
Table SI. Reverse transcription‑quantitative PCR primer sequences.

Gene Primer, forward (5'→3') Primer, reverse (5'→3')

Notch1 GATGGCCTCAATGGGTACAAG  TCGTTGTTGTTGATGTCACAGT 
Notch2 GAGAAAAACCGCTGTCAGAATGG  GGTGGAGTATTGGCAGTCCTC 
Notch3 AGTGCCGATCTGGTACAACTT CACTACGGGGTTCTCACACA
Notch4 GCGGAGGCAGGGTCTCAACGGATG AGGAGGCGGGATCGGAATGT
Jagged1 AACTGGTACCGGTGCGAA TGATGCAAGATCTCCCTGAAAC
Jagged2 TGGGCGGCAACTCCTTCTA GCCTCCACGATGAGGGTAAA
DLL1 TGGCCAGGTACCTTCTCTCT TCTTTCTGGGTTTTCTGTTGC
DLL3 GTGACGGTGTTGATGGTAAGAT AGCTCCACAGAGTGTTCCTTG
Hey1 GAAAAGACGGAGAGGCATCA AGCAGATCCCTGCTTCTCAA
Hes1 CGACACCGGAAACCAAA GAATGTCTGCCTTCTCCAGCTT
GAPDH GCAAGAGAGAGGCCCTCAG TGTGAGGGAGATGCTCAGTG
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