Figure S1. IncRNA-miRNA-mRNA subnetwork of IncRNA ENST00000544461. (A) Biological function and (B) pathway
analysis of differentially expressed mRNAs related to IncRNA ENST00000544461.1. (C) IncRNA ENST00000544461.1 related
miRNA-mRNA subnetwork. Green nodes represent miRNAs and red nodes represent mRNAs. miRNA, microRNA; IncRNA,
long non-coding RNA.
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