
Table SI. Antibodies used in the present study.

Protein Supplier, cat. no. Dilution

Noggin Santa Cruz Biotechnology, Inc., sc-25656 1:500
GAPDH Santa Cruz Biotechnology, Inc., sc-47724 1:5,000
Akt Santa Cruz Biotechnology, Inc., sc-5298 1:500
p-Akt Santa Cruz Biotechnology, Inc., sc-81433 1:500
ERK Santa Cruz Biotechnology, Inc., sc-514302 1:500
p-ERK Santa Cruz Biotechnology, Inc., sc-7383 1:500
EGFR Santa Cruz Biotechnology, Inc., sc-71034 1:500
p-EGFR  Santa Cruz Biotechnology, Inc., sc-101668 1:500
p21 Santa Cruz Biotechnology, Inc., sc-397 1:500
p27 Santa Cruz Biotechnology, Inc., sc-1641 1:500
Cyclin D1 Santa Cruz Biotechnology, Inc., sc-753 1:500
p-Smad1/5/8 Santa Cruz Biotechnology, Inc., sc-12353 1:1,000
cMyc Cell Signaling Technology, Inc., D3N8F 1:1,000
β-catenin  Sigma-Aldrich; Merck KGaA Inc., C2206 1:1,000



Table SII. Expression of Noggin transcripts in gastric cancer.

Category No. of patients Median (IQR) P-value

Tumour   
  Tumour 321 82 (16-279) 0.0273
  Normal 183 93 (32-438) 
Sex   
  Male 229 82.1 (15.5-293.2) 0.88
  Female 92 72 (17-231) 
Location   
  Cardia 66 120 (21.8-397.3) 0.5831 (vs. pylorus)
   Fundus 21 52 (15-355) 0.5889 (vs. pylorus)
  Corpus 61 46 (12-163) 0.0865 (vs. pylorus)
  Pylorus 130 103 (19-298) 
Differentiation   
  Diff-H 1 2.05E-10 (*-*) 
  Diff-HM 6 97.7 (41.5-317.2) 0.4873 (vs. Diff-L)
  Diff-M 61 147 (17-491) 0.1 (vs. Diff-L)
  Diff-ML 82 66 (17-176) 0.9118 (vs. Diff-L)
  Diff-L 136 62 (15-231) 
T stage   
  T1 16 66.6 (15.2-166.8) 0.5525 (vs. T4)
  T2 26 113.2 (34.6-244.4) 0.616 (vs. T4)
  T3 41 69.2 (12.3-292.4) 0.5776 (vs. T4)
  T4 230 74 (16-279) 
  T1 + T2 42 95.1 (19.8-223.2) 0.9059 (vs. T3 + T4)
  T3 + T4 271 72 (16-288) 
N stage   
  N0 70 67 (10-199) 
  N1 48 55.4 (15.1-303) 0.7268 (vs. N0)
  N2 65 105 (15-356) 0.2738 (vs. N0)
  N3 132 77 (17-262) 0.5447 (vs. N0)
  N1 + N2 +N3 245 84 (17-289) 0.4097 (vs. N0)
M stage   
  M0 279 72 (16-270) 0.4133
  M1 41 109 (19-297.2) 
TNM stage   
  I 25 72.1 (15.5-164.9) 
  II 60 76 (14-317) 0.6126 (vs. I)
  III 218 78 (16-291) 0.4887 (vs. I)
  IV 9 109 (27-192.7) 0.5069 (vs. I)
  II + III + IV 287 82 (16-288) 0.4866 (vs. I)
Clinical outcome   
  Disease-free 118 113 (16-343) 
  Metastases 15 102 (10-224) 0.8283 (vs. disease-free)
  Mortality 185 69 (16-224) 0.0625 (vs. disease-free)

The number in each subgroup is the number of samples which had both gene quantity and clinical information. Diff-H, highly differentiated; 
Diff-HM, high-moderately differentiated; Diff-M, moderately differentiated; Diff-ML, moderately-low differentiated; Diff-L, low differentiated; 
*-*, not applicable.


