
Table SI. List of gout candidate genes.

A1CF GCKR NIPAL1 SLC16A5 SLC2A1
ABCC4 GEF NLRP3 SLC16A6 SLC2A10
ABCG2 HADH NOD2 SLC16A7 SLC2A11
ACADS HIST1H2BF NRG4 SLC16A8 SLC2A12
ACVR1B HIST1H4E OSTC SLC16A9 SLC2A13
ACVR2A HLF P2RX7 SLC17A1 SLC2A14
ACVRL1 HNF1B P2X7R SLC17A2 SLC2A2
ADRB3 HNF4G PDK2 SLC17A3 SLC2A3
AGL HPRT1 PDZK1 SLC17A4 SLC2A3P1
ALDH16A1 IGF1R PFKM SLC17A5 SLC2A3P2
ALDH2 IGF1R PKLR SLC17A6 SLC2A3P4
ALDOB IL12B PLA2G12A SLC17A7 SLC2A4
ALPK1 IL18R1 PPARGC1A SLC17A8 SLC2A5
AMPD1 IL1A PPARGC1B SLC17A9 SLC2A6
AOX1 IL1B PRKAG2 SLC22A1 SLC2A7
ASAH2 IL23R PRKG2 SLC22A10 SLC2A8
ATXN2 IL33 PRPS1 SLC22A11 SLC2A9
B3GNT4 IL8 PRPSAP1 SLC22A12 SLC2AXP1
BAZ1B INHBB PTPN11 SLC22A13 SLC37A4
BCAS3 INHBC PYGM SLC22A14 STAT4
C17orf82 ITPR1  R3HDM2 SLC22A15 STC1
CARD15  JAK2 REN SLC22A16 TGFB1
CARD8  KCNQ1 RFX3 SLC22A17 TGM4
CD14 LEF1 RREB1 SLC22A18 TLR2
CLNK  LRP2  SFMBT1 SLC22A2 TLR4
CNIH2 LRRC16A SGK1 SLC22A20 TMEM171
CNTN4  LTBP3 SGMS2 SLC22A23 TNXIP
COMT MAF SLC16A1 SLC22A24 TRIM46
CPT2 MEFV SLC16A10 SLC22A25 UBE2Q2
CUX2 MLXIPL SLC16A11 SLC22A3 UGT1A
CYP2U1 MOCOS SLC16A12 SLC22A31 UMOD
DAPK1 MTHFR  SLC16A13 SLC22A4 UOX
DCP1A MUSTN1 SLC16A14 SLC22A5 VEGFA
EGF MYD88 SLC16A14P1 SLC22A6 VEGFA
ELOVL6 MYL2 SLC16A2 SLC22A7 WDR1 
FAM35A NCF1 SLC16A3 SLC22A8 XDH
G6PC NFAT5 SLC16A4 SLC22A9 ZNF518B



Table SII. Results of conventional radiography, autoanti‑
bodies and HLA‑B27 tests of patients with gout in three gout 
pedigrees.

Individual ID HLA‑B27 ANA+ENA Joint X‑ray

F1_I:1 ‑ ‑ +
F1_II:1 ‑ ‑ +
F2_I:1 ‑ ‑ +
F2_II:1 ‑ ‑ NA
F2_II:7 ‑ ‑ ‑
F2_III:1 ‑ ‑ NA
F2_III:9 ‑ ‑ ‑
F3_41 ‑ ‑ +
F3_45 ‑ ‑ ‑
F3_ II:2 ‑ ‑ +
F3_ III:2 ‑ ‑ NA
F3_ III:3 ‑ ‑ NA

Joint X‑ray ‘+’ means the patient has the typical manifestation of 
cortical erosion, soft tissue swelling, tophi or wormy appearance. 
NA, not applicable; HLA‑B27, human leukocyte antigen B27; ANA, 
antinuclear antibody; ENA, extractable nuclear antigen.
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Table SIV. Disease ontology enrichment analysis of genes in the coexpression network.

Description GeneRatio BgRatio P‑value Adjust q‑value Count

Hyperuricemia 9/40 20/8018 1.18x10‑16 8.02E‑14 2.51E‑14 9
Gout 9/40 29/8018 6.80x10‑15 2.32E‑12 7.26E‑13 9
Acquired metabolic disease 25/40 930/8018 2.18x10‑14 4.97E‑12 1.56E‑12 25
Disease of metabolism 26/40 1111/8018 1.22x10‑13 2.08E‑11 6.52E‑12 26
Obesity 15/40 313/8018 8.89x10‑12 1.21E‑09 3.80E‑10 15
Overnutrition 15/40 322/8018 1.34x10‑11 1.52E‑09 4.76E‑10 15
Nutrition disease 15/40 338/8018 2.68x10‑11 2.61E‑09 8.17E‑10 15
Artery disease 22/40 961/8018 5.78x10‑11 4.93E‑09 1.54E‑09 22
Hypertension 18/40 594/8018 8.52x10‑11 6.46E‑09 2.02E‑09 18
Cardiovascular system disease 24/40 1333/8018 6.83x10‑10 4.66E‑08 1.46E‑08 24
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