Data S1.

The XM709442 Sashl-hSASHI1(Y551D) Cas9-KI Targeted Genomic Sequence
hSASHI1(Y551D)-CDS is shown in green; the polyA is shown in grey; the exonl is

shown in blue; the mutation site is shown in red.

19441
19501
19561
19621
19681
19741
19801
19861
19921
19981
20041
20101
20161
20221
20281
20341
20401
20461
20521
20581
20641
20701
20761
20821
20881
20941
21001
21061
21121
21181
21241
21301
21361
21421
21481
21541
21601
21661

CTTTGT TTTCCA
ACTCCT CTTAAA
GCGGAA GGCGCG
CGGTGG CGCTTT
CCTGAC ATCAGA
ATGTGG AGTTGG
ACAGGC GTCACT
GCCACC CGGAGC
CCTGGT CTCGTG
TGCTGC GCCCGG
CGAGGT GCCAGT
GGGCGC GGCCCG
GCGAGC GGTGGG

AGAAGC
CTCGAA
GGTGAA
CAAAAG
GCACCT
AAGAGC
GTCCCC
CGGTCC
AACTCC
CCCGGC
CCTGGC
GTGACG
CAGCGC

CTGACA
CTCAGC
TGGCGC
GCGATT
TTTGTT
TCATTC
TGCCCA
CCGAAG
CCGCCG
TAGGAA
AGTGGT
CCGCGG
GGGGAC

GACAGG
GAGCGG
GATTGG
TGTTGG
GCTAAA
TAAAGA
GCCCTG
CAGGAC
CAGCCA
AAGTTT
GCTCGT
GCGGAG
CCGGAC

ACTGTA
CTTAAA
GGACTT
CCAGGC
CGCTTT
GAGGGG
CACAAA
GCAGCA
GTGTTG
CTGGAG
ACCCAG
AACTTG
GCGGAC

ATTCCA GGGGTT
GATTAA CTTTCT
GTGCAG GGCcCcCC
TGAGGC TCATTT
CTTGAG CCTGGA
TCCAGG ACTAAT
CTCTCC AGTAGA
CCCGTG CGGTGT
TGGACT CTGCTC
TTGTCA ATCGCG
CGGAGC CTGGGG
CGCCCC GTCGGC
GCACGG GGACGC

GTCACC ATACGG
GCAGTT TCAGTG
GGGCCC GTGGCG
CCATGC AAAGCG
GGGGAG GGAGTC
TAGCCC GGGTCC
GGCGAG TCGTGT
GGCTCT TGTCTC
CAGCTA CCCTGT
GTCGCC CGGGAT
CATGCG ACGCGG
CGACGC GCTGCT
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21721
21781
21841
21901
21961
22021
22081
22141
22201
22261
22321
22381
22441
22501
22561
22621
22681
22741
22801
22861
22921
22981
23041
23101
23161
23221
23281
23341
23401
23461
23521
23581
23641
23701
23761
23821
23881
23941
24001
24061
24121
24181
24241
24301




24361
24421
24481
24541
24601
24661
24721
24781
24841
24901
24961
25021
25081

TTTTGT
ATTTTT
CCTCGA
GGAGGT
CCTCTG
GGGGCT
AGGGGT
ACCCCT
ACCTGC
AAATAT
TTGTCC
ACTTGC
TGGCGC

GTTATT
CCTCCT
CCTGCA
GGATCC
GACCGA
CACCCC
TGAAAC
ACTTGT
TTAGAA
TTGGCG
TGTGCC
TCTGCC
TGAGAA

TTTTTC TTTAAC ATCCCT AAAATT

CTCCTG ACTACT CCCAGT CATAGC

G ATGGA GGAGGA CGCCGG AGCTGC

CGCCCG
CGTGAT
TCGCCC
TGTAAT
CGGGTC
AAGTTG
AGTGGA
CATGAG
CTCAGC
CAATAA

GGAGCT
GGGCAT
ACCTAT
TTAGAA
ACATCA
GCGTGG
CTCCTC
AGGAAA
TCTTCT
GGCATA

GGAGCC
CCTGGT
TGGTCA
AAACCA
GAGACA
AAAAAG
ATGGCC
ACAACC
AGTTTG
TATTGC

CGAGGC
GAGCTA
CCCTTC
AACCAA
CCTCTT
CCAGAA
TCTCGG
GTTTCC
TAGAAT
TGAATC

TTCCTT
TGTCCC
TAGCCC
CGGTGT
CCTGGG
TTCTTT
ACCAAA
GAACAA
AGAGTA
TATTGA
TTGTGC
TACAGG
TGTGCT

ACATGT
TCTTCT
GGCGCC
CTCCGA
GAGGCA
CCGCTG
CCAACC
TCGACT
GATGTA
TGTTTA
AGAACT
ATATTT

GATAAG

TTTACT
CTTATG
GGAGCC
GTCAAT
GGCGGG
TATTCT
AAACAA
GTAATT
AATACT
TCCGCA
ACCACG
GTTTTA
GGGTTT

AGCCAG
GAGATC
TGAGCC
CTCCCG
GGAAGC
CTATAT
AAAAAA
AGGGAC
ACTTGT
CAGGGC
GTGTTT
TATGTT
TGAACT



