
Figure S1. Validation of the expression level of DEGs enriched in cytokine‑mediated signaling and immune response. Gene 
expression quantified by RT‑qPCR. DEGs, differentially expressed genes; RT‑qPCR, reverse‑transcription quantitative PCR.



Figure S2. Validation of STAU1‑regulated AS events. IGV‑Sashimi plot revealed (A‑C) three A5SS AS events in three different 
genes. Reads distribution of each AS event was plotted in the left panel with the transcripts of each gene shown below. The sche‑
matic diagrams depict the structures of two AS events, AS1 (purple line) and AS2 (green line). The exon sequences are denoted 
by black boxes, the intron sequences by a horizontal line (right panel). RNA‑seq quantification and RT‑qPCR validation of ASEs 
are presented in the panels on the right. STAU1, double‑stranded RNA‑binding protein Staufen homolog 1; AS, alternative 
splicing; A5SS, alternative 5'splice site; RNA‑seq, RNA sequencing; RT‑qPCR, reverse‑transcription quantitative PCR. Error 
bars represent mean ± SEM. *P<0.05.



Table SI. Primers used in gene validation experiments.

IFIT2‑F	 CAGCCTACGGCAACTAAA
IFIT2‑R	 GAGCCTTCTCAAAGCACA
IFIT3‑F	 ACACCAAACAATGGCTAC
IFIT3‑R	 TGGACAAACCCTCTAAAC
OASL‑F	 AATGGTGACCGTGATGGG
OASL‑R	 ACCTGAGGATGGAGCAGAG
IFI27‑F	 TTCACTGCGGCGGGAATC
IFI27‑R	 TGGCTGCTATGGAGGACGAG
S1PR4‑F	 TGCTGAAGACGGTGCTGATG
S1PR4‑R	 TGCGGAAGGAGTAGATGATGG
CCL5‑F	 ACGACTGCTGGGTTGGAG
CCL5‑R	 ACCCTGCTGCTTTGCCTA
CCL2‑F	 CTAACCCAGAAACATCCAAT
CCL2‑R	 GCTATGAGCAGCAGGCAC
CD44‑F	 TGGAGGACAGAAAGCCAAGT
CD44‑R	 TTCGCAATGAAACAATCAGTAG
PLEKHG2‑M/As‑F	 CCAAAAGTAAGCCTGTCC
PLEKHG2‑M‑R	 GGAGATGGAGCTGTGTTCCT
PLEKHG2‑As‑R	 TTCACCGGCTCTGTGTTCCT
ARHGEF11‑M/As‑F	 TATGGAAGATCATGCCCACG
ARHGEF11‑M‑R	 AAGGCTACGGGGAACTGCTT
ARHGEF11‑As‑R	 GTGAGAAAAGGGAACTGCTT
PDGFB‑M/As‑F	 AGGAGCGGATCGAGTGGT
PDGFB‑M‑R	 CAGCGCCGAGGGGGACCCCA
PDGFB‑As‑R	 AGCCCTGGAGGGGGACCCCA
FGFR4‑M‑F	 GCCAGGTGAGGAGGAGCCAGG
	 AAGGCAGTT
FGFR4‑As‑F	 TGAGGCGGCGGAGGAGCCAGG
	 AAGGCAGTT
FGFR4‑M/As‑R	 GCCGCATCTCCTTCTCAC
RALGDS‑M/As‑F	 ATACAGCAGTCGCCCACC
RALGDS‑M‑R	 GGAAAAGAAGTTCTGGGAAT
RALGDS‑As‑R	 TCTCCCTCAGTTCTGGGAAT
FGFR1‑M/As‑F	 CTTGTAGCCTCCAATTCTGT
FGFR1‑M‑R	 AAACCAAACCCCGTAGCTCC
FGFR1‑As‑R	 AACCGTATGCCCGTAGCTCC

CCL2, chemokine (C‑C motif) ligand 2; IFIT2, interferon‑induced 
protein with tetratricopeptide repeats 2; IFIT3, interferon‑induced 
protein with tetratricopeptide repeats 3; OASL, 2'‑5'‑oligoadenylate 
synthetase‑like protein; F, forward; R, reverse; M, model; As, alterna‑
tive splicing.
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