Figure S1. (A) RT-qPCR amplification curves of L. pneumophila dilutions; (B) EvaGreen ddPCR absolute quantification (copies/ul)
of L. pneumophila in diluted samples. L. pneumophila, Legionella pneumophila; RT-qPCR, reverse transcription-quantitative

polymerase chain reaction; ddPCR, droplet digital PCR.
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Figure S2. L. pneumophila RT-qPCR amplification curves in heat shock untreated and treated samples. L. pneumophila,
Legionella pneumophila; RT-qPCR, reverse transcription-quantitative polymerase chain reaction.
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