Figure S1. Expression levels of OSR1 in breast cancer and normal breast tissue, and its association with prognosis. (A) The
mRNA level of OSR1 in breast cancer tissue and adjacent normal breast tissue from the UALCAN web resource (http://ualcan.
path.uab.edu). (B) The Kaplan-Meier graphs of OSR1 in breast cancer from the online database The Human Protein Atlas
(https://www.proteinatlas.org/). OSR1, odd-skipped related transcription factor 1; TCGA, The Cancer Genome Atlas.
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