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Following the publication of this paper, the authors have 
realized that the final article did not indicate in the Authors’ 
Contribution section that Fangce Wang and Zheng Li made 
equal contributions to this work (FW and ZL performed most 
of the statistical analyses and drafted the initial version of the 
manuscript). Therefore, the affiliations for this paper should 
have been written as follows (changes are highlighted in bold): 
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The authors confirm that there are no further errors in the 
paper, and all the authors agree to this correction. The authors 
and the Editor apologize for any inconvenience caused. 

This work is licensed under a Creative Commons 
Attribution 4.0 International (CC BY 4.0) License.


