsbad, 
CA, USA), according to the manufacturer's instructions. 
The specific primers for the endoplasmic reticulum (ER) 
stress‑associated genes, glucose‑regulated protein 94 (Grp94), 
tumor necrosis factor receptor‑associated factor 2 (TRAF2), 
X‑box‑binding protein 1 (XBP1) and eukaryotic initiating 
factor (eIF)2α, were synthesized by Sangon Biotech Co., Ltd. 
(Shanghai, China) according to Table I (11,12). Quantitative 
RT‑PCR was conducted using SYBR Premix ExTaq II (Takara 
Biotechonology, Co., Ltd., Dalian, China), and detected with 
the ABI 7500 Real‑Time PCR system (Applied Biosystems 
Life Technologies, Foster City, CA, USA). The reaction prod-
ucts were amplified by PCR in a volume of 50 µl, containing 
1 µl forward primer, 1 µl reverse primer, 1 µl Taq polymerase, 
21 µl cDNA made up to 50 µl with water, under the following 
conditions: 30 cycles at 94˚C for 30 sec, 54˚C for 30 sec and 
72˚C for 40 sec. Following PCR, the products were electropho-
resed on 1.5% agarose gel, and the gel images were digitally 
captured using a charge‑coupled device camera (Bio‑Rad 
Laboratories, Inc., Hercules, CA, USA), prior to analysis with 
the National Institutes of Health (NIH) Imager beta version 2 
(NIH, Bethesda, MA, USA). The relative transcriptional value 
of each gene in the semi‑quantitative RT‑PCR experiments 
are presented as a ratio of the signal value, relative to that of 
β‑actin.

Western blot analysis. The brain tissue lysates were centrifuged 
at 10,000 x g for 30 min. Equal quantities of protein (50 µg) 
from every group were separated by SDS‑PAGE, using 15% 
gradient tris/glycine gels, and then transferred to polyvinyli-
dene difluoride membranes (EMD Millipore, Billerica, MA, 
USA). The membranes were blocked in 5% non‑fat milk for 
1 h, and then incubated with the following primary antibodies: 
Mouse monoclonal anti‑caspase‑3 (1:2,000; cat. no. sc-7148, 
Santa Cruz Biotechnology, Inc., Dallas, TX, USA), mouse 
monoclonal anti‑Grp78 (1:3,000; cat. no. sc-1050, Santa Cruz 
Biotechnology, Inc.), rabbit polyclonal anti‑B‑cell lymphoma 2 
(Bcl‑2)(1:3,000; cat. no. sc‑492, Santa Cruz Biotechnology, 
Inc.), mouse monoclonal anti‑Bcl‑2 associated X protein (Bax) 
(1:2,000; cat. no. sc-23959, Santa Cruz Biotechnology, Inc.), 
mouse monoclonal anti‑inositol‑requiring enzyme 1 (IRE1) 
(1:2,000; cat.  no.  sc‑390960, Santa Cruz Biotechnology, 
Inc.), mouse monoclonal anti‑activating transcription factor 6 
(ATF6) (1:1,000; cat. no. sc‑166659, Santa Cruz Biotechnology, 
Inc.), rabbit polyclonal anti‑protein kinase RNA‑like ER kinase 
(PERK) (1:2,000; cat.  no.  ab‑156919, Abcam, Cambridge, 
UK), mouse monoclonal anti‑cAMP response element‑binding 
transcription factor homologous protein (CHOP) (1:2,000; 
cat.  no.  sc‑7351; Santa Cruz Biotechnology, Inc.), mouse 
monoclonal anti‑caspase‑12 (1:1,000, cat. no. Str‑AAP‑122C; 
Stressgen Biotechnologies Corporation, San Diego, USA) and 
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mouse monoclonal anti‑β‑actin (1:3,000; cat. no. sc‑8432; Santa 
Cruz Biotechnology, Inc.) at 4˚C overnight. The membranes 
were then washed and incubated with horseradish peroxi-
dase (HRP)‑conjugated goat anti‑rabbit and rabbit anti‑mouse 
secondary antibodies (1:4,000; Santa Cruz Biotechnology, 
Inc.) for 2 h at room temperature. Immunoreactive bands were 
visualized using the SuperSignal West Pico Chemiluminescent 
substrate (Pierce Biotechnology, Inc.) and a ChemiDoc XRS 
system with Quantity One software (Bio‑Rad Laboratories, 
Inc.).

Terminal deoxynucleotidyl‑transferase‑mediated dUTP nick 
end labeling (TUNEL) assay. Potential DNA fragments were 
examined using the TUNEL Apoptosis Detection kit (EMD 
Millipore, Temecula, CA, USA). Briefly, the cells were fixed 
with 4% paraformaldehyde in 0.1 M NaH2PO4 (pH 7.4), and 
endogenous peroxidase was inactivated using 3% H2O2. The 
cells were incubated with the solution containing biotin‑dUTP 
and terminal deoxynucleotidyly transferase for 60 min. After 
end‑horseradish peroxidase, stained with diaminobenzidine, 
and counterstained with ethyl green to detect biotin‑labeled 
nuclei. Apoptotic bodies were stained brown. The number 
of positively‑stained cell nuclei was counted under a light 
microscope (CX31; Olympas, Tokyo, Japan) in three fields, by 
at least three independent observers.

Immunohistochemistry. The indirect streptavidin‑biotin‑perox-
idase (SBP) complex method (SBP kits; Wuhan Boster 
Biological Technology, Wuhan, China) was used to visualize 
4‑µm cryostat serial sections of the brain tissue. The cryostat 
serial sections were cut using a Microm HM 500 M Cryostat 
(Menzel‑Gläser, Brunswick, Germany) and were placed on 
Superfrost Plus Gold glass slides (Menzel‑Gläser). The sections 
were incubated with rabbit polyclonal antibodies against rat 
filamentous NFTs (1:1,000; cat. no. ab136407, Abcam) and 
Aβ (1:2,000, cat. no. ab‑120851, Abcam). Antigen‑antibody 
binding was determined using a HRP‑labeled polymer conju-
gated to goat anti‑rabbit secondary antibodies (1:1,000, cat. 
no. ab‑6721; Abcam), using the dextranpolymer technique 
(DAKO, Tokyo, Japan). The immunohistochemical images 
were observed and captured using a photomicroscope (CX31; 
Olympus, Tokyo, Japan).

Statistical analysis. Statistical analyses were performed 
using SPSS version 20.0 (IBM SPSS, Armonk, NY, USA). 
Student's two‑tailed t‑test was used to compare protein 
and mRNA expression in the brain tissue between the AD 
model and normal control rats. All results are expressed as 
the mean ± standard deviation. In order to determine the 
significance of differences between groups, an analysis of 
variance was conducted. P<0.05 was considered to indicate a 
statistically significant difference.

Results

NFTs and Aβ plaques are decreased in Rg1‑treated AD rats. 
The present study determined the effects of Rg1 treatment on 
the formation of Aβ plaques and NFTs. NFTs were signifi-
cantly decreased in the Rg1‑treated rats, compared with that 
in the AD rats (Fig. 1). The number of Aβ plaques were also 
significantly decreased in the Rg1 rats, compared with that in 
the AD rats (Fig. 1).

Rg1 inhibits cell apoptosis in AD rats. Cell apoptosis of 
the rat brain tissue was detected by a western blot analysis 
of caspase‑3 and TUNEL analysis. The protein levels of 
activated caspase‑3 were significantly enhanced in the 
AD rats, as compared with the control rats  (Fig.  2A). 
Notably, the activation of caspase‑3 was significantly 
decreased in the Rg1‑treated rats, as compared with the AD 
rats (Fig. 2A; P<0.01). Furthermore, the levels of caspase‑3 
in the Rg1‑treated rats were similar to the levels observed in 
the control rats.

The TUNEL assay also demonstrated that treatment 
with Rg1 may affect apoptosis in AD rats. The number of 
TUNEL‑positive cells was significantly decreased in the 
Rg1‑treated rats, compared with that in the AD rats (Fig. 2B). 
These results suggest that Rg1 treatment may inhibit the 
apoptosis of cells in the brain tissue of AD rats.

Rg1 inhibits apoptosis by blocking ER stress. Grp78 has 
been identified as a marker of ER stress, and Bcl‑2 and Bax 
are markers of the mitochondrial apoptotic pathway (13,14). 
Therefore the expression of the Grp78, Bcl‑2 and Bax 
proteins were detected by western blot analysis. The protein 

Table I. Sequences of the primers used for semi‑quantitative reverse transcription‑polymerase chain reaction analysis, to deter-
mine the mRNA expression of endoplasmic reticulum stress‑associated genes.
 
Gene	 Primers	 Sequence
 
TRAF2	 Sense	 5'‑AAAGGGTCAGGAAGCCGTAG‑3'
	 Anti‑sense	 5'‑CCGCACATAGGAATTCTTGG‑3'
Grp94	 Sense	 5'‑GGCCAGTTTGGTGTCGGTTT‑3'
	 Anti‑sense	 5'‑CTGGCCCCGTCCTAGAGTGTT‑3'
XBP1	 Sense	 5'‑CCTTGTAGTTGAGAACCAGG‑3'
	 Anti‑sense	 5'‑GGGGCTTGGTATATATGTGG‑3'
eIF2α	 Sense	 5'‑GCGAATTCATGCCGGGGCTAAGTTGTAG‑3'
	 Anti‑sense	 5'‑CGCTCGAGTTAATCTTCAGCTTTGGCTT‑3'
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expression levels of Grp78 were significantly lower in the 
Rg1‑treated rats, compared with that in the AD rats (Fig. 3; 
P<0.01). However, no significant differences were detected in 
the protein expression levels of the mitochondria‑associated 

apoptosis markers, Bcl‑2 and Bax, between the three 
groups (Fig. 3). These results indicate that ER stress, but 
not the mitochondrial pathway, is involved in Rg1‑mediated 
neuroprotective function.

Figure 3. Alterations to the protein expression levels of Grp78, Bcl‑2 and Bax in the brain tissues of AD mice. (A) Western blot analysis of Grp78, Bcl‑2 and 
Bax. (B) Statistical analysis of western blotting. The relative expression value of each protein was calculated by comparing the gray numerical value of the 
protein with that of β‑actin. The relative expression value of each protein was evaluated based on three independent blots, and is presented as the mean ± stan-
dard deviation. **P<0.01, compared with the AD model rats. AD, Alzheimer's disease; Grp78, glucose‑regulated protein 78; Bcl‑2, B‑cell lymphoma 2; Bax; 
Bcl‑2‑associated X protein.

Figure 2. Rg1 inhibits apoptosis in AD rats. (A) Western blot analysis for the detection of caspase‑3 protein expression levels. **P<0.01, compared with AD 
model rats. (B) Terminal deoxynucleotidyl‑transferase‑mediated dUTP nick end labeling assay to identify apoptotic cells. AD, Alzheimer's disease.

  A

  B

  B  A

Figure 1. Aβ plaques and NFTs in the brain of rats with AD. Immunostaining demonstrated the presence of more and larger Aβ plaques, and NFTs in the AD 
rats, compared with Rg1‑treated rats. AD, Alzheimer's disease; Aβ, β‑amyloid; NFTs, neurofibrillary tangles.
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IRE‑1 UPR pathway is involved in the inhibition of 
Rg1‑mediated apoptosis. According to the results of the 
present study, Rg1 inhibits apoptosis by blocking molecules 
involved in ER stress. Therefore, the UPR factors involved in 
ER stress, including PERK, IRE‑1 and ATF6, were analyzed 
by western blot analysis. Treatment with Rg1 reduced the 
expression of IRE‑1 in the AD rats, and IRE‑1 expression in 
the Rg1‑treated rats was significantly decreased, compared 
with that in the AD rats (Fig. 4; P<0.01). However, p‑PERK 
and cleaved ATF6 protein expression levels were not altered 
in any of the three groups (Fig. 4).

Rg1 inhibits ER stress by inhibiting the transcription of 
ER stress‑associated genes. In order to further determine 
the effects of Rg1 on ER stress, the transcriptional levels of 
numerous genes associated with ER stress, namely. TRAF2, 
Grp94, XBP1 and eIF2α, were analyzed by semi‑quantitative 
RT‑PCR (Fig. 5). The signal intensity of each PCR product 
was determined using a computer‑assisted scanner and the 
relative expression value was calculated by equilibrating the 
signal intensity to that of β‑actin. The mRNA expression of 
TRAF2 was significantly decreased in the Rg1‑treated rats, 
compared with that in the AD rats (Fig. 5; P<0.01). However, 

Figure 6. Changes to expression levels of ER stress‑associated proteins in the brain tissue of AD rats. (A) Protein expression levels of CHOP, caspase‑12 and 
p‑JNK were evaluated by western blot analysis. (B) Statistical analysis data from western blotting. The relative expression value of each protein was evaluated 
based on three independent blots and is presented as the mean ± standard deviation. **P<0.01, compared with the AD model rats. AD, Alzheimer's disease; 
CHOP, cAMP response element‑binding transcription factor homologous protein; p‑JNK, phosphorylated c‑Jun N‑terminal protein kinase.

Figure 5. Semi‑quantification of mRNA expression levels of the ER stress‑associated genes in the brain tissue of AD rats, as determined by reverse tran-
scription‑polymerase chain reaction. The relative expression value of each gene was evaluated based on three independent blots and is presented as the 
mean ± standard deviation. **P<0.01, compared with the AD model rats. AD, Alzheimer's disease; TRAF2, tumor necrosis factor receptor‑associated factor 2; 
Grp94, glucose‑regulated protein 94; XBP1, X‑box‑binding protein 1; eIF2α, eukaryotic initiating factor 2α.

Figure 4. Determination of the expression levels of UPR pathway proteins.  (A) Western blot analysis of IRE1, p‑PERK and cleaved ATF6 proteins. 
(B) Statistical analysis of the western blotting. **P<0.01, compared with the AD model rats. AD, Alzheimer's disease; UPR, unfolded protein response; IRE‑1, 
inositol‑requiring enzyme‑1; AFT6, activating transcription factor 6; p‑PERK, phosphorylated protein kinase RNA‑like ER kinase.

  B  A

  B  A
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the expression levels of Grp94, XBP1 and eIF2α was similar 
between the different groups. These results suggest that ER 
stress is inhibited in AD rats following treatment with Rg1.

JNK apoptotic pathway is involved in the neuroprotective effects 
of Rg1. In order to investigate the possible apoptotic pathways 
involved in the neuroprotective effects of Rg1, the JNK, CHOP 
and caspase‑12 apoptotic pathways were evaluated by western 
blot analysis. The protein expression of p‑JNK was significantly 
increased in the AD rats, compared with that in the control 
rats (Fig. 6). However, when the AD rats were treated with Rg1 
the p‑JNK expression was shown to be significantly reduced, 
compared with that in the AD rats, and these expression levels 
were similar to those detected in the control rats (Fig. 6; P<0.01). 
Furthermore, treatment with Rg1 had no effect on the expres-
sion of CHOP, and the cleavage of caspase‑12.

Discussion

Aβ and intracellular NFTs are the primary pathogenic 
agents involved in the development of AD (3,15). Therefore, 
the formation of Aβ and NFTs is an important target in the 
treatment of AD. Furthermore, the progression of NFTs 
and Aβ accumulation is associated with the severity of the 
neuronal cytopathology of AD (16,17). The present study 
aimed to explore the neuroprotective functions of Rg1, and 
to determine its underlying mechanisms, in an AD rat model. 
Previous studies have demonstrated that Ginsenoside Rg1 
may attenuate the generation of Aβ and improve cognitive 
impairment, in a rat AD model (17,18). However, the specific 
neuroprotective mechanisms of Rg1 have yet to be eluci-
dated. Therefore, the present study aimed to investigate the 
possible mechanisms by which Rg1 inhibits the accumula-
tion of NFTs and Aβ.

The present study demonstrated that the accumulation 
of NFTs and Aβ was significantly decreased in AD rats, 
following treatment with Rg1. Dai  et  al  (19) previously 
indicated that Aβ 1‑42 may induce neurotoxicity, by initi-
ating the apoptosis of rat primary hippocampal neurons. 
Therefore, the present study investigated the level of cell 
apoptosis in the brain tissue of AD rats. Caspase‑3 levels 
and TUNEL‑positive cells were significantly reduced in 
Rg1‑treated rats, compared with those in AD rats, thus indi-
cating that apoptosis was inhibited in the brain tissue of AD 
rats, following treatment with Rg1. Therefore, it is hypoth-
esized that the accumulation of NFTs and Aβ may be caused 
by apoptosis of brain tissue. This result is in accordance with 
findings from previous studies (20,21).

Three primary apoptotic pathways have previously been 
identified: Mitochondrial, ER stress and death receptor path-
ways (22). It is well‑known that Bcl‑2 and Bax are key biomarkers 
for the mitochondria‑mediated apoptotic pathway (11), whereas 
Grp78 is the critical biomarker for the ER stress‑mediated 
apoptotic pathway (23). Therefore, the present study detected 
the expression levels of Bcl‑2, Bax and Grp78 in the rat AD 
model and Rg1‑treated rats. There was no significant difference 
between the expression levels of Bcl‑2 and Bax in the AD model 
and Rg1‑treated rats. However, the Grp78 expression levels were 
significantly reduced in the brain tissue of the Rg1‑treated rats, 
compared with those in the AD rats (P<0.01). These results 

indicate that the ER stress‑associated apoptotic pathway is 
involved in the neuroprotective function of Rg1.

In order to investigate the underlying mechanism of 
Rg1 in neuroprotection, the expression of the ER stress UPR 
pathway‑associated proteins, p‑PERK, IRE‑1 and cleaved 
ATF6, was measured. The protein expression of IRE‑1 and 
p‑PERK was increased in the AD model rats, while it was 
significantly decreased in the Rg1‑treated rats (P<0.01). This 
suggests that the PERK and IRE‑1 pathway may be involved in 
the Rg1‑mediated inhibition of the ER stress apoptotic pathway. 
Understanding the mechanism underlying Rg1‑mediated apop-
tosis inhibition may help to further illuminate the role of Rg1 
in delaying AD progression. A previous study showed that acti-
vation of IRE‑1 in turn activates TRAF2 and XBP1 (24), and 
that PERK activation leads to phosphorylation of eIF‑2α (25). 
The expression of TRAF2, XPB1 and PERK are all associated 
with the subsequent initiation of apoptosis. The results of the 
present study provide evidence that indicates the emergence of 
ER stress in the AD model. Notably, treatment with Rg1 could 
inhibit the mRNA transcription of TRAF2 in the AD rat model. 
Therefore it may be hypothesized that treatment with Rg1 may 
inhibit the formation of NFTs and Aβ in AD.

An important ER stress‑mediated apoptotic pathway 
is the JNK pathway, which is mediated by IRE‑1 (26). The 
IRE‑1 cytoplasmic domain interacts with the adaptor protein, 
TRAF2, which subsequently phosphorylates and activates 
JNK. In the present study IRE‑1 and TRAF2 expression was 
shown to be altered in Rg1‑treated rats. Furthermore, the ER 
stress‑associated proteins, cleaved caspase‑12 and CHOP, were 
also measured in order to identify the specific apoptotic proteins 
involved in the development of AD. Xu et al (27) previously 
reported that cleaved caspase‑12 activates caspase‑3 and trig-
gers apoptosis, and that CHOP and p‑JNK directly induce ER 
stress‑associated apoptosis. The present study demonstrated 
that there was no significant changes to the expression of CHOP 
and cleaved caspase‑12 in any of the three of groups (P>0.05). 
Notably, when treated with Rg1 the p‑JNK expression in AD 
rats was significantly decreased, compared with that in the 
AD model rats (P<0.05). These results suggest that treatment 
with Rg1 may inhibit p‑JNK pathway‑induced apoptosis, and 
indirectly inhibit the accumulation of NFTs and Aβ. Thus, Rg1 
may block p‑JNK‑induced ER stress, and slow the progression 
of AD.

In conclusion, in the present study Rg1 was shown to act 
as an important factor that inhibits the accumulation of NFTs 
and Aβ, through blocking the ER stress‑mediated apoptotic 
pathway. Blocking of this pathway was triggered by the IRE‑1 
and TRAF2 pathway, via inhibition of the expression of p‑JNK.
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