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NDRG4 sensitizes CRC cells to 5‑FU by upregulating 
DDIT3 expression

RuIkaI LI, ChENxIaNG hE, LIaNGLIaNG ShEN, 
ShuaI WaNG, YaO ShEN, FaN FENG, JIaN ZhaNG and 
JIaNYONG ZhENG
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Following the publication of the above article, the authors have 
realized that the Edu images portrayed in Fig. 1D and the 
TuNEL images shown in Fig. 2C were derived from the 
incorrect folder during the process of compiling the figures. 

The authors have consulted their original data, and have 
identified the correct data that should have been included in 
these figures. The corrected versions of Figs. 1 and 2, showing 
the correct data for the experiments shown in Fig. 1D and 2C, 
are shown on the next two pages. These errors did not have a 
significant impact on either the results or the conclusions 
reported in this paper. all the authors agree to the publication 
of this corrigendum, and are grateful to the Editor of Oncology 
Letters for allowing them the opportunity to publish this. 
Furthermore, they apologize to the readership for any 
inconvenience caused.  

This work is licensed under a Creative Commons 
Attribution 4.0 International (CC BY 4.0) License.
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 Figure 1. NDRG4 inhibits the proliferation of colorectal cancer cells. (a) Representative images of NDRG4 protein expression 
in SW480 and SW620 control and NDRG4‑overexpressing cells detected by western blotting (n=3). (B) Viability of SW480 and 
SW620 control and NDRG4‑overexpressing cells determined by MTT analysis. Statistical analysis by two‑way aNOVa (n=5). 
(C) Representative images and statistical analyses of colony formation capacity of control and NDRG4‑overexpressing SW480 
and SW620 cells. Statistical analysis by Student’s t‑test (n=3). (D) Representative images and the statistical analyses of SW480 
and SW620 control and NDRG4‑overexpressing cell proliferation, determined by the EdU analysis. Scale bar, 150 μm. Statistical 
analysis by Student’s t‑test (n=3). (E) Representative images of p‑akT, akT, p‑ERk and ERk protein expression in SW480 and 
SW620 control and NDRG4‑overexpressing cells detected by western blotting. upper band of p‑ERk represents phosphorylated 
ERk1, and the lower band represents phosphorylated ERk2. upper band of ERk represents ERk1, and the lower band represents 
ERk2 (n=3). ***P<0.001 and **P<0.01 vs. CTRL. NDRG4, N‑myc downstream‑regulated gene 4; p‑, phosphorylated; CTRL, 
control.
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Figure 2. NDRG4 promotes 5‑Fu‑induced colorectal cancer cell apoptosis. (a) Viability of SW480 and SW620 cells after 48 h of culture with different con‑
centrations of 5‑Fu, determined by MTT assay. Statistical analysis by two‑way aNOVa (n=5). (B) Detection of apoptosis in SW480 and SW620 control and 
NDRG4‑overexpressing cells with or without 5‑FU by flow cytometry. Top: Representative flow cytometric images and statistical analysis of the apoptotic rate 
of each group of SW480 cells. Bottom: Representative flow cytometric images and statistical analysis of the apoptotic rate of each SW620 cell group. Statistical 
analysis by two‑way aNOVa (n=3). (C) Detection of apoptosis in SW480 and SW620 control and NDRG4‑overexpressing cells with or without 5‑Fu by 
TUNEL assay (n=3). Scale bar, 150 μm. (D) Statistical analyses of the TUNEL assay results by two‑way ANOVA. (E) Apoptosis‑associated protein expres‑
sion in SW480 and SW620 control and NDRG4‑overexpressing cells with or without 5‑Fu as determined by western blotting. Multiple bands of C‑caspase3 
represent the large fragment (17/19 kDa) of activated caspase‑3 resulting from cleavage adjacent to asp175. upper band of PaRP represents full‑length 
PaRP‑1, and the lower band represents the large fragment produced by caspase cleavage at asp214 (n=3). ***P<0.001 and **P<0.01 vs. CTRL. NDRG4, N‑myc 
downstream‑regulated gene 4; 5‑FU, 5‑fluorouracil; C‑caspase, cleaved caspase; CTRL, control; PARP, poly‑ADP‑ribose polymerase; C‑, cleaved.


