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Abstract. B7‑H3 protein is an important tumor antigen, but 
the expression of its isoforms, 4IgB7‑H3 and 2IgB7‑H3, in 
tumor tissues remains unknown due to the lack of specific 
monoclonal antibodies (mAbs). In the present study, a mAb 
(9C3) specifically recognizing 2IgB7‑H3, but not 4IgB7‑H3, 
was prepared. Using 9C3 and a previously prepared mAb 
(4H7) that recognizes 4IgB7‑H3 and 2IgB7‑H3, the differen-
tial expression of 2IgB7‑H3 and 4IgB7‑H3 was analyzed in a 
variety of tumor cell lines by flow cytometry. It was found that 
4IgB7‑H3 had a more broad spectrum of expression among 
the cell lines compared with 2IgB7‑H3. The expression of the 
two isoforms was further examined in glioma tissues using 
reverse transcription‑polymerase chain reaction and immuno-
histochemistry techniques. The data revealed that 2IgB7‑H3, 
but not 4IgB7‑H3, was specifically expressed in glioma. Taken 
together, these results demonstrated for the first time that 
2IgB7‑H3 is a valuable biomarker for the diagnosis of glioma.

Introduction

The human B7‑H3 molecule, which consists of two isoforms, 
4IgB7‑H3 and 2IgB7‑H3, belongs to the immunoglobulin 
family. The structure of the two isoforms is extremely similar 
with the exception that 4IgB7‑H3 has an extra IgC‑IgV 

immunoglobulin domain in the extracellular region (1‑3). 
The B7‑H3 molecule is expressed at a low level in normal 
tissues, but its expression is increased in several types of 
tumor tissues, including lung, colorectal kidney and breast 
cancer, neuroblastoma and melanoma  (4‑10). It has been 
suggested that B7‑H3 is a tumor‑associated antigen (11‑13). 
Clinical studies have shown that B7‑H3 expression is asso-
ciated with tumor metastasis and is correlated with a poor 
prognosis  (14,15). Roth et al studied 338 prostate cancer 
samples by immunohistochemistry and found the expres-
sion of B7‑H3 in all these samples. Notably, it was shown 
that cancer patients with higher B7‑H3 expression in tumor 
tissues had a significantly higher recurrence rate following 
curative surgery than those with lower B7‑H3 expression 
levels (14). However, Wu et al found that a high expression 
level of B7‑H3 in stomach cancer was correlated with a better 
prognosis (15). The discrepancy between these studies may 
result from the examination of total B7‑H3 rather than the 
individual isoforms. At present, there is no suitable method 
to discriminate 2IgB7‑H3 from 4IgB7‑H3.

In the present study, the expression of the B7‑H3 isoforms 
was examined in different cell lines using the two different 
monoclonal antibodies generated at the Department of 
Biochemistry and Molecular Biochemistry, School of 
Medicine, Soochow University (Suzhou, China). One antibody 
(9C3) specifically binds 2IgB7‑H3, the other (4H7) recognizes 
the two isoforms of B7‑H3. The expression of B7‑H3 isoforms 
in human gliomas was also examined.

Materials and methods

Cell lines. The mouse myeloma SP2/0 cell line, the human 
kidney endothelial 293T, HUVEC, HK‑2, PODO, MC and 
EAhy926 cell lines, and the human tumor A549, H446, 
H460, H1299, SPCA‑1, Raji, Daudi, K562, Jurkat, 8266, 
U266, THP‑1, SHI‑1, U937, HL60, Caco‑2, Colo320, CW‑2, 
SW480, LS174T, U251, SHG‑44, 767, HEP‑2, HepG2, AGS, 
SW1990, Y79, HeLa, SIHA, M435, M231, HO‑8910, SK‑BR‑3 
and WI‑38 cell lines were originally obtained from the 
American Type Culture Collection (Rockville, MD, USA). 
The 2IgB7‑H3‑transfected L929 cell line (L929/2IgB7‑H3), 
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the 4IgB7‑H3‑transfected L929 cell line (L929/4IgB7‑H3) and 
the empty vector‑transfected L929 cell line (L929/mock) (16), 
plus L929/B7‑H1, L929/B7‑H2, L929/PDL1, L929/PDL2, 
L929/CD209, L929/OX40, L929/LIGHT and L929/HVEM 
were constructed in the Department of Biochemistry and 
Molecular Biochemistry, School of Medicine, Soochow 
University. Peripheral blood mononuclear cells (Suzhou Central 
Blood Bank, Suzhou, China) and umbilical cord blood (The 
First Affiliated Hospital of Soochow University) were isolated 
by Ficoll‑Hypaque (Shanghai Second Chemistry Factory, 
Shanghai, China) gradient centrifugation. The cell lines were 
cultured in RPMI‑1640 medium (Gibco BRL, Grand Island, 
NY, USA) or standard Dulbecco's modified Eagle's minimal 
essential medium (Life Technologies, Grand Island, NY, USA), 
supplemented with 10% fetal calf serum (Hyclone, Logan, 
UT, USA), 100 U/ml penicillin, 100 mg/ml streptomycin and 
2 mM L‑glutamine. The cells were cultured in a 5% CO2, 37˚C 
incubator.

Mice and reagents. Female BALB/c mice were purchased from 
the Department of Experimental Animals (Shanghai Institute 
of Biological Products, Ministry of Health of China, Shanghai, 
China). HAT and HT media were purchased from Sigma‑Aldrich 
(St. Louis, MO, USA). Recombinant human 4IgB7‑H3/Fc chimera 
(cat. no. 2318-B3/CF; 1:100), recombinant human 2IgB7‑H3/Fc 
chimera (cat. no. 1949-B3; 1:100), rhGM‑CSF (cat. no. 215-GM/
CF; 1:2,000), rhIL‑4 (cat.  no.  204-IL/CF; 1:1,000), 
CD3‑FITC/PE (cat.  no.  FAB100F; 1:50), CD14‑FITC/PE 
(cat. no. FAB3832P; 1:50), CD19‑FITC/PE (cat. no. FAB4867P; 
1:50) and CD56‑FITC/PE (cat. no. FAB2408P; 1:50) were 
purchased from R&D Systems (Minneapolis, MN, USA). 
Goat anti‑mouse IgG‑PE (cat.  no.  IM0855; 1:200) and 
IgM‑FITC (cat.  no.  6602434; 1:200) and secondary anti-
bodies (cat. no. M0855; 1:200) were from obtained Beckman 
Coulter Inc. (Indianapolis, IN, USA). DAPI fluorescent nuclear 
stain was purchased from Roche Diagnostics (Mannheim, 
Germany). Mouse monoclonal antibody (mAb) 4H7 with the 
ability to recognize human 2IgB7‑H3 and 4IgB7‑H3 isoforms 
was previously generated in our laboratory (16).

Generation of mouse anti‑human 2IgB7‑H3 mAbs. Female 
BALB/c mice (6‑8 weeks old) were immunized with human 
293T cells as an immunogen by intraperitoneal injection of 
1x107 cells per mouse. The spleen B cells of the mice were 
fused with SP2/0 by conventional methods. Hybridoma cells 
were screened with L929/4IgB7‑H3‑, L929/2IgB7‑H3‑ and 
L929/mock‑transfected cells by flow cytometry. Positive clones 
were selected for using a limiting dilution technique.

Specif icit y of the 2IgB7‑H3 mAb 9C3. To deter-
mine the specificity of the 2IgB7‑H3 mAb 9C3, the 
L929/B7‑H1, L929/B7‑H2, L929/PDL1, L929/PDL2, 
L929/CD209, L929/LIGHT, L929/OX40 and L929/HVEM 
cells were incubated with mouse anti‑human 2IgB7‑H3 mAb 
9C3 and 4H7 mAb (2  µg/ml) for 30  min at 4˚C and then 
washed with phosphate‑buffered saline (PBS). PE‑labeled goat 
anti‑mouse IgG (1:500 dilution) as secondary antibody was 
added for another 30 min at 4˚C, followed by further washing 
with PBS. All the transfected cells were analyzed by flow 
cytometry.

Flow cytometry analysis. The cells (1x106 cells/test) were 
incubated with 9C3 or 4H7 mAb for 30 min at 4˚C and washed. 
PE‑labeled goat anti‑mouse IgG was added as secondary 
antibody and incubated for another 30 min at 4˚C. The cells 
were analyzed by flow cytometry and the Expo32 Multicomp 
software (Beckman Coulter Inc., Brea, CA, USA).

Clinical samples and immunohistochemistry. Tissue samples 
were obtained from the First Affiliated Hospital of Soochow 
University. The study was approved by the Ethics Committee 
of Soochow University and all patients provided written 
informed consent. All procedures were performed according 
to standard practice. The fresh human glioma tissues were 
fixed with 10% neutral formalin, embedded in paraffin and 
processed as 5‑µm sections. Four or five adjacent ribbons were 
collected for histopathological analysis (hematoxylin and eosin 
stain) and immunohistochemical staining. The histopatho-
logical diagnosis for tumor tissues and non‑tumor tissues was 
formed according to cellular morphological changes and tissue 
architecture using established criteria (17). The biotin‑strepta-
vidin complex method was used for the detection of B7‑H3 
protein using a commercial immunoperoxidase staining kit 
(Maixin‑Bio Co., Ltd., Fuzhou, China). B7‑H3‑positive cells 
were characterized by a clear brown color in the cytoplasm 
and cell membrane. Specimens with >10% positive cells were 
graded as positive.

Reverse transcription‑polymerase chain reaction (RT‑PCR) 
analysis of B7‑H3 expression in normal and glioma tissues. 
Normal and glioma tissues were homogenized and total RNA was 
extracted using TRIzol reagent (Invitrogen Life Technologies, 
Carlsbad, CA, USA). cDNA was obtained by RT. The mRNA 
expression of B7‑H3 isoforms was analyzed by semi‑quan-
titative PCR using two pairs of primers as follows: Forward, 
5'‑CTCACGAAGCAGGTGAAGCTGCC‑3' and reverse, 
5'‑ACCTACAGCTGCCTGGTGCGCAA‑3' for 4IgB7‑H3; and 
forward, 5'‑TGTGATGGTGACAGAGCCGTGC‑3' and reverse, 
5'‑ATGCTGCGTCGGCGGGGCA‑3' for 2IgB7H3. β‑actin 
was used as a control.

Statistical analysis. Statistical analysis was performed using 
SPSS 13.0 statistical software (SPSS, Inc., Chicago, IL, USA). 
Values are presented as the mean ± standard deviation, and the 
differences between groups were assessed by Student's t‑test. 
P<0.05 was considered to indicate a statistically significant 
difference.

Results

Establishment and characterization of novel mouse anti‑human 
2IgB7‑H3 mAbs. Balb/c mice were immunized with 293T cells 
and the splenocytes were fused with murine myeloma SP2/0 cells 
by standard procedures. Subsequent to multiple subcloning and 
repeated screening, one hybridoma (termed 9C3), which specifi-
cally binds to human 2IgB7‑H3‑transfected cells, was collected 
and further characterized. The isotope of 9C3 was mouse IgG 
with κ light chain. Flow cytometry analysis showed that the 4H7 
mAb bound to the L929/2IgB7‑H3 and L929/4IgB7‑H3 cells, 
whereas the 9C3 mAb did not bind to the L929/4IgB7‑H3 cells, 
and only bound to the L929/2IgB7‑H3 transfectants (Fig. 1). 



ONCOLOGY LETTERS  10:  2204-2208,  20152206

The competitive binding experiments also confirmed these 
conclusions. The data showed that one novel mouse anti‑human 
2IgB7‑H3 specific mAb was established.

Expression of B7‑H3 on different cell lines. The expression of 
2IgB7‑H3 and 4IgB7‑H3 was examined in different human cell 

lines by flow cytometry. The data showed that B7‑H3 expression 
in the majority of the cell lines could be detected by mAb 4H7. 
However, the expression of B7‑H3 could only be detected in a 
few cell lines by the mAb 9C3 (Table I). This result suggested 
that the expression pattern of 4IgB7‑H3 was more widespread 
than 2IgB7‑H3 in the majority of the cell lines.

Expression of B7‑H3 in human benign and malignant glioma 
tissues. Immunohistochemistry data revealed that 26 out of 
35 glioma tissues were stained positive by 9C3, whereas the 
positive numbers detected by 4H7 were 27 out of 35 glioma 
tissues. No positive case was found in 10 normal brain tissues 
using 9C3. However, 6 positive cases were detected using 4H7 
(Table II). These data indicated that 2IgB7‑H3 is expressed 
in glioma tissues, but not in normal brain tissues (Fig. 2). 
By contrast, 4IgB7‑H3 antigen is expressed at least in some 
human normal brain tissues. In addition, mRNA expression 
was analyzed by RT‑PCR. The data revealed that 4IgB7‑H3 
mRNA was detected in the normal brain and glioma tissues. 
However, 2IgB7‑H3 was found only in the glioma tissues. 
In normal brain tissues, 2IgB7‑H3 mRNA expression was 
extremely weak or undetectable (Fig. 3).

Discussion

B7‑H3 (CD276) has been recently identified as a co‑stimulatory 
member of the B7 family, and it shares 20‑27% amino acid 
sequence homology with other members of the B7 family. B7‑H3 
is expressed in several non‑lymphoid tissues of humans and 
mice, as well as in several human tumor cell lines. Expression 
can be induced by proinflammatory cytokines in monocytes 
and dendritic cells (1). The receptor of B7‑H3 is located on 
activated T cells, but the nature of the receptor has not been 
identified. The functional role of the B7‑H3 system remains 
controversial. Zhang et al detected high levels of the soluble 
form of B7‑H3 (sB7‑H3) in the sera of healthy human donors. 
The study found that sB7‑H3 is released from monocytes, acti-
vated T cells, dendritic cells and certain carcinoma cells. Matrix 
metalloproteinase inhibitor can inhibit sB7‑H3 release, with 
simultaneous increased membrane B7‑H3 expression (18). The 
finding that sB7‑H3 is bound to the B7‑H3 receptor on activated 

Figure 1. Characterization of the monoclonal antibodies 9C3 and 4H7. 9C3 
antibody recognized L929/2IgB7‑H3 cells, but not L929/4IgB7‑H3 and 
L929/mock transfectants. 4H7 antibody recognized L929/2IgB7‑H3 and 
L929/4IgB7‑H3, but not L929/mock transfectants.

Table I. Expression of 4IgB7‑H3 and 2IgB7‑H3 in different 
cell lines, as determined by flow cytometry analysis.

Cell line	 9C3 (2IgB7‑H3)	 4H7 (4Ig/2IgB7‑H3)

Eahy926	 ++++	 ++++
HUVEC	‑	  ++++
PODO	‑	‑ 
HK‑2	‑	  ++++
MC	‑	  +++
A549	‑	  ++++
H1299	‑	  ++++
SPCA‑1	 +	 ++++
H446	 ++	 ++++
H460	 +++	 ++++
Colo‑320	‑	  +++
CACO‑2	‑	  ++++
CW‑2	‑	  ++
LS174T	‑ /+	 ++++
SW480	‑ /+	 ++++
8266	‑	  ++
U266	‑	‑  /+
Daudi	‑	‑ 
Raji	‑	‑ 
HL‑60	‑	‑ 
SHI‑1	‑	‑ 
THP‑1	‑ /+	 ++
Jurkat	‑	‑ 
U937	‑	‑ 
K562	‑	‑ 
HeLa	 ++++	 ++++
HO8910	 +	 ++++
SK‑BR‑3	 ++++	 ++++
SIHA	 +	 ++++
M435	 +	 ++++
M231	 +	 ++++
767	‑	‑ 
U251	 ++++	 ++++
SHG‑44	‑	‑ 
Y79	 ++++	 ++++
AGS	‑	  ++++
Hep‑2	‑	  ++++
HepG‑2	 +	 +
SW1990	‑	‑ 
WI‑38	 +	 +

‑, ≥1 to <5%; ‑/+, ≥5 to <10%; +, ≥10 to <25%; ++, ≥25 to <45%; 
+++, ≥45 to <75%; and ++++, ≥75 to 100%.
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T cells indicates that sB7‑H3 has a functional role through the 
modulation of the B7‑H3:B7‑H3 receptor system.

B7‑H3 has two isoforms in humans. The different expression 
pattern of the two isoforms (2IgB7‑H3 and 4IgB7‑H3) has not 
yet been reported. Therefore, the generation of mAbs that can 
discriminate 2IgB7‑H3 from 4IgB7‑H3 is of particular signifi-
cance in understanding the expression and function of human 
B7‑H3 isoforms. In the present study, a mAb, 9C3, was gener-
ated that specifically recognized 2IgB7‑H3, but not 4IgB7‑H3. 
By using mAb 9C3, the expression of 2IgB7‑H3 was examined 

in a variety of cell lines. 2IgB7‑H3 expression was detected in a 
few cell lines only, whereas 4IgB7‑H3 was widely expressed in 
the majority of the cell lines. The regulation mechanism of this 
restricted expression of 2IgB7‑H3 is not clear. The expression 
of B7‑H3 isoforms in human glioma tissues was also examined 
and the expression of 2IgB7‑H3 was found in the majority of 
the glioma tissues, but not in the normal tissues. Therefore, the 
detection of 2IgB7‑H3 expression in glioma carcinoma tissues 
may be important to the assessment of the prognosis of glioma 
carcinoma patients and the choice of treatment.

Figure 3. Reverse transcription‑polymerase chain reaction detection of B7‑H3 isoform expression in normal brain and glioma tissues. M, marker; N1 and N2, 
normal brain tissues, D1 and D2, glioma tissues; 2Ig, 2IgB7‑H3; 4Ig, 4IgB7‑H3.

Table II. Immunohistochemistry analysis of B7‑H3 in human glioma tissues.

	 9C3	 4H7
	‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑	‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑‑ 
Tissue type	 Total	 Positive	 Negative	 Positive	 Negative

Normal brain tissue, n 	 10	‑	  10	   6	 4
Glioma tissue, n 	 35	 26	   9	 27	 8

Positive, ≥10% brown cytoplasm; negative, <10% brown cytoplasm.

Figure 2. Immunohistochemistry analysis of B7‑H3 in human normal brain and glioma tissues by 9C3. Expression of the 2IgB7‑H3 isoform was found in 
glioma tissues, but not in normal brain tissues. (A) Normal brain tissue (H&E staining); (B) glioma (H&E staining; (C) normal brain tissue (9C3 immunos-
taining); and (D) glioma (9C3 immunostaining). Bar, 100 µm. H&E, hematoxylin and eosin.

  A   B

  C   D
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In summary, one novel mAb recognizing 2IgB7‑H3 was 
successfully generated in the present study. Using the mAb 
obtained, it was shown that 2IgB7‑H3 is not the major isoform 
in a number of carcinoma cells. However, its overexpression in 
glioma suggests that 2IgB7‑H3 mAb may be a useful tool for the 
diagnosis and therapy of glioma. Further studies are required to 
demonstrate the function of 2IgB7‑H3 in glioma development.

Acknowledgements

This study was supported by the Key Project of the National 
Natural Science Foundation of China (grant no. 30771958) and 
the Priority Academic Program Development of Jiangsu Higher 
Education Institutions.

References

  1.	Chapoval AI, Ni J, Lau JS, Wilcox RA, Flies DB, Liu D, Dong H, 
Sica GL, Zhu G, Tamada K and Chen L B7‑H3: A costimulatory 
molecule for T cell activation and IFN‑gamma production. Nat 
Immunol 2: 269‑274, 2001.

  2.	Steinberger  P, Majdic  O, Derdak  SV, Pfistershammer  K, 
Kirchberger S, Klauser C, Zlabinger G, Pickl WF, Stöckl J and 
Knapp W: Molecular characterization of human 4Ig‑B7‑H3, a 
member of the B7 family with four Ig‑like domains. J Immunol 172: 
2352‑2359, 2004.

  3.	Greenwald  RJ, Freeman  GJ and Sharpe  AH: The B7 family 
revisited. Annu Rev Immunol 23: 515‑548, 2005.

  4.	Nygren MK, Tekle C, Ingebrigtsen VA, Mäkelä R, Krohn M, 
Aure MR, Nunes‑Xavier CE, Perälä M, Tramm T, Alsner J, et al: 
Identifying microRNAs regulating B7‑H3 in breast cancer: The 
clinical impact of microRNA‑29c. Br J Cancer 110: 2072‑2080, 
2014.

  5.	Sun J, Mao Y, Zhang YQ, Guo YD, Mu CY, Fu FQ and Zhang XG: 
Clinical significance of the induction of macrophage differentiation 
by the costimulatory molecule B7‑H3 in human non‑small cell lung 
cancer. Oncol Lett 6: 1253‑1260, 2013.

  6.	Crispen PL, Sheinin Y, Roth TJ, Lohse CM, Kuntz SM, Frigola X, 
Thompson RH, Boorjian SA, Dong H, Leibovich BC, et al: Tumor 
cell and tumor vasculature expression of B7‑H3 predict survival 
in clear cell renal cell carcinoma. Clin Cancer Res 14: 5150‑5157, 
2008.

  7.	Boland JM, Kwon ED, Harrington SM, Wampfler JA, Tang H, 
Yang P and Aubry MC: Tumor B7‑H1 and B7‑H3 expression 
in squamous cell carcinoma of the lung. Clin Lung Cancer 14: 
157‑163, 2013.

  8.	Ingebrigtsen VA, Boye K, Tekle C, Nesland JM, Flatmark K 
and Fodstad O: B7‑H3 expression in colorectal cancer: Nuclear 
localization strongly predicts poor outcome in colon cancer. 
Int J Cancer 131: 2528‑2536, 2012.

  9.	Tekle  C, Nygren  MK, Chen  YW, Dybsjord  I, Nesland  JM, 
Maelandsmo GM and Fodstad O: B7‑H3 contributes to the 
metastatic capacity of melanoma cells by modulation of known 
metastasis‑associated genes. Int J Cancer  130: 2282‑2290, 
2012.

10.	Castriconi R, Dondero A, Augugliaro R, Cantoni C, Carnemolla B, 
Sementa AR, Negri F, Conte R, Corrias MV, Moretta L, et al: 
Identification of 4Ig‑B7‑H3 as a neuroblastoma‑associated 
molecule that exerts a protective role from an NK cell‑mediated 
lysis. Proc Natl Acad Sci USA 101: 12640‑12645, 2004.

11.	 Imai K, Wilson BS, Bigotti A, Natali PG and Ferrone S: A 
94,000‑dalton glycoprotein expressed by human melanoma and 
carcinoma cells. J Natl Cancer Inst 68: 761‑769, 1982.

12.	Chen  YW, Tekle  C and Fodstad  O: The immunoregulatory 
protein human B7H3 is a tumor‑associated antigen that regulates 
tumor cell migration and invasion. Curr Cancer Drug Targets 8: 
404‑413, 2008.

13.	Fauci  JM, Sabbatino  F, Wang  Y, Londoño‑Joshi  AI, 
Straughn JM Jr, Landen CN, Ferrone S and Buchsbaum DJ: 
Monoclonal antibody‑based immunotherapy of ovarian cancer: 
Targeting ovarian cancer cells with the B7‑H3‑specific mAb 
376.96. Gynecol Oncol 132: 203‑210, 2014.

14.	Roth TJ, Sheinin Y, Lohse CM, Kuntz SM, Frigola X, Inman BA, 
Krambeck AE, McKenney ME, Karnes RJ, Blute ML, et al: 
B7‑H3 ligand expression by prostate cancer: A novel marker 
of prognosis and potential target for therapy. Cancer Res 67: 
7893‑7900, 2007.

15.	Wu  CP, Jiang  JT, Tan  M, Zhu  YB, Ji  M, Xu  KF, Zhao  JM, 
Zhang GB and Zhang XG: Relationship between co‑stimulatory 
molecule B7‑H3 expression and gastric carcinoma histology and 
prognosis. World J Gastroenterol 12: 457‑459, 2006.

16.	Zhou YH, Chen YJ, Ma ZY, Xu L, Wang Q, Zhang GB, Xie F, 
Ge Y, Wang XF and Zhang XG: 4IgB7‑H3 is the major isoform 
expressed on immunocytes as well as malignant cells. Tissue 
Antigens 70: 96‑104, 2007.

17.	Louis DN, Ohgaki H, Wiestler OD, et  al: The 2007 WHO 
classification of tumours of the central nervous system. Acta 
Neuropathol 114: 97-109, 2007.

18.	Zhang  G, Hou  J, Shi  J, Yu  G, Lu  B and Zhang  X: Soluble 
CD276 (B7‑H3) is released from monocytes, dendritic cells 
and activated T cells and is detectable in normal human serum. 
Immunology 123: 538‑546, 2008.

https://www.spandidos-publications.com/10.3892/ol.2015.3611
https://www.spandidos-publications.com/10.3892/ol.2015.3611
https://www.spandidos-publications.com/10.3892/ol.2015.3611
https://www.spandidos-publications.com/10.3892/ol.2015.3611

