
Figure S1. CD19+ B cell proportion is significantly different 
(P=0.012) among DICERAA (mean ± SD, 12.17±5.48), AG 
(mean ± SD, 9.69±3.00) and GG (mean ± SD, 13.62±5.01). 
DICER, dicer 1, ribonuclease III.



Figure S2. Blood urea nitrogen levels are significantly different 
(P=0.037) among XPO5AA (mean ± SD, 10.10±2.89), AC 
(mean ± SD, 10.62±2.12) and CC (mean ± SD, 5.10±0.71). 
XPO5, exportin 5.
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Table SIII. Statistical power to detect various genetic associations in the present case-control study.

Characteristics Table AOR (95% CI) Statistical power, %

DROSHA rs10719TC Table II 0.550 (0.339-0.893) 65.3
DROSHA rs10719 Dominant model Table II 0.620 (0.394-0.976) 50.8
RAN3'UTR rs14035CT Table II 0.590 (0.363-0.958) 51.8
RAN3'UTR rs14035 Dominant model Table II 0.616 (0.386-0.982) 50.6
DROSHA rs10719TC Table SI 0.547 (0.333-0.900) 65.2
DROSHA rs10719 Dominant model Table SI 0.577 (0.360-0.925) 61.2
RAN3'UTR rs14035CT Table SI 0.551 (0.307-0.990) 37.4

AOR, adjust odds ratio; 95% CI, 95% confidence interval.



Table SIV. Statistical power to detect various genetic associations in the present case-control study.

   Statistical
Characteristics Table OR (95% CI) power (%)

DICER1 A>G/DROSHA T>C/RAN 3'UTR C>T/XPO5 A>C/DGCR8 G>A   
  A-T-C-C-G Table III 0.321 (0.116-0.888) 62.7 
  A-C-T-A-G Table III 0.208 (0.070-0.618) 90.3 
  G-T-C-A-G Table III 0.616 (0.381-0.998) 48.0 
  G-T-C-C-G Table III 28.290 (1.634-490.000) 99.2 
  G-T-T-A-G Table III 0.496 (0.269-0.913) 61.0 
  G-C-T-A-G Table III 17.510 (0.972-315.500) 85.8 
DICER1 A>G/DROSHA T>C/RAN 3'UTR C>T/XPO5 A>C   
  A-T-C-C Table III 0.361 (0.148-0.879) 62.7 
  A-C-T-A Table III 0.165 (0.056-0.487) 97.7 
  G-T-C-A Table III 0.544 (0.340-0.871) 71.6 
  G-T-C-C Table III 25.970 (1.499-450.000) 99.2 
  G-T-T-A Table III 0.511 (0.279-0.938) 57.2 
  G-C-T-A Table III 8.667 (1.045-71.880) 63.0 
DICER1 A>G/DROSHA T>C/RAN 3'UTR C>T/DGCR8 G>A   
  A-C-T-G Table III 0.302 (0.121-0.756) 78.5 
  G-C-T-G Table III 16.590 (0.906-304.100) 74.3 
DICER1 A>G/RAN 3'UTR C>T/XPO5 A>C/DGCR8 G>A   
  G-C-C-G Table III 3.434 (1.160-10.160) 59.6 
DICER1 A>G/DROSHA T>C/RAN 3'UTR C>T   
  A-C-T Table III 0.255 (0.103-0.633) 91.0 
  G-C-T Table III 21.630 (1.219-383.800) 92.6 
DICER1 A>G/DROSHA T>C/XPO5 A>C   
  A-T-C Table III 0.345 (0.144-0.829) 69.5 
  A-C-A Table III 0.457 (0.281-0.744) 89.1 
  G-T-A Table III 0.553 (0.369-0.827) 81.8 
  G-T-C Table III 26.910 (1.557-465.100) 99.2 
DICER1 A>G/DROSHA T>C/DGCR8 G>A   
  A-C-G Table III 0.590 (0.369-0.944) 58.3 
DICER1 A>G/RAN 3'UTR C>T/XPO5 A>C   
  A-T-C Table III 0.090 (0.005-1.576) 69.2 
DICER1 A>G/XPO5 A>C/DGCR8 G>A   
  G-C-G Table III 3.672 (1.247-10.810) 64.9 
DICER1 A>G/DROSHA T>C   
  A-C Table III 0.549 (0.345-0.875) 71.0 
DROSHA T>C/RAN 3'UTR C>T   
  C-T Table III 0.512 (0.264-0.991) 50.4 
RAN 3'UTR C>T/XPO5 A>C   
  T-C Table III 0.089 (0.005-1.539) 54.6 

OR, odds ratio; 95% CI, 95% confidence interval.


