
Table SV. Changes in DNA methylation regions and corresponding long non-coding RNA.

chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.35	 0.57	 0.92
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.57	 0.37	 0.95
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.55	 0.18	 0.74
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.41	 0.34	 0.75
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.34	 0.44	 0.78
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.48	 0.33	 0.81
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.36	 0.52	 0.88
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.37	 0.3	 0.66
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.43	 0.47	 0.9
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.6	 0.35	 0.95
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.49	 0.51	 1
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.5	 0.33	 0.83
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.45	 0.55	 1
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypermethylation	 0.39	 0.84	 0.46
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.37	 0.49	 0.86
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.37	 0.43	 0.8
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.51	 0.23	 0.74
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.37	 0.15	 0.53
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.34	 0.27	 0.61
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.38	 0.25	 0.62
chr8	 1.28E+08	 1.28E+08	 PVT1	 hypomethylation	 -0.53	 0.36	 0.89


