Figure S1. Flowchart of the IncRNA-miRNA-mRNA ceRNA network analysis. IncRNA, long non-coding RNA;
miRNA, microRNA; GO, Gene Ontology; KEGG, Kyoto Encyclopedia of Genes and Genomes; miRcode, microRNA code;
miRDB, microRNA target prediction database; ceRNA, competing endogenous RNA.

Differentially expressed Differentially expressed Differentially expressed GO and KEGG pathway|
IncRNAs miRNAs mRNAs analysis
miRcode miRDB/TargetScan/miR TarBase
database databases
Predicted Predicted
IncRNAs mRNAs

I !

Interaction expression Interaction expression .| Interaction expression
of IncRNAs of miRNAs 7 of mRNAs

l

IncRNA-microRNA-mRNA
ceRNA network

|

Correlation and Survival analysis




