Table SI. K-means clustering groups (G1 and G2) of TCGA

data.

Patient

Subgroup

TCGA-IC-A6RF-01
TCGA-IG-A318-01
TCGA-IG-A3QL-01
TCGA-IG-A3Y9-01
TCGA-IG-A3YA-01
TCGA-IG-A3YB-01
TCGA-IG-A3YC-01
TCGA-IG-A4P3-01
TCGA-IG-A4QT-01
TCGA-IG-AS0L-01
TCGA-IG-A51D-01
TCGA-IG-A5B8-01
TCGA-IG-A5S3-01
TCGA-IG-A625-01
TCGA-IG-A6QS-01
TCGA-IG-A802-01
TCGA-IG-A97H-01
TCGA-IG-A971-01
TCGA-JY-A6FA-01
TCGA-JY-AG6FD-01
TCGA-JY-AGFE-01
TCGA-JY-A6FG-01
TCGA-JY-A93F-01
TCGA-KH-A6WC-01
TCGA-L5-A43H-01
TCGA-L5-A43J-01
TCGA-L5-A40M-01
TCGA-L5-A88S-01
TCGA-L5-A88W-01
TCGA-L5-A88Z-01
TCGA-L5-ASNK-01
TCGA-L5-A8NQ-01
TCGA-L7-A56G-01
TCGA-LN-A49K-01
TCGA-LN-A49L-01
TCGA-LN-A49M-01
TCGA-LN-A49N-01
TCGA-LN-A490-01
TCGA-LN-A49P-01
TCGA-LN-A49R-01
TCGA-LN-A49S-01
TCGA-LN-A49U-01
TCGA-LN-A49V-01
TCGA-LN-A49W-01
TCGA-LN-A49X-01
TCGA-LN-A49Y-01
TCGA-LN-A4A1-01
TCGA-LN-A4A2-01
TCGA-LN-A4A3-01
TCGA-LN-A4A4-01
TCGA-LN-A4A5-01
TCGA-LN-A4A6-01
TCGA-LN-A4A8-01
TCGA-LN-A4A9-01
TCGA-LN-A4MQ-01

Gl
Gl
Gl
G2
G2
G2
G2
G2
G2
Gl
Gl
G2
Gl
Gl
Gl
Gl
G2
G2
Gl
Gl
Gl
G2
G2
G2
G2
G2
Gl
G2
G2
Gl
G2
G2
Gl
Gl
G2
Gl
Gl
Gl
Gl
Gl
G2
Gl
Gl
G2
Gl
Gl
Gl
Gl
Gl
Gl
Gl
Gl
Gl
G2
Gl

Table SI. Continued.

Patient

Subgroup

TCGA-LN-A4MR-01
TCGA-LN-A5U5-01
TCGA-LN-A5U6-01
TCGA-LN-A5U7-01
TCGA-LN-A7HV-01
TCGA-LN-ATHW-01
TCGA-LN-A7THX-01
TCGA-LN-A7HY-01
TCGA-LN-A7HZ-01
TCGA-LN-ASHZ-01
TCGA-LN-ASI0-01
TCGA-LN-ASI1-01
TCGA-LN-A9FO-01
TCGA-LN-A9FP-01
TCGA-LN-A9FQ-01
TCGA-LN-A9FR-01
TCGA-Q9-A6FU-01
TCGA-S8-A6BW-01
TCGA-V5-A7RC-01
TCGA-V5-ATRC-06
TCGA-V5-AASV-01
TCGA-VR-ASEO-01
TCGA-VR-ASEP-01
TCGA-VR-ASER-01
TCGA-VR-ASET-01
TCGA-VR-ASEU-01
TCGA-VR-ASEW-01
TCGA-VR-ASEX-01
TCGA-VR-ASEY-01
TCGA-VR-ASEZ-01
TCGA-VR-A8Q7-01
TCGA-VR-AA4G-01
TCGA-VR-AA7B-01
TCGA-VR-AA7D-01
TCGA-VR-AATI-01
TCGA-XP-A8T6-01
TCGA-XP-A8TS-01
TCGA-Z6-A8JD-01
TCGA-Z6-A8JE-01
TCGA-Z6-A9VB-01
TCGA-Z6-AAPN-01

Gl
Gl
G2
Gl
Gl
Gl
Gl
G2
Gl
Gl
Gl
G2
G2
Gl
Gl
Gl
G2
G2
G2
G2
G2
Gl
G2
Gl
G2
G2
G2
G2
Gl
G2
Gl
G2
Gl
G2
G2
Gl
Gl
G2
G2
Gl
G2




Table SII. Top 75 RNAs analyzed by ANOVA F test.

Table SII. Continued.

Order Gene F Pr Order Gene F Pr
1 NAGK 30.944 2.488x107 57 PDCL 16.406 1.051x10*
2 NUP188 24915 2.747x10° 58 SMYD4 16.330 1.088x10*
3 KIAA1958 24 477 3.288x10° 59 LRP8 16.327 1.089x10*
4 SIX4 23.716 4.502x10° 60 C3orf19 16.303 1.101x10*
5 CCDCI109B 23.627 4.673x10° 61 MGAT1 16.203 1.152x10*
6 CD47 22.809 6.570x10° 62 SLC6A12 16.181 1.163x10*
7 IRF5 22.338 8.004x10° 63 MPHOSPH9 15.983 1.271x10*
8 ANG 22.203 8.471x10° 64 SIX1 15.975 1.276x10*
9 ODF2 22.132 8.731x10° 65 FANCC 15.830 1.362x10*

10 ACP5 22.053 9.026x10° 66 C5 15.737 1.421x10*

11 HERPUDI 21.010 1.404x10° 67 WDR13 15.735 1.422x10*

12 HIBCH 20.812 1.528x10° 68 CABYR 15.722 1.430x10*

13 GPR77 20.690 1.610x10° 69 PTPN22 15.636 1.488x10*

14 ARRDC5 20.258 1.937x10° 70 PTPDCI1 15.611 1.504x10*

15 A1BG 20.197 1.989x10° 71 DDX41 15.606 1.508x10*

16 CDK5RAP2 19.728 2434x10° 72 DEPDC4 15.567 1.534x10*

17 NCRNA00094 19.675 2491x10° 73 NDUFC1 15.527 1.563x10*

18 LSP1 19.607 2.565x10° 74 GABARAPL2 15.470 1.603x10*

19 PLK3 19.590 2.584x10° 75 DPEP2 15.454 1.615x10*

20 QS0OX2 19.351 2.867x107

21 GATA3 19.233 3.017x107

22 RFC5 19.073 3.234x107

23 FLJ42709 18.933 3.438x107

24 FAMO64A 18.792 3.655x107

25 FAM193B 18.609 3.961x107

26 GM2A 18.529 4.101x107

27 VAMPS 18.423 4.296x107

28 TMED9 18.315 4.504x107

29 ZNF252 18.237 4.662x107

30 GRN 18.190 4.759x107

31 LIPC 18.127 4.893x107

32 PTGES2 18.067 5.024x107

33 SDCCAG3 18.054 5.052x107

34 CD244 18.019 5.131x107

35 FAM72A 17.931 5.335x107

36 SLC45A4 17.921 5.359x107

37 HSP90AB4P 17.853 5.520x107

38 CTSH 17.794 5.667x107

39 ASPM 17.781 5.699x107

40 TRIB2 17.562 6.280x107

41 GOLIM4 17.511 6.421x107

42 EXOSC2 17.456 6.581x107

43 PFAS 17.338 6.935x107

44 ABCB6 17.271 7.143x107

45 NRCAM 17.200 7.373x107

46 CCDC138 17.176 7.453x107

47 LOC388955 17.155 7.520x107

48 HIP1 16.966 8.184x107

49 DHX33 16.887 8.477x107

50 INTS2 16.782 8.882x107

51 WWCI1 16.767 8.944x107

52 ANKRD37 16.760 8.971x107

53 BTBDI 16.730 9.093x107

54 Cl120rf48 16.720 9.133x10?

55 CARHSPI1 16.543 9.883x107

56 E2F7 16.516 1.001x10*



Table SIII. Top 75 methylation genes analyzed by ANOVA F

test.

Order Gene F Pr
1 OR2M4_promoter 31.359  2.119x107
2 WRN_promoter 30.330  3.158x107
3 OR2LS8_promoter 29.220 4.878x107
4 REG1P_promoter 24530  3.217x10°
5 ELSPBP1_promoter 24263  3.591x10°
6 PWRNI1_promoter 24093  3.852x10°
7 REG3G_promoter 23285  5.387x10°
8 MIR 1468_promoter 23.035 5.978x10°
9 OROI1_promoter 22.741 6.759x10°
10 OR10W 1 _promoter 21.617 1.085x107
11 OR7D4_promoter 21.455 1.162x107
12 ORI1A2_promoter 21.337 1.222x107
13 OR2W3_promoter 21.163 1.316x107
14 FKBP4_promoter 21.021 1.398x107
15 CASP14_promoter 20.711 1.596x107
16 SSTR3_promoter 20.574 1.692x107
17 C190rf30_promoter 20.502 1.745x107
18 MIR376B_promoter 20.373 1.844x107
19 OR2L2_promoter 20.365 1.851x107
20 REGI1A_promoter 20.281 1.918x107
21 MIR523_promoter 20.115 2.060x107
22 OR9Q2_promoter 20.018 2.148x107
23 OR2MS5_promoter 19.753 2.409x107
24 MGAM_promoter 19.663 2.504x107
25 MIRS519E_promoter 19.545 2.636x107
26 FMOG6P_promoter 19.528 2.654x107
27 ORS5ANI_promoter 19.267 2.973x107
28 ORSE1P_promoter 19.055 3.260x107
29 SIRPD_promoter 18.815 3.620x107
30 ARMCI1_promoter 18.632 3.920x107
31 PDIAS5_promoter 18.593 3.989x107
32 SNORD115-40_promoter 18.560 4.046x107
33 SLC10A2_promoter 18.505 4.146x107
34 PTGS2_promoter 18.438 4.269x107
35 MIR516B1_promoter 18.306 4.523x107
36 TAS2R60_promoter 18.113 4.923x107
37 MIR548D2_promoter 17.983 5.214x107
38 GLT6D]1_promoter 17.945  5.301x107
39 C3orf59_promoter 17.894 5.422x107
40 PSGS8_promoter 17.852 5.522x107
41 MIRS526A1_promoter 17.777 5.710x10°3
42 CSAGI_promoter 17.751 5.775x1073
43 RAETI1L_promoter 17.720  5.856x107
44 ADAMG6_promoter 17.608  6.153x107
45 C130rf28_promoter 17.587 6.208x1073
46 KCNA1_promoter 17469  6.543x107
47 MIR516A2_promoter 17378  6.814x107
48 TPRAI1_promoter 17295  7.069x107
49 OR2M3_promoter 17.245  7.227x107
50 MIR376A1_promoter 17.244  7.230x107
51 MIR519A2_promoter 17.178  7.446x107
52 FARP2_promoter 17.078  7.783x107
53 MIR1911_promoter 16990  8.096x107
54 LUZP4_promoter 16.958 8.213x107
55 OR2M1P_promoter 16.905 8.407x107

Table SIII. Continued.

Order Gene F Pr

56 LOC642006_promoter 16.889 8.467x107
57 CLEC2D_promoter 16.888 8473x10°
58 ORI11L1_promoter 16.815 8.752x10°
59 DARC_promoter 16.803 8.800x107
60 C210rf99_promoter 16.551 9.849x10°
61 TNFSF4_promoter 16.529 9.945x107
62 MIR521-2_promoter 16.528 9.951x10°
63 SLC8A1_promoter 16.485 1.014x10*
64 KNDC1_promoter 16.457 1.027x10*
65 RRAGC_promoter 16.447 1.032x10*
66 TRA2B_promoter 16.375 1.066x10*
67 MRPL41_promoter 16.318 1.094x10*
68 OR2T3_promoter 16.239 1.133x10*
69 MIR488_promoter 16.234 1.136x10*
70 REG3A_promoter 16.207 1.149x10*
71 LOC150622_promoter 16.162 1.173x10*
72 TP53TG3B_promoter 16.129 1.190x10*
73 CRLF1_promoter 16.109 1.201x10*
74 CCT38_promoter 16.078 1.218x10*
75 MYHS_promoter 16.076 1.219x10*




Table SIV. The differentially expressed mRNAs. Table SIV. Continued.

Gene Log,FC P-value FDR Gene Log,FC P-value FDR

ANXA10 -4.235 1.068x10°"7 1.792x10"°  GPR132 1.180 2.574x107 7.575x107
MUC6 -3.631 8.040x10"* 6.742x10"°  ACP5 1.023 3.081x10” 8.909x10”
GPR77 2.030 5.755x10" 3.217x10°® TRPA1 -1.681 3.155x107 8.967x10”
ABCC2 -2.329 1.702x10™" 7.136x10° GCLC -1.215 3.382x107 9.453x10°
FIBCD1 -2912 6.019x10" 1.352x107 FLJ42709 -0.931 3.460x107 9.513x10°
PIWIL2 3.063 8.302x10" 1.352x107 PIGR 2.692 3.729x107 9.928x10°
MUCSB 3.308 8.270x10™" 1.352x107 HMGCS2 2.318 3.715x107 9.928x10°
ZFP57 2.620 8.865x10"" 1.352x107 HSPA7 1.712 4.470x107 1.172x10*
DCC -3.223 5.689x10™"" 1.352x107 NCRNA0009%4 -0.644 4.767x107 1.224x10*
ADAMTS18 -3.098 6.500x10" 1.352x107 ZNF483 -1.362 4.817x107 1.224x10*
UPKIA 2.888 6.655x10" 1.352x107 MAP2 -1.662 5.102x107 1.272x10*
CPLX2 -3.456 2.067x107"° 2.889x107 TREML2 1.490 5.158x107 1.272x10*
APBB1IP 1.660 4.215x10°"° 5.439x107 SYNPO2L 2.009 5.269x107 1.281x10*
LIPC 2.035 6.346x107"° 7.603x107 CD22 1.691 5.427x107 1.300x10*
CHIT1 2773 9.138x107"° 9.579x107 ANG 0.967 5.598x107 1.322x10*
SCGB3Al 2951 8.570x107"° 9.579x107 C170rf50 1.538 6.306x107 1.469x10*
LOC162632 2.163 1.041x107° 1.027x10°¢ C10orf81 2314 6.548x107 1.504x10*
NECAB2 -2.632 1.365x107 1.272x10°¢ CITED4 1.101 6.928x107 1.570x10*
ANKRD37 1.628 2.564x107° 2.245x10°° COL2A1 -2.151 7.434x107 1.662x10*
LSP1 1.228 2.677x107° 2.245x10°° CRCT1 2.755 7.889x107 1.741x10*
NAGK 0.744 4.610x10° 3.659x10°° TREMI 1.604 8.102x107 1.765x10*
EMR1 2.245 4.799x107° 3.659x10°° FCRLI1 1.961 8.462x107 1.820x10*
CCL20 2202 6.316x10° 4.605x10°° TMEM116 -1.332 8.600x107 1.826x10*
TRIMSS 2238 9.117x10° 6.255x10°° F2RL2 -1.571 9.586x107 1.961x10*
CABYR -2.065 9.324x10” 6.255x10°° CLDN20 -1.770 1.012x10¢ 1.996x10*
GPR1 1.631 9.776x107 6.306x10°° C120rf59 1.803 1.003x10¢ 1.996x10*
CD200R1 1.434 1.215x10°® 7.546x10°° 1L20 2.086 1.007x10¢ 1.996x10*
CD244 1.543 1.534x10°® 9.189x10°° SCN9A -2.126 1.064x10°¢ 2.048x10*
MARCO 2.380 1.667x10 9.322x10°° TSPANS 1.876 1.050x10¢ 2.048x10*
TCNI1 2.701 1.665x10° 9.322x10°° BCAN -1.766 1.074x10¢ 2.048x10*
SLCI4A1 -2.022 2.472x10° 1.337x107 TARBP1 -0.672 1.204x10¢ 2.269x10*
GPR171 1.641 3.394x10°® 1.779x107 GCLM -1.437 1.236x10¢ 2.303x10*
CDKS5RAP2 -0.883 3.561x10% 1.810x107 MEGF9 -0.963 1.252x10¢ 2.308x10*
TRIB2 -1.074 4.269x10® 2.106x107 FAMT72A -0.828 1.302x10°¢ 2.347x10*
BLK 2.305 4.789x10°® 2.295x10° ACTLS 2.338 1.301x10¢ 2.347x10*
AZGP1 2.595 5.186x10° 2.416x107 BCLS -2.166 1.337x10¢ 2.386x10*
ZAP70 1.778 5.662x10° 2.451x10° A1BG 1.078 1.360x10¢ 2.402x10*
AGR3 2.074 5.680x10° 2.451x10° ALOXI15B 2.125 1.496x10¢ 2.614x10*
HERPUDI1 0.746 5.700x10° 2.451x10° PPPIR16B 1.279 1.626x10¢ 2.812x10*
ADHI1C -2911 5.980x10°® 2.470x107 ASPM -0.720 1.691x10¢ 2.894x10*
CD7 1.659 6.037x10° 2.470x107 FAIM3 0916 1.723x10¢ 2.918x10*
LOC10-188949 1.565 7.345x10° 2.933x107 ANGPTL4 1.434 1.754x10%¢ 2.942x10*
SFTPA2 1.824 9.506x10 3.543x10° PKN3 -0.792 1.818x10¢ 2.989x10*
PTPRN2 1.456 9.435x10°® 3.543x10° CHACI1 1.323 1.806x10¢ 2.989x10*
SHISA9 -2.482 9.499x10° 3.543x10° SLC4A8 1.379 1.997x10¢ 3.251x10*
TNFSF14 1.501 1.258x107 4.489x10° LOC10-289341 -0.892 2.017x10°¢ 3.252x10*
KIAA0319 -2.376 1.256x107 4.489x10° SDCCAG3 -0.591 2.050x10°¢ 3.274x10*
CACNAIF 1.752 1.382x107 4.730x10° HSP90AB4P 0.902 2.138x10°¢ 3.383x10*
GJB1 1.814 1.376x107 4.730x10° CAP1 0.796 2.272x10°¢ 3.435x10*
EDAR -2.186 1.895x107 5.792x107 NCF1 1.143 2.244x10°¢ 3.435x10*
SHISA2 -2.152 1.841x107 5.792x107 FCAMR 1.984 2.274x10°¢ 3.435x10*
GATA3 1.610 1.852x107 5.792x107 BAG2 -0971 2.294x10°¢ 3.435x10*
NGFR -1916 1.900x1077 5.792x107 ZMPSTE24 0.646 2.244x10°¢ 3.435x10*
CD3E 1.435 1.819x107 5.792x107 TRAT1 1.733 2.260x10°¢ 3.435x10*
ZG16B 2.398 1.819x107 5.792x107 1L34 1.380 2.410x10°¢ 3.565x10*

OR7E91P 1.680 2.493x107 7.465x107 DEFB1 1.7717 2.423x10°¢ 3.565x10*



Table SIV. Continued.

Table SIV. Continued.

Gene Log,FC P-value FDR Gene Log,FC P-value FDR

KLRBI1 1.552 2.459x10°¢ 3.586x10*  WWCl1 0.709 7.678x10°¢ 7.401x10*
PTPN22 1.124 2.502x10°¢ 3.617x10*  FAM20A 1.154 7.974x10°¢ 7.643x10*
COLYA3 -1.795 2.580x10°¢ 3.699x10*  PTGRI1 -1.142 8.025x10° 7.648x10*
FCRL6 1.312 2.737x10°¢ 3.891x10*  KMO 1.155 8.577x10° 7.992x10*
CCR4 1.479 2.860x10°¢ 3.999x10*  SLPI 1.537 8.465x10° 7.992x10*
TSHR 1.219 2.885x10°¢ 3.999x10*  LOCI148696 1.147 8.507x10° 7.992x10*
GSR -1.118 2.882x10°¢ 3.999x10*  CCDC138 -0.598 8.537x10° 7.992x10*
L1TD1 1.679 2.975x10°¢ 4.089x10*  DDIT4 1.176 8.707x10° 7.996x10*
SPN 1.226 3.059x10°¢ 4.095x10*  FAMI132A -1.608 8.772x10° 7.996x10*
SYNGR3 1.258 3.130x10°¢ 4.095x10*  AK7 -1.182 8.745x10° 7.996x10*
TF 2.350 3.150x10°¢ 4.095x10*  DEPDC4 -0.803 8.684x10° 7.996x10*
CLVS1 1.318 3.124x10°¢ 4.095x10*  CNFN 2016 9.061x10°¢ 8.214x10*
EFCABI1 -1.466 3.048x10°¢ 4.095x10*  PLK3 0.706 9.176x10°¢ 8.230x10*
GLI2 -1.575 3.114x10° 4.095x10* TMEMS6A 1.013 9.433x10°¢ 8.416x10*
CTSH 0.870 3.283x10°¢ 4.112x10*  GCGR -1.551 9.646x10°¢ 8.470x10*
MS4A1 2.285 3.215x10°¢ 4.112x10* MXDI1 1.110 9.719x10°¢ 8.490x10*
WNT5A -1.245 3.296x10°¢ 4.112x10*  HIP1 -0.785 9.942x10°¢ 8.640x10*
SLC6A12 1.179 3.281x10°¢ 4.112x10*  BIN2 1.080 1.033x10° 8.927x10*
QSOX2 -0.621 3.310x10°¢ 4.112x10*  NCAPD2 -0.598 1.041x10° 8.950x10*
EDN2 1.861 3.267x10°¢ 4.112x10*  GP6 1.188 1.067x10° 9.133x10*
SLC5A5 1.676 3.354x10°¢ 4.136x10*  FGFR1 -1.285 1.118x107 9.393x10*
STXBPSL -2.400 3.435x10°¢ 4.182x10*  LGR6 -1.632 1.110x10° 9.393x10*
CCDC109B 0.642 3.441x10° 4.182x10*  STAC -1.443 1.120x10° 9.393x10*
CLCA3P 1.755 3.621x10°¢ 4338x10*  WBSCR27 -1.290 1.111x107 9.393x10*
SLC45A4 -0.687 3.740x10°¢ 4386x10*  RLF 0.775 1.128x10° 9.409x10*
ZNF826 1.546 3.732x10°¢ 4386x10* TMEM90A 1.293 1.150x10° 9.506x10*
PFAS -0.588 3.727x10°¢ 4386x10*  UBASH3A 1.388 1.151x10° 9.506x10*
FCER2 1.938 3.789x10°¢ 4413x10*  LOC388955 0.678 1.204x10° 9.805x10*
FAM64A -0.903 3.819x10°¢ 4418x10*  TKT -0.811 1.235x10° 1.001x1073
MME 1.578 4.012x10°¢ 4.608x10*  PALM2 -1.276 1.339x10° 1.080x1073
CXCR2 1.797 4.128x10°¢ 4710x10*  Cl6orf54 1.303 1.406x10° 1.128x1073
EGFR -1.201 4.190x10° 4748x10*  SASH3 1.102 1.462x10° 1.158x1073
NPB -1.175 4.532x10°¢ 5.067x10*  TRIP10 0.669 1.464x10° 1.158x1073
INPP5D 1.136 4.727x10°¢ 5.250x10*  S10-A8 1.689 1.457x10° 1.158x1073
WAS 1.044 5.097x10°¢ 5.624x10*  SLC7A5P2 0.883 1.473x10° 1.160x1073
ARRDCS 1.131 5.300x10°¢ 5.810x10*  Cl50rf48 1.297 1.480x10° 1.160x1073
ASPH -0.712 5.395x10°¢ 5.875x10*  ABHD3 -0.678 1.497x10° 1.167x1073
HSD17B3 -1.930 5.468x10°¢ 5.879x10*  TIAM2 -0.978 1.517x10° 1.178x1073
AMICA1 1.179 5.436x10°¢ 5.879x10*  RGPDI 0.966 1.550x10° 1.198x1073
C5orf20 1.469 5.658x10°¢ 6.006x10*  FECH -0.766 1.567x10° 1.205x1073
FAM129C 1.719 5.624x10°¢ 6.006x10*  NPAS4 1.368 1.593x10° 1.215x1073
RASALS3 1.080 5.765x10°¢ 6.044x10*  LRPS8 -0.739 1.607x10° 1.220x1073
GSTM3 -1.888 5.748x10°¢ 6.044x10*  SERPINB7 1.865 1.644x10° 1.242x1073
ANGPTL6 1.135 5.817x10°¢ 6.060x10*  LYLI1 0.867 1.725x10° 1.291x107
ETV4 -1.074 6.159x10°¢ 6.376x10* NAPSB 1.337 1.719x10° 1.291x107
ILIRN 1.659 6.282x10°¢ 6.464x10*  TMEMI156 1.380 1.834x10% 1.363x10
ARHGAP9 1.090 6.340x10°¢ 6.484x10*  ABCB6 -0.951 1.838x10 1.363x10
UNCSA 1421 6.546x10°¢ 6.654x10*  ZNF541 1.649 1.845x10% 1.363x10
GNG4 -1.559 6.831x10°¢ 6.901x10* RAETIE 1.755 1.870x10 1.376x10
GRPEL2 0.818 7.132x10°¢ 7.083x10*  DGAT2 1.129 1.918x10* 1.405x10
IL1A 1.783 7.179x10°¢ 7.083x10*  CTCFL 1.701 1.933x10% 1.409x10
SPINKS 2.180 7.137x10°¢ 7.083x10*  SLC7Al1 -1.541 1.974x10% 1.433x10
CCR6 0.940 7.062x10° 7.083x10*  PTPRC 1.160 1.996x10% 1.443x10
CRABP2 1.574 7.223x10°¢ 7.084x10*  P2RY13 1.110 2.007x10 1.445x10
DNM1 -0.968 7.416x10°¢ 7.231x10*  SOX13 -0.778 2.034x10 1.458x10
SLCI12A3 1.505 7.475x10°¢ 7.247x10*  ITK 1.330 2.103x10 1.494x10
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ITGAL 1.206 2.142x10°% 1.506x10"”  MGLL 1.097 4.236x10 2.353x10™
ADRA2A 1.532 2.146x10% 1.506x10™  COL6A4P2 1.356 4.279x10 2.361x10™
DZIP1 -0.786 2.146x10% 1.506x10"  BBOX1 1421 4.308x10 2.361x10™
DPCR1 1.985 2.219x10% 1.544x10"  IGFLI 1.935 4.295x10 2.361x10™
RSPH10B2 1.090 2.218x10% 1.544x10%  Cl4orf72 0.994 4.306x10 2.361x10™
SLC46A2 1.012 2.277x10°% 1.571x10”  TMPRSS3 1.589 4.328x10 2.364x10
VNN2 1.322 2.314x10% 1.581x10%  VAV1 0.983 4.382x10 2.386x10™
KIF14 -0.648 2.335x10% 1.586x10"  EPS8LI 1416 4.486x10 2.435x10™
INPP1 0.727 2.457x10% 1.642x10"  TNFRSF18 -1.040 4.538x10 2.442x10%
TXNRDI1 -1.148 2.449x10% 1.642x10"  SFRP5 -1.430 4.528x10 2.442x10%
CD47 0.628 2.518x10% 1.669x10"  RUFY4 1.355 4.543x10 2.442x10%
CXCRS5 1.291 2.514x10% 1.669x10"  C9orf140 -0.836 4.599x10 2.462x10™
PSTPIP1 0.857 2.545x10% 1.681x10%  SRXNI1 -1.087 4.677x10 2.483x10™
LIN7A -1.355 2.565x10% 1.687x10%  GSG2 -0.607 4.676x10 2.483x10™
ITPKC 0.728 2.605x10% 1.707x10"  HRH2 1.047 4.738x10 2.499x10%
GZMK 1.522 2.688x10 1.754x10%  MAMLDI -0.832 4.734x10 2.499x10%
HYAL4 1.648 2.781x10% 1.801x10"  USP13 -0.694 4.780x10 2.505x10
RHCG 1.968 2.773x10°% 1.801x10"  HHIPL2 -1.611 4.797x10 2.507x10
SMAGP 0.967 2.929x10°% 1.890x10™  CCL22 0.925 4.891x10 2.540x10™
PRDM1 0.847 2.950x10% 1.896x10"  ARHGAP30 0.721 4.890x10 2.540x10™
C5Sorf34 -0.751 3.024x10°% 1.936x10"  IL10RA 0.986 4.946x10 2.558x10™
CSTB 1.254 3.047x10°% 1.943x10%  LGALS2 1.337 4.972x10 2.558x10™
LOC154761 0910 3.082x10% 1.958x10"”  DENND2D 0.648 4.987x10 2.558x10™
SERTADI 0.647 3.159x10°% 1.992x10”  PARVG 0.979 4.966x10 2.558x10™
LRRC26 1.704 3.187x10% 1.995x10%  LAT 0.819 5.018x10 2.566x10
MFSD7 0.827 3.220x10% 1.995x10%  KIAA1958 -0.650 5.054x10 2.577x10%
Cl12o0rf48 -0.593 3.223x10% 1.995x10"  UPBI1 1.085 5.074x10 2.579x10%
GK 0.697 3.221x10% 1.995x10"  CST6 1.731 5.132x10 2.600x10
ETVS -1.102 3.272x10°% 2.018x10%”  GRAP2 1.077 5.189x10 2.614x10
CD40LG 1.201 3.300x10°% 2.027x10™  SPIN2B -0.999 5.225x10 2.619x10™
ATP6VOD2 1.340 3.325x10% 2.034x10"  XBP1 0.632 5.250x10 2.620x10™
DNASEIL3 1.578 3.335x10% 2.034x10”  CACNAIA 1.338 5.297x10 2.636x10™
TMEM163 1.282 3.438x10% 2.073x10%  CRIP3 1.339 5.402x10 2.681x10™
KLHL14 1.735 3.445x10% 2.073x10"  CAPNI14 2.151 5.440x10 2.691x10™
MSLN 2.175 3.461x10% 2.073x10%  IL2RG 1.047 5.555x10 2.740x10
CSTA 1.392 3.414x10% 2.073x10%”  TREML3 -1.906 5.614x10 2.753x10%
PTPN7 1.075 3.510x10% 2.078x10"  IL22RA2 1.377 5.630x10 2.753x10%
SCUBE3 -1.580 3.518x10% 2.078x10%  CCDC383B 0.862 5.672x10 2.766x10
STAG3 1.149 3.496x10% 2.078x10%  ABHD2 -0.753 5.744x10 2.776x10
C2orf54 1.779 3.493x10% 2.078x10™  ZNF467 0.827 5.729x10 2.776x10
CX3CR1 1.142 3.560x10% 2.087x10"  TMEMI158 -0.972 5.783x10 2.787x10
FAMI59A 1.038 3.553x10% 2.087x10"  NCFI1C 1.174 5.846x10 2.802x10
FKBP1AP1 0.849 3.575x10°% 2.089x10™  RPA4 0.883 5.904x10 2.805x10
DTX1 0.943 3.591x10% 2.091x10%  HLA-L 0.746 5.886x10 2.805x10
CITED2 0.776 3.653x10% 2.117x10  HEYI -1.182 5.889x10 2.805x10
LOC606724 0.878 3.661x10% 2.117x10  SLC36Al -0.591 6.088x10 2.880x10™
PGLYRP4 1.524 3.740x10°% 2.155x10"  FCRLA 1.511 6.096x10 2.880x10™
GATSL3 0.837 3.774x10°% 2.168x10"  Cllorf92 -1.871 6.384x10 2.983x10™
PTDSS1 -0.594 3.793x10% 2.171x10"  LRPIB -1.832 6.364x10 2.983x10™
HLA-DPB1 1.070 3.871x10% 2.207x10"  TMEM?20 -1.068 6.453x10 2.998x10
FXYD7 1.191 3.881x10% 2.207x10"™  CYBS5RI 0.707 6.441x10 2.998x10
CDC14B -0.657 3.955x10% 2.241x10%  P2RX1 1.294 6.517x10 3.003x10
DDC -1.853 4.057x10% 2.283x10"  PRDMI2 -1.042 6.505x10 3.003x10
WNT3A -1.216 4.127x10% 2.315x10%  KIAA1324L -0.788 6.674x107 3.034x10™
S10-A9 1.560 4.177x10% 2.335x10%  TXK 1.002 6.670x107 3.034x10™
LCK 1.093 4.200x10% 2.340x10%  CDA 1.548 6.676x107 3.034x10™
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GM2A 0.627 6.701x107 3.038x10°  POMC -1.631 9.758x107 3.751x107
S10-A12 1.787 6.896x107 3.117x10°  GRBI0 -0.625 9.773x10° 3.751x107
RARRESI1 1.290 7.043x107 3.165x10°  NUPRI 0.766 9.835x10° 3.766x107
SIRPB2 0.981 7.043x107 3.165x10°  CD24 1.115 1.024x10* 3.880x107
LTA 1.161 7.076x107 3.165x10°  DHRSI 0.759 1.025x10* 3.880x107
ARL14 1.704 7.244x10° 3.230x10*  CRISP3 2.556 1.037x10* 3.916x107
PCDHGBSP 0.978 7.261x107 3.230x10°  P2RY10 1.218 1.040x10* 3.920x107
PSPH -0.751 7.294x10° 3.236x10°  CD247 1.103 1.045x10* 3.920x107
RHOBTB3 -0.852 7.388x107 3.261x10°  TIFAB 1.172 1.051x10* 3.934x107
CD3D 1.154 7.373x10° 3.261x10°  ENDOU 1.974 1.057x10* 3.950x107
MUCI 1.128 7.409x107 3.261x10°  NLRC3 0.883 1.098x10* 4.075x10?
OXT 1.079 7.545x107 3.313x10°  CCT6A -0.630 1.101x10* 4.078x10?
CSF2RA 0.879 7.610x107 3.332x10°  DCHS2 -1.490 1.104x10* 4.078x10?
ABCC1 -0.871 7.665x107 3.348x10°  NCCRP1 1.683 1.120x10* 4.129x10°
SCNI1A 1.240 7.792x107 3.368x10°  ARHGEFIOL 0.664 1.132x10* 4.137x107?
SUMF2 -0.771 7.772x107 3.368x10°  DPT 1.226 1.131x10* 4.137x107?
B3GNT8 1.038 7.859x107 3.380x10°  E2F7 -0.749 1.129x10* 4.137x107?
S10-A7 1919 7.883x107 3.380x10°  FERMT3 0.853 1.126x10* 4.137x107?
ATF7IP2 0.872 7.888x107 3.380x10°  GDPD3 1.265 1.138x10* 4.146x107
KCNE3 -1.482 7.924x10° 3.382x10°  SIX4 -0.952 1.164x10* 4.225x107
G6PD -0.998 7.989x107 3.401x10° CHAD 1.059 1.171x10* 4.243x107
CLIC3 1.549 8.010x10° 3.401x10°  SPNS2 1.183 1.177x10* 4.251x10°
FCRL2 1.425 8.112x10° 3.410x10°  Clorf228 1.049 1.179x10* 4.251x10°
LOC653786 1.168 8.111x107 3.410x10°  DLGAP2 1.069 1.188x10* 4.277x107
Cl4orf182 1.103 8.127x10° 3.410x10°  MPP3 -0.692 1.199x10* 4.307x107
GPR174 1.233 8.133x10° 3.410x10°  SELPLG 0.831 1.211x10* 4.332x10°
APOBEC3A 1.580 8.124x10° 3.410x10°  GJA9 0.768 1.221x10* 4.357x107
CYP4F3 -1.927 8.317x10° 3.470x10°  PPPIR3B 0.873 1.229x10* 4.376x107
TMIGD2 1.299 8.399x10° 3.495x10° NRCAM -1.493 1.244x10* 4.410x10°
GJB2 1.313 8.423x10° 3.497x10°  GPRI18 0.795 1.248x10* 4.416x107
TNF 1.399 8.483x10° 3.504x10°  MYOIF 0.796 1.270x10* 4.473x107
SCML4 1.114 8.555x10° 3.523x10*  PIK3R5 0.906 1.289x10* 4.532x107
Cllorf70 -1.238 8.571x10° 3.523x10°  TRIMI6L -1.253 1.296x10* 4.546x107
CDX1 1.329 8.686x107 3.525x10°  PYHINI1 1.234 1.301x10* 4.555x10?
PLGLB2 0.841 8.700x10° 3.525x10°  Cé6orf124 0.875 1.304x10* 4.555x10?
GZMM 1.222 8.671x107 3.525x10°  C8orf80 1.111 1.306x10* 4.555x10?
SNX20 0.939 8.691x107 3.525x10°  CCBLI1 -0.630 1.314x10* 4.567x107
C5 -0.869 8.604x107 3.525x10%  SLC47A1 -1.196 1.316x10* 4.567x107
ABCA4 -2.284 8.647x107 3.525x10°  PLA2G2F 1.692 1.335x10* 4.618x10°
GRAMD3 0.704 8.919x10° 3.594x10°  PLA2G4A -1.122 1.356x10* 4.668x107
GSTM4 -1.351 8.999x107 3.594x10%  Cl50rf27 0.722 1.371x10* 4.710x107
WDR34 -0.586 8.987x107 3.594x10°  SCARA3 -0.840 1.407x10* 4.819x10°
SOX10 -1.676 9.044x10° 3.596x10°  SCLY -0.612 1.423x10* 4.852x107
PLA2G10 -1.324 9.047x10° 3.596x10°  CRTAM 1.203 1.447x10* 4.918x10?
ALOXSAP 0.685 9.172x10° 3.628x10°  Cl170rf97 -0918 1.455x10* 4.930x10°
TSKU -0.663 9.162x107 3.628x10°  TAGAP 0.987 1.460x10* 4.936x10°
PRSS27 1.750 9.262x107 3.655x10°  IRF5 0.704 1.490x10* 5.028x107
BATF 0.935 9.313x10° 3.667x10°  SOX30 1.133 1.502x10* 5.057x107
ARHGDIB 0.783 9.449x10° 3.703x10°  LRPI12 -0.672 1.538x10* 5.149x107
TMEM40 1.175 9.586x107 3.730x10°  RGS14 0.585 1.538x10* 5.149x107
NCRNAO00093 0.950 9.574x10° 3.730x10°  DPEP2 0.864 1.543x10* 5.155x107
FAM150B -1474 9.546x107 3.730x10°  GABRAZ2 -1.340 1.553x10* 5.169x107
EDN3 1.764 9.623x107 3.736x10°  LOCI145474 0.783 1.566x10* 5.200x107
TRPC4 -0.905 9.671x107 3.737x10%  ESRI1 1217 1.573x10* 5.213x107
CARHSP1 0.683 9.659x107 3.737x10°  SLC6AI1 1.204 1.589x10* 5.247x107
CA2 1422 9.728x107 3.751x10°  ATGYB 1413 1.588x10* 5.247x107
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PCDHGAL1 1.016 1.618x10* 5.279x10°  RBBPS8 -0.595 2.644x10* 7.478x107
SLA 0.823 1.615x10* 5.279x10°  PEGIO0 -1.602 2.682x10* 7.572x107
NCR1 1.176 1.609x10* 5.279x10°  TSLP 0.990 2.706x10* 7.629x107
CD2 1.033 1.627x10* 5.298x10°  LOC10-233209 0.855 2.715x10* 7.641x107
TRIM69 0.789 1.648x10* 5.358x10°  MATIA 1.328 2.734x10* 7.667x107
FADS2 -0.988 1.665x10* 5.400x10°  PLA2G2D 1.540 2.748x10* 7.694x107
FAM3D 1.849 1.671x10* 5411x10°  CR2 1.902 2.756x10* 7.694x107
GHRL 1.088 1.678x10* 5421x10°  WNT8B -1.170 2.778x10* 7.739x107
KLRK1 1.151 1.694x10* 5.464x10°  BCL2LI15 1.137 2.816x10* 7.832x107
HJURP -0.597 1.704x10* 5.484x10°  HKDCI -1.720 2.842x10* 7.893x107
SFTPB 1.327 1.715x10* 5.501x10°  AIMIL 1.019 2.889x10* 7.997x107
HLA-DPAI 0.995 1.726x10* 5.515x10°  HSDIIBIL 0.721 2.962x10* 8.158x107
SAA2 1.509 1.773x10* 5.634x10°  RNF39 0.976 2.991x10* 8.211x107?
ZNF671 0.814 1.774x10* 5.634x10°  PPL 1.115 3.004x10* 8.232x107
BLNK 1.082 1.768x10* 5.634x10°  BRIP1 -0.599 3.034x10* 8.250x107
RET 1.164 1.796x10* 5.679x10°  MFNG 0.845 3.029x10* 8.250x107
MMP9 1.254 1.796x10* 5.679x10°  MRS2P2 0.715 3.040x10* 8.250x107
CST3 0.605 1.798x10* 5.679x10°  FANCD2 -0.585 3.029x10* 8.250x107
FAM65B 0.930 1.813x10* 5.715x10°  ACSL5 1.041 3.030x10* 8.250x107
MSTN 1.063 1.860x10* 5.849x10°  NCF4 0.742 3.057x10* 8.271x107
PADI4 1.124 1.869x10* 5.849x10°  GUCAIB 0.732 3.076x10* 8.288x107
MPDZ -0.830 1.863x10* 5.849x10%  C19orf59 1.297 3.076x10* 8.288x107
GNAOI1 1.026 1.877x10* 5.855x10%  CEP290 -0.624 3.079x10* 8.288x107
DNAHS 1.390 1.883x10* 5.855x10°  IL23A 0.890 3.133x10* 8.366x107
NAV3 -1.244 1.903x10* 5.884x10°  VNN3 1.559 3.115x10* 8.366x107
LOXL4 -1.510 1.905x10* 5.884x10°  RIMS3 0.958 3.132x10* 8.366x107
FGD3 0.761 1.901x10* 5.884x10°  Cl5orf5 0.704 3.167x10* 8.431x107
HSF5 1.200 1.909x10* 5.886x10°  CYFIP2 1.073 3.225x10* 8.519x107
PDZK1IP1 1.277 1.974x10* 6.074x10°  PABPC4 0.615 3.225x10* 8.519x107
CBFA2T3 1.024 2.003x10* 6.154x10°  Cllorf93 -1.229 3.263x10* 8.591x107
FGD2 0.833 2.063x10* 6.290x10°  DSGI1 1.883 3.273x10* 8.603x107
ATAD3C 1.005 2.060x10* 6.290x10°  RAETIG 1.244 3.316x10* 8.624x107
LRRIQ1 -1.399 2.085x10* 6.348x10°  SULT2BI1 1416 3.314x10* 8.624x107
AGAP2 0.771 2.097x10* 6.372x10°  FUT3 1.377 3.308x10* 8.624x107
FREM2 -2.012 2.121x10* 6.422x10°  MYCN -1.576 3.302x10* 8.624x107
EPHA7 -1.744 2.155x10* 6.458x10°  SCN2A 1.647 3.297x10* 8.624x107
SLFNL1 0.806 2.154x10* 6.458x10°  DOPEY2 0.697 3.290x10* 8.624x107
SDCBP2 1.127 2.156x10* 6.458x10°  PPIEL 0.885 3.312x10* 8.624x107
OSBP2 1.029 2.187x10* 6.527x10°  LOC402377 -0.632 3.335x10* 8.633x107
IPCEF1 0.890 2.204x10* 6.566x10°  FAMI125B -0.796 3.330x10* 8.633x107
THEMIS 1.110 2.222x10* 6.608x10°  RNF217 -0.690 3.365x10* 8.682x107
AKRIB10 -1.566 2.231x10* 6.622x10°  IGSF22 1.030 3.423x10* 8.807x107
CDC42EP5 0.748 2.332x10* 6.887x10%  FGD5 -0.945 3.421x10* 8.807x107
NFKBIA 0.690 2.371x10* 6.987x10°  FGR 0.770 3.471x10* 8.902x107
ANKRDS8 0.820 2.375x10* 6.987x10°  PLBDI 0.841 3.467x10* 8.902x107
FDPSL2A 0.749 2.380x10* 6.992x10°  MAF 0.734 3.504x10* 8.958x107
SESN2 0.650 2.389x10* 7.004x10°  NQOI -1.044 3.526x10* 8.988x107
FGF9 -1.357 2.397x10* 7.015x10°  SH2DI1A 1.124 3.559x10* 9.030x107
CD74 0.904 2.403x10* 7.017x10°  GGTA1 0.942 3.556x10* 9.030x107
LYZ 1.090 2.411x10* 7.021x10°  RAB33A 0.739 3.572x10* 9.044x107
TGM1 1.559 2.448x10* 7.102x10°  SIRPG 1.064 3.575x10* 9.044x107
SLC22A1 1.281 2.522x10* 7.263x10°  COL24Al -0.937 3.630x10* 9.160x107
MCOLN2 0.924 2.525x10* 7.263x10°  CC2D2A -0.618 3.651x10* 9.193x107
ILIRL1 1.344 2.556x10* 7.319x10°  LOCI10-131726 1.322 3.670x10* 9.214x107
NR2F1 -0.808 2.557x10* 7.319x10°  ATP6VIC2 0.805 3.665x10 9.214x107

CD6 0.947 2.576x10* 7.359x10°  NDC80 -0.702 3.677x10* 9.219x107
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PRR15L 1.280 3.692x10* 9.229x10°  PAKI1 -0.653 5.145x10* 1.146x1072
LCP1 0.861 3.715x10* 9.271x10°  PLAC4 0.948 5.140x10* 1.146x1072
ZNF439 0.892 3.736x10* 9.311x10*  CTSS 0.774 5.180x10* 1.152x1072
HABP2 1.107 3.794x10* 9.402x10°  ADD3 -0.586 5.207x10* 1.157x107
VOPP1 -0.638 3.795x10* 9.402x10°  NAMPT -0.824 5.358x10* 1.179x107
AADAC -1.712 3.824x10* 9.423x10°  NPTXR -1.102 5.339x10* 1.179x107
ITGB7 0.808 3.826x10* 9.423x10°  VGLLI 1.381 5.332x10* 1.179x107
HSH2D 0.946 3.823x10* 9.423x10°  KAT2B 0.738 5.385x10* 1.180x1072
FABP6 1.351 3.860x10* 9.478x10°  ANKRDI3B -0.592 5.388x10* 1.180x1072
GOLIM4 -0.612 3.890x10* 9.538x10°  TCTEX1D2 -0.664 5.464x10* 1.193x107
MOSC1 -0.903 3.918x10* 9.593x10°  NCRNAO00181 0.814 5.458x10* 1.193x107
CA3 1.090 3.925x10* 9.597x10°  LGALS7 1.311 5.481x10* 1.195x1072
LOC400931 0.755 3.949x10* 9.640x10°  PLD4 1.126 5.490x10* 1.196x107
ACSM3 1.187 3.963x10* 9.640x10°  ZBP1 1.134 5.559x10* 1.209x1072
RASAL1 1.152 3.966x10* 9.640x10°  ZNF229 -1.279 5.585x10* 1.213x107
KCNQ3 -1.142 3.959x10* 9.640x10°  FAMI196B -1.081 5.682x10* 1.225x107
ZNF185 0.988 4.018x10* 9.752x10°  CYP4F11 -1.647 5.660x10* 1.225x107
PRSSS8 0.861 4.028x10* 9.763x10°  HLA-DRA 0.849 5.683x10* 1.225x107
GPA33 1.009 4.058x10* 9.821x10°  BRD7P3 1.001 5.682x10* 1.225x107
C19orf35 0.598 4.066x10* 9.822x10°  APOB48R 0.689 5.742x10* 1.235x1072
SLC2A5 0.704 4.070x10* 9.822x10°  CD96 0.854 5.830x10* 1.250x1072
NCRNAO00173 -0.950 4.112x10* 9.866x10°  MGST2 0.629 5.846x10* 1.252x107
CTXNI1 -0.953 4.106x10* 9.866x10°  MYOIG 0.827 5.924x10* 1.261x1072
LOC442454 0.620 4.144x10* 9.930x10°  PCDHGB3 0.852 5.956x10* 1.266x1072
LOC388242 0.777 4.227x10* 1.011x10*  IL23R 0.952 6.031x10* 1.276x1072
THSD7B -1.508 4.254x10* 1.016x102  LTF 1.938 6.071x10* 1.282x1072
LILRA2 0.840 4.258x10* 1.016x102  AKRICI -1.554 6.111x10* 1.288x1072
SIDT1 1.053 4.286x10* 1.020x102  DCLKI1 -1.110 6.175x10* 1.298x1072
TTLL7 -1.038 4.303x10* 1.022x102  WNT9A -0.830 6.189x10* 1.299x1072
TMEM45A 1.115 4.354x10* 1.031x102  RGS6 -1.296 6.220x10* 1.301x1072
KRT10 1.271 4361x10* 1.032x102  NFE2 0.857 6.214x10* 1.301x1072
KLHDC7A 1.390 4.372x10* 1.033x102  RNF222 1412 6.323x10* 1.319x1072
GIMAP2 0.800 4.380x10* 1.033x102  PACSINI 1.121 6.367x10* 1.325x1072
PLCB2 0.739 4.447x10* 1.046x102  FAMG63A 0.637 6.377x10* 1.325x1072
GBX2 -1.146 4.488x10* 1.053x102  MEX3A -1.121 6.396x10* 1.326x1072
NGF -1.135 4.501x10* 1.054x102  AMDHDI 1.383 6.392x10* 1.326x1072
SCNN1B 1.427 4.522x10* 1.058x102  DIO3 1.111 6.448x10* 1.333x1072
TNFRSF13B 1.235 4.530x10* 1.058x102  LRTOMT -0.708 6.510x10* 1.341x1072
RAC3 -0.786 4.603x10* 1.071x102  ABCG2 -0.843 6.568x10* 1.342x107
ESCO2 -0.608 4.627x10* 1.073x102  GPR65 0.761 6.553x10* 1.342x107
RADS51API -0.661 4.626x10* 1.073x102  DCBLD2 -0.716 6.560x10* 1.342x107
PDE4C 1.177 4.642x10* 1.075x102  BEND4 1475 6.540x10* 1.342x107
Clorf38 0.681 4.737x10* 1.094x102  MEI1 -0.889 6.599x10* 1.346x1072
HES2 0.979 4.746x10* 1.095x102  C5orf39 0.666 6.634x10* 1.352x1072
DMKN 1.202 4.769x10* 1.098x102  STAT4 0.797 6.667x10* 1.357x107
ZNF165 0.701 4.805x10* 1.100x102  CHST4 1.318 6.834x10* 1.383x1072
GUCY2C 0.942 4.877x10* 1.111x10%  WNT6 -1.157 6.865x10* 1.387x1072
Cllorf82 -0.612 4.929x10* 1.117x10*  ADAM238 0.950 6.948x10* 1.396x1072
FAM46B 1.149 4919x10* 1.117x10*  EDIL3 -1.044 7.056x10* 1.412x1072
NFIB -0.828 4.926x10* 1.117x10*  SBSN 1.485 7.072x10* 1.412x1072
Clorf110 -1.732 4.952x10* 1.121x102  TARP 1.026 7.120x10* 1.415x1072
ILDR2 -1.084 4.979x10* 1.124x102  NEATI 0.615 7.119x10* 1.415x1072
GATS -0.752 5.002x10* 1.128x102  SIGLEC10 0.827 7.110x10* 1.415x1072
IL1B 1.157 5.022x10* 1.129x102  C100rf99 1.563 7.165x10* 1.422x1072
BEST3 1.341 5.114x10* 1.144x102  PCDHIS8 -0.846 7.274x10* 1.440x107

KCP 1.099 5.144x10* 1.146x102  TMIE 0.963 7.327x10* 1.444x1072
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MMP28 1.172 7.324x10* 1.444x102  S10-A14 0.960 1.035x1073 1.817x1072
TBX21 1.018 7.501x10* 1475x102  CDID 0.877 1.038x1073 1.819x1072
MPP4 -1.169 7.577x10* 1.485x102  WASFI -0.695 1.038x1073 1.819x1072
ANXALI 1.017 7.578x10* 1.485x102 HLA-DMA 0.791 1.040x1073 1.821x1072
ABP1 1.407 7.592x10* 1.486x102  SCEL 1.526 1.048x1073 1.827x1072
SMOC2 -1.051 7.607x10* 1.487x102  CLECLI 0.917 1.050x1073 1.827x1072
ALS2CRI11 1.072 7.705x10* 1.501x102  GLTIDI1 -1.039 1.049x1073 1.827x1072
PRO0628 0.627 7.816x10* 1.516x102  SCN4A 1.178 1.053x1073 1.827x1072
LPXN 0.779 7.850x10* 1.519x102  DAPK2 0.717 1.046x1073 1.827x1072
STEAP2 -0.661 7.887x10* 1.522x102  CSMDI1 -1.521 1.064x1073 1.838x1072
SKAP1 1.055 7.899x10* 1.522x102  FHDCI 0.825 1.072x1073 1.846x1072
CLCA4 1.892 7.925x10* 1.524x102  BCASI1 1.335 1.074x1073 1.847x1072
RASSF5 0.652 7.939x10* 1.525x102  C21orf82 0.667 1.079x1073 1.854x1072
ALDH3Al -1.644 8.049x10* 1.532x102  PCSK9 -1.022 1.082x1073 1.856x1072
CHI3L2 1.333 8.088x10* 1.536x102  Cllorf87 -1.540 1.084x1073 1.857x1072
RDHI12 1.488 8.184x10* 1.549x102  KRT78 1.739 1.087x1073 1.859x1072
RNDI 0.961 8.199x10* 1.550x102  NCKAPIL 0.789 1.089x1073 1.861x1072
C7ort68 0.823 8.267x10* 1.560x102  POU3FI 1.249 1.090x1073 1.862x1072
PDZD3 0.947 8.277x10* 1.560x102  RASGRF1 1.102 1.094x1073 1.863x1072
ITGAX 0.756 8.293x10* 1.560x102  GPR109B 0918 1.095x1073 1.863x1072
FMO3 0.924 8.299x10* 1.560x102  LOC388692 0.594 1.101x1073 1.869x1072
FADSI1 -0.854 8.314x10* 1.561x102  BARX2 1.155 1.107x1073 1.874x1072
CCDC122 -0.589 8.332x10* 1.562x102  RPH3A 0.842 1.106x1073 1.874x1072
FRMPD1 0.996 8.471x10* 1.583x102  EROIL 0.753 1.110x10° 1.876x1072
KBTBDS 0.726 8.499x10* 1.586x102  PTGFR 0.790 1.127x1073 1.902x1072
AKRIB1 -0.735 8.526x10* 1.587x102  MYCLI1 0.939 1.134x1073 1.912x1072
GPR81 1.261 8.557x10* 1.589x102  HCST 0.830 1.145x1073 1.923x1072
F2RL3 0.664 8.589x10* 1.592x102  SAMD3 1.022 1.143x1073 1.923x1072
AVPI1 0.752 8.695x10* 1.606x102  SLC16A11 -0.826 1.153x1073 1.933x1072
PIK3CG 0.841 8.737x10* 1.611x10* VWA3B 0.997 1.156x1073 1.937x1072
ZNF493 0.930 8.748x10™* 1.611x10*  CHGA -1.437 1.157x1073 1.937x1072
SIRPB1 0.712 8.750x10* 1.611x10*  CLTB 0.661 1.170x1073 1.955x1072
SEMASB 1.019 8.803x10* 1.619x102  EPS8 -0.819 1.175x1073 1.959x1072
GOLGAGL6 1.159 8.942x10* 1.635x102  KIAA1614 -0.626 1.177x1073 1.961x1072
SH3RF3 -0.719 9.024x10* 1.645x102  ZFP37 -0.632 1.178x1073 1.961x1072
FAM115C 0.676 9.034x10* 1.645x102  PAK3 -1.247 1.192x1073 1.972x1072
FBP1 1.062 9.153x10* 1.660x102  TEC 0.737 1.191x107 1.972x1072
LY6D 1.166 9.153x10* 1.660x102  PKDIL3 0.923 1.202x1073 1.985x1072
ANXA13 1.018 9.187x10* 1.664x102  ZNF683 1.151 1.204x1073 1.985x1072
HLA-DQBI1 0.947 9.245x10* 1.671x102  TMEMS84 -1.007 1.215x1073 1.997x1072
LOH12CR2 -0.598 9.413x10* 1.692x102  CAPS2 -0.705 1.222x1073 2.007x1072
RGL4 0.740 9.424x10* 1.692x102  ABI3 0.622 1.228x1073 2.009x107
ATP2A3 0.783 9.465x10* 1.695x102  CEACAM21 0.789 1.227x1073 2.009x107
MAB2IL1 -1.209 9.453x10* 1.695x102  PCDHA4 1.384 1.225x1073 2.009x107
HDC 0.813 9.497x10* 1.698x102  PDE6A 1.078 1.234x1073 2.017x1072
ALDHIA3 0.856 9.557x10* 1.705x102  ALOXI12P2 -0.701 1.245x1073 2.027x1072
HLA-G 1.084 9.611x10* 1.711x10*  GAPT 0.816 1.247x1073 2.029x1072
TMEM79 0.826 9.608x10* 1.711x10*  TYMP 0.716 1.262x1073 2.045x1072
AMPH 1.059 9.697x10* 1.723x102  HLA-DRB6 1.223 1.267x1073 2.051x1072
C8orf4 1.135 9.959x10* 1.766x102  TMC5 1.280 1.274x1073 2.058x1072
MGC45800 -1.152 9.981x10* 1.768x102  NOD2 0.835 1.286x1073 2.069x1072
ZDHHCI11 -1.046 1.009x107 1.780x102  KIRREL2 1.384 1.288x1073 2.069x1072
CKM -1.034 1.010x107 1.780x102  ZNF540 0.847 1.299x1073 2.078x1072
TUBB2A 0.860 1.009x107 1.780x102  RNASE2 0.698 1.295x1073 2.078x1072
RXFP1 -1.210 1.021x10° 1.797x102  ITGB2 0.759 1.298x1073 2.078x1072
CBR1 -0.858 1.033x10° 1.817x102  CELF4 0.980 1.311x10° 2.094x1072
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IGSF10 -1.145 1.315x107 2.099x10%? LRRC8A -0.621 1.716x107 2.484x102
CXCR7 -0.983 1.324x107 2.111x102  CD37 0.641 1.746x1073 2.513x102
FUT6 1.544 1.338x107 2.125x10%  STXI1 0.703 1.747x1073 2.513x102
GNB3 -0.773 1.342x10° 2.129x10%  Cé6orf132 0.757 1.754x1073 2.518x102
KLF12 -0.652 1.347x107 2.134x10*  KIAAI1377 -0.803 1.758x1073 2.520x10
GREBIL -1.405 1.346x107 2.134x10%? FAMI3A0S 0.662 1.757x1073 2.520x10
UNC93A 1.375 1.350x107 2.135x10%  ASAPIITI 0.758 1.768x1073 2.530x107
SLAMF7 0.935 1.359x107 2.140x10%  C20rf39 -1.064 1.778x1073 2.538x107
TRIM15 1.226 1.364x107 2.140x10%  SLA2 0.907 1.780x107 2.539x107
GRHL1 0.871 1.364x107 2.140x10*  COL4A2 -0.613 1.783x107 2.541x102
CCL28 0.836 1.368x107 2.144x10%* CXCL17 1.329 1.793x107 2.551x102
CASS4 0.722 1.372x107 2.148x10*  Cllorf90 -0.968 1.795x107 2.552x102
CXorf21 0.699 1.376x107 2.153x10* HLA-DRBI 0.853 1.803x107* 2.556x10
TRIM6 0.735 1.384x107 2.161x10*  CSRNP3 -0.851 1.803x107* 2.556x10
SMOC1 -1.470 1.396x107 2.172x10*  EID3 -0.819 1.816x107 2.567x102
ACCN2 -0.618 1.401x107 2.177x10%  GCOM1 1.186 1.817x107 2.567x102
FBXL13 -1.073 1.408x107 2.183x10* DDXI11L2 1.020 1.826x107 2.574x102
DACH1 -1.056 1.410x107 2.183x10? NRK -1.277 1.847x107 2.594x102
CLLU1 0.925 1.408x107 2.183x10* NCFIB 0.773 1.849x107 2.595x10
PRAM1 0.738 1.419x107 2.187x10* TMEMI08 -1.059 1.854x107 2.598x107
BIRC3 0.987 1.420x107 2.187x10*  OSGIN1 -1.119 1.859x107 2.602x107
CD19 1.295 1.418x107 2.187x10? CLDNI8 1.112 1.863x107 2.602x107
CTNNALI1 -0.666 1.421x107 2.187x10*  SLCI12A2 -0.611 1.885x107* 2.628x102
Clorf162 0.683 1.430x107 2.194x10%  TTC9 0.936 1.887x107 2.629x102
LOCI10-131551 0.979 1.429x107 2.194x10* BMP5 -1.290 1.889x107* 2.629x102
LIPT2 -0.723 1.445x107 2.209x10%? NDRG2 0.712 1.892x107 2.629x102
MS4A14 0.738 1.448x107 2.212x10%  CD52 0.721 1.903x107 2.636x102
C9orf169 1.396 1.465x107 2.226x10%  SYTIS 0.888 1.914x107 2.647x102
EMRA4P 0.958 1.462x107 2.226x10%  IKZF3 1.083 1.925x107 2.657x10?
PCDHGAS 0.751 1.463x107 2.226x10%  XKR5 -1.119 1.931x107 2.661x102
MYO3A -1.449 1.476x107 2.240x10*  ATF5 0.667 1.944x1073 2.674x10?
0ODZ3 -0.946 1.498x107 2.268x10%?  TBCID3C 0.753 1.955x107 2.685x1072
LIX1 0.903 1.502x107 2.272x10%  ZNF83 0.785 1.982x107 2.712x1072
PPP1R15A 0.674 1.515x107 2.287x10*  TMEM200C -1.056 1.987x107 2.716x102
GAS2L2 1.156 1.527x107 2.299x10%  Cllorf4l -0.974 1.990x107 2.716x102
FCGR2B 0.890 1.533x10° 2.302x10%7  WNK4 1.249 1.989x107 2.716x102
GPRCS5B -0.701 1.538x107 2.307x10*  PTPRD -1.272 1.996x107 2.718x1072
NCR3 0.860 1.539x107 2.307x10%  ALS2CL 0.763 1.996x107 2.718x1072
EMB 0.924 1.545x107 2.311x10%*  PKD2LI1 0.856 2.001x107 2.721x10?
N4BP3 0.649 1.550x107 2.315x107  MGAM 0.983 2.002x107 2.721x10?
CTSE 1415 1.550x107 2.315x10% HPGD 1.096 2.005x107 2.723x102
IL15 0.675 1.561x107 2.327x10%  SI1PR4 0917 2.007x107 2.723x107?
IL1ISRAP 0.870 1.592x107 2.363x10%  EBI3 0.878 2.013x107 2.728x102
SIX1 -0.805 1.624x107 2.392x10%  SLCI13A4 0.923 2.014x107 2.728x102
KIAA0748 0.753 1.625x107 2.392x10% KRT16 1.222 2.018x107 2.732x1072
S10-A16 0.662 1.626x107 2.392x10* TBCIDI10C 0.678 2.024x10° 2.738x1072
TDRD10 1.126 1.647x107 2416x10%  TEX14 0.752 2.035x107 2.748x102
TTC39A 0.892 1.648x107 2416x107 TMEMI4E 0.682 2.038x107 2.748x102
LANCL2 -0.595 1.652x107 2.420x10%  SLC5A9 0.904 2.038x107 2.748x102
PDE10A -0.865 1.663x107 2.430x10%  LOC285740 0.694 2.038x107 2.748x102
KCNIJ1 0.773 1.676x107 2.442x10%7  SNAP25 -0.945 2.045x107 2.754x102
CEACAMA4 0.715 1.676x107 2.442x10*  NLRP3 0.662 2.052x107 2.760x107
TNFSF10 0.692 1.680x107 2.446x107 LGALS4 1.090 2.057x107 2.765x102
DNER -1.343 1.682x107 2.447x10* DUSP5 0.745 2.067x107 2.773x107
PADI1 1.638 1.696x107 2.464x10%  SLC5A1 1.233 2.070x107 2.775x10
ZNF429 0.900 1.701x107 2467x10%  GSTM2 -1.299 2.091x107 2.792x1072
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RASSFS8 -0.696 2.113x107 2.817x10%? KCNKI12 0.892 2.672x107 3.274x107
DMBT1 1.540 2.116x107 2.817x10*  SERPINB3 1.350 2.731x107 3.333x10%
KCNSI 1.141 2.123x107 2.824x10*  STEAP1 -0.658 2.730x107 3.333x10%
RUNDC3A 0.906 2.137x107 2.836x10%7  GPRS2 0.661 2.737x107 3.334x107
SPI1 0.647 2.142x107 2.837x10% SYNS3 0.955 2.768x107 3.361x107
CCRL2 0.629 2.144x107 2.837x10%7  MTIX 0.700 2.766x107 3.361x107
LOC10-190938 1.043 2.153x10° 2.843x102 KNDCl1 1.144 2.794x107 3.383x10%
CD8B 1.044 2.158x107 2.845x10%  SLAMF6 0.787 2.807x107 3.387x107
ZBTB32 0.713 2.159x107 2.845x10% TDRDI 1.028 2.806x107 3.387x10%
FMNLI 0.605 2.192x107 2.885x10%7 RNASE7 1.345 2.802x107 3.387x10%
INSL3 0.749 2.197x107 2.888x102  CLECI0A 0.993 2.805x107 3.387x10%
CCDC24 -0.607 2.200x107 2.890x10%  SGCE -0.802 2.841x107 3.416x107
RHBG 1.052 2.208x107 2.891x10% LPARI -0.688 2.893x107 3.466x107
HNFI1B 1.088 2.208x107 2.891x10%  ITGA9 -1.059 2.949x107 3.513x10%
Clorf127 0.867 2.209x107 2.891x10? NMURI 0.863 2.963x107 3.521x10%
RNASE4 0.630 2.207x107 2.891x10%?  DOK6 -0.817 2.977x107 3.526x107
HOPX 0.989 2.220x107 2.902x10* FBXWIO -0.889 2.989x107 3.532x10%
CYSLTR2 0.714 2.230x107 2910x10%  1IL33 1.147 2.991x107 3.532x10%
CXCR6 0.778 2.229x107 2910x10%2  ABCGS 0.815 3.005x107 3.547x10%
MDHI1B -0.853 2.234x107 2911x10* NR2EI 1.296 3.013x10° 3.554x10%
HLA-DOB 0.786 2.242x107 2918x10%  FLJ26850 0.807 3.030x10° 3.567x107
TRPMS -0.999 2.244x107 2918x10? DHDH 0.934 3.042x10° 3.578x107
SLCI12A7 -0.633 2.258x107 2.928x10%  FFAR2 0.890 3.046x107 3.579x10%
PNMA3 1.039 2.255x107 2.928x10? MURC -0.637 3.050x107 3.579x10%
ZDHHC2 -0.904 2.276x107 2.940x10%7 HOXAI1 -0.944 3.082x107 3.599x10%
HLA-DPB2 0.788 2.283x107 2.946x10* FCRL4 0.955 3.110x10? 3.630x107
ABRA 0.870 2.324x107 2.992x10*  TNFSFI18 -1.188 3.119x10? 3.638x107
PRSS48 0.792 2.323x107 2.992x10%  TIGD4 -0.732 3.179x107 3.686x107
TFF1 1.314 2.334x107 2.999x10%  VAV3 0.709 3.180x107 3.686x107
TCF4 -0.601 2.349x107 3.017x10%? CCDC64B 0.856 3.191x107 3.693x10~
TSC22D3 0.628 2.365x107 3.028x10%  PLIN2 0.717 3.209x10° 3.709x10~
FCN1 1.026 2.375x107 3.032x10* MEFV 1.066 3.236x10° 3.731x107
GIMAP4 0.663 2.375x107 3.032x10%  GNGT2 0.602 3.237x10° 3.731x107
SPTLC3 0.944 2.370x107 3.032x10? CNR2 1.000 3.259x10° 3.752x10%
CCDC141 1.004 2.378x107 3.033x10* MOXDI1 -0.957 3.289x107 3.783x107
PLCXD1 0.659 2.395x107 3.048x10* TMEMI178 0.893 3.302x10° 3.789x107
VEGFA 0.611 2.394x107 3.048x10%  HES6 -0.664 3.302x10° 3.789x107
LOCI10'%1496 0.594 2.421x107 3.076x10%  SLC28A3 0.978 3.307x10° 3.791x107
FCAR 0.790 2.421x107 3.076x10*  ACPP 0.944 3.321x10° 3.802x107
SLC2A9 0.684 2.429x107 3.079x10* IVL 1.353 3.345x10° 3.822x107
WNTI10B -1.004 2.453x107 3.104x10*  GPRI115 0.840 3.363x10° 3.832x107
ITPKA -0.727 2.472x107 3.119x10% ETVI1 -0.726 3.380x10° 3.849x107
TNFAIP8L2 0.684 2.471x107 3.119x10* IHH 0.867 3.412x10° 3.868x107
CAPNS2 1.024 2.524x107 3.172x10* LSAMP -0.941 3.406x107 3.868x107
GPR3 -0.753 2.527x107 3.172x10? TCHH 1.324 3.410x10° 3.868x107
DYNC2H1 -0.674 2.540x107 3.177x10*  ZNF703 -0.660 3.440x107 3.888x107
LOC10-133985 -0.815 2.535x107 3.177x10* UGDH -0.604 3.448x107 3.889x107
MIR155HG 0.726 2.539x107 3.177x10%  AQP3 1.031 3.458x107 3.896x107
HR -0.707 2.534x107 3.177x10* LRP2 0.924 3.463x10° 3.898x10~
SLC16A6 0.883 2.563x107 3.195x107 TMEMI25 0.825 3.487x107 3.919x107
SYT9 0.955 2.588x107 3.211x10*  Clorf31 -0.620 3.500x107 3.924x10%
LAMALI -1.246 2.584x107 3.211x10*  ZNF835 0.759 3.497x107 3.924x10%
RORC 1.194 2.589x107 3.211x10* LRRC36 0.778 3.495x10° 3.924x10%
DUOX1 0.755 2.580x107 3.211x10?  GIB6 1.062 3.500x107 3.924x10%
ARC 1.048 2.613x107 3.230x10*  XCL2 0.835 3.504x107 3.926x107
IFITM2 0.619 2.672x107 3.274x10%*  GPCl1 -0.625 3.512x10° 3.929x10%
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FMO2 1.234 3.560x107 3.978x10% PALM3 0.968 4.354x107 4.505x102
TDRD6 0.753 3.563x107 3.979x10%  SOX20T 1.192 4.368x107 4.506x102
ANKRDS55 0.794 3.576x107 3.986x107  ANKS4B 0.868 4.391x10? 4.520x1072
Clorf170 0.757 3.587x107 3.992x10%  FAMI106C 0.841 4.472x107 4.588x1072
TM7SF4 1.069 3.592x107 3.992x10*  FUT7 0.651 4.470x107 4.588x1072
IL13RA2 1.179 3.615x107 4.008x102  NRII2 0.892 4.494x107 4.599x102
EVPL 0.771 3.613x107 4.008x102  SLC6AI14 1.311 4.501x107 4.603x107
PCDHGA7 0.627 3.633x107 4.020x102  KLRG2 -0.809 4.511x10° 4.610x102
PPBP 1.076 3.634x107 4.020x102  PNOC 0.774 4.516x107 4.610x1072
RIPK3 0.683 3.640x107 4.024x102 CHDH -0.852 4.514x107 4.610x1072
ATP2B2 1.014 3.649x107 4.031x102 21388795 0.758 4.528x107 4.614x102
SERPINB4 1.286 3.656x107 4.034x102 TMEMI155 -1.178 4.527x107 4.614x102
CCDC144A 0.952 3.669x107 4.046x102  GPR25 0911 4.551x107 4.630x1072
ZNF117 0.878 3.693x107 4.064x102  GALNT6 0.846 4.555x107 4.630x1072
Cé6orf52 -0.900 3.695x107 4.064x102  CD36 0.965 4.563x107 4.635x1072
GPX2 -1.186 3.707x107 4.074x102  MDGALI -0.957 4.586x107 4.653x1072
RARB -0.824 3.727x107 4.089x102  FLG 1.151 4.584x107 4.653x1072
NBLA00301 -1.283 3.737x107 4.091x102  SLC24A3 0.740 4.614x107 4.676x102
RAPGEF3 0.683 3.736x107 4.091x102  SLC6A7 0.733 4.621x107 4.677x102
METRNL 0.667 3.752x107 4.105x102  C8ORFK29 0.786 4.634x107 4.688x1072
ZNF486 1.059 3.769x107 4.116x10%  ADAM?23 -1.115 4.688x107 4.731x102
ADAM?22 -1.093 3.811x107 4.150x102  MYOZ1 0.861 4.700x107 4.741x1072
HLA-DMB 0.726 3.821x107 4.156x102  PTK6 0.829 4.705x107 4.742x1072
TGMS 1.125 3.850x107 4.172x102  MRAP2 -1.012 4.725x107 4.745x102
KEL 1.037 3.855x107 4.175x102  DERL3 0.734 4.734x107 4.751x1072
AIM1 0.612 3.868x107 4.186x102  IRF4 0.761 4.743x107 4.758x1072
SLC3A1 0.689 3.875x107 4.189x102  HSPAG6 0.958 4.753x107 4.762x102
PIP5K1PI 0.619 3.880x107 4.190x102  LOC400043 0.639 4.762x107 4.766x1072
CRYM 1.031 3.912x107 4214x102 MYLK3 0.654 4.775x107 4.775x1072
HECW1 -0.832 3.950x107 4231x102  NCRNA00092 -0.940 4.788x107 4.785x1072
CPNE4 1.114 3.960x107 4232x102  POUS5F2 0.759 4.825x107 4.814x102
SLC26A4 0.702 3.971x107 4234x102 GRAMD2 -0.707 4.820x10 4.814x102
KLK14 1318 3.977x107 4237x102  ABLIM3 0.840 4.831x10? 4.817x102
SLC6A10P 1.501 4.073x10? 4326x102  LOC728875 0.748 4.838x10° 4.822x102
NPAS1 -0.716 4.085x107 4328x102 MAPK4 -1.121 4.866x107 4.835x1072
LY96 0.629 4.087x107? 4328x102  CYorfl5B 1.126 4.872x107 4.838x1072
MAPKSIP2 -0.860 4.081x107° 4328x102  LOC728643 0.802 4.910x10? 4.871x1072
SLC26A9 1.269 4.077x107 4.328x102  N4BP2LI 0.692 4.955x10? 4.909x102
LOC10-130933 0.793 4.112x10° 4.348x102  Clorf74 0.665 4.965x107 4.916x102
BNIPL 1.010 4.131x10? 4365x102  GGTS8P 1.007 5.004x107 4.945x102
NCRNAO00235 -0.614 4.152x107 4374x102 LRP4 -0.650 5.012x107 4.948x1072
C200rf197 1.152 4.150x107 4374x102  MPZL2 0.641 5.063x107 4.980x107
SLC16A14 -0.704 4.157x107 4377x102  HRCTI -0.991 5.074x107 4.985x1072
TMEM?233 0.593 4.182x107° 4.390x10?

CPA4 1.126 4.183x107 4.390x10?

CECR1 0.755 4.226x107 4.423x10?

GPRS5 -0.829 4.234x107 4.427x10?

GIMAP1 0.667 4.237x107 4.428x10?

TSPAN7 -1.059 4.248x107 4.436x10?

ZNF626 1.020 4.268x10? 4.449x10?

SAA1 1.127 4.278x107 4.457x10?

CD4 0.646 4.293x107 4.469x10?

CNGBI1 1.340 4.297x10? 4.471x10?

AKRI1C3 -1.304 4.316x10° 4.485x10?

LPARG6 0.598 4.323x107 4.489x10?

TMPRSS13 0.713 4.333x107 4.491x10?



Table SV. The differential methylation genes.

Table SV. Continued.

Gene Diff beta  P-value FDR Gene Diff beta  P-value FDR

OR2M4_promoter 0245 1.865x107 2.844x10° SNORDI15-31_promoter  0.131  1.456x10* 3.229x10
OR2LS8_promoter 0.197 4327x107 2.901x1073 ORI1G1_promoter 0.129 1.812x10* 3.229x10?
ELSPBP1_promoter 0.151 3.244x10° 1.167x107? MIRS19A1_promoter 0.128 1.828x10* 3.229x10?
PWRN1_promoter 0.147 3.482x10° 1.167x107? OR10J1_promoter 0.128 1.882x10* 3.229x10?
REGI1P_promoter 0.129 2.904x10° 1.167x107? ZC3H12B_promoter 0.125 1.444x10* 3.229x107
MIR 1468_promoter 0.158 5.423x10° 1.363x107? MIRS18A2_promoter 0.124 1.910x10* 3.229x10?
REG3G_promoter 0.142  4.883x10° 1.363x107? REG3A_promoter 0.123  1.070x10* 3.229x10?
ORII1_promoter 0215 6.134x10° 1.371x10*  OR2T3_promoter 0.122  1.054x10* 3.229x10?
OR2L2_promoter 0.192  1.695x10° 1.767x107 MIR1283-1_promoter 0.121  1.255x10* 3.229x10?
OR10W1_promoter 0.181 9.892x10° 1.767x107? MIR329-2_promoter 0.120 1.917x10* 3.229x10?
OR2W3_promoter 0.161 1.202x10° 1.767x107? MIR654_promoter 0.116  1.304x10* 3.229x107
REG1A_promoter 0.160 1.758x107 1.767x107 MIR488_promoter 0.114 1.057x10* 3.229x10?
OR7D4_promoter 0.148 1.060x10° 1.767x107 OR4D1_promoter 0.112  1.262x10* 3.229x10?
CASP14_promoter 0.143  1.460x10° 1.767x107 LOC150622_promoter 0.112  1.092x10* 3.229x107
ORI1A2_promoter 0.140 1.116x10° 1.767x10*  Cl60rf78_promoter 0.111  1.927x10* 3.229x10?
MIR376B_promoter 0.133  1.690x10° 1.767x107 MIR515-1_promoter 0.110 1.647x10* 3.229x107
C190rf30_promoter 0.117  1.599x10° 1.767x10*  MIR515-2_promoter 0.110 1.647x10* 3.229x107
MIRS523_promoter 0.181 1.889x10° 1.802x107 MC2R_promoter 0.108 1.373x10* 3.229x10?
OR9Q2_promoter 0.137 1.971x10° 1.802x107 TP53TG3B_promoter 0.108 1.109x10* 3.229x107
OR2MS5_promoter 0.158 2.211x10° 1.887x107? LILRB1_promoter 0.108 1.686x10* 3.229x107
MGAM_promoter 0.137 2301x10° 1.887x107? CD1B_promoter 0.106  1.445x10* 3.229x107
FMOG6P_promoter 0.130 2.440x10° 1.887x107? VWAS5B1_promoter 0.105 1.407x10* 3.229x107
MIRS519E_promoter 0.116  2.423x10° 1.887x1072 CCT8L2_promoter 0.105 1.335x10* 3.229x10?
ORS5AN1_promoter 0.178  2.734x10° 2.037x107? ACTLO9_promoter 0.102  1.890x10* 3.229x10?
ORSE1P_promoter 0.119 3.002x10° 2.156x107 ZDHHC15_promoter 0.10- 1.523x10* 3.229x107
SIRPD_promoter 0.136  3.336x10° 2.314x107? MIR320C1_promoter -0.172 1.919x10* 3.229x107?
SLC10A2_promoter 0.152  3.824x10° 2.481x107? PNLIPRP3_promoter 0.141 2.029x10* 3.280x107
SNORD115-40_promoter ~ 0.107  3.735x10”° 2.481x10 SNORD115-8_promoter 0.106 2.039x10* 3.280x107
MIR516B1_promoter 0.146  4.175x10° 2.624x107? LOC340094_promoter 0.137 2.171x10* 3.319x10?
TAS2R60_promoter 0.150 4.548x10° 2.690x10?  OR5B21_promoter 0.115 2.172x10* 3.319x10?
MIR548D2_promoter 0.148  4.819x10° 2.740x107 MIR1182_promoter -0.126  2.133x10* 3.319x107
GLT6D1_promoter 0.102  4.905x10° 2.740x107 ZNF716_promoter 0.124 2.239x10* 3.321x10?
CSAGI1_promoter 0.118 5.345x10° 2.757x107 LOC10-133161_promoter  0.119  2.262x10* 3.321x1072
MIRS526A1_promoter 0.113  5.285x10° 2.757x107 OR10C1_promoter 0.144 2.352x10* 3.354x107
PSGS8_promoter 0.107 5.111x10° 2.757x107 HFE2_promoter 0.101 2.396x10* 3.369x107
C130rf28_promoter 0.131 5.748x10° 2.820x10* TECTB_promoter 0.114 2.460x10* 3.389x107
ADAMG6_promoter 0.102 5.701x10° 2.820x107 FCNI1_promoter 0.110 2.444x10* 3.389x107
OR2M3_promoter 0.159 6.698x10° 2.934x10?  MIR890_promoter 0.112 2.480x10* 3.392x107
OR2M1P_promoter 0.148  7.802x107 2.934x107 MIRS520B_promoter 0.130 2.563x10* 3.436x107
MIR1911_promoter 0.130 7.513x10° 2.934x10?  ORG6A2_promoter 0.129 2.627x10* 3.445x107
MIRS519A2_promoter 0.115 6.907x10° 2.934x1072 APCS_promoter 0.114 2.612x10* 3.445x107
MIRS516A2_promoter 0.106 6317x10° 2.934x107? LOC154822_promoter 0.111  2.596x10* 3.445x107
OR11L1_promoter 0.144  8.126x10° 2.937x107? FLJ42709_promoter -0.103  2.651x10* 3.445x107?
MIR521-2_promoter 0.138  9.250x10° 3.153x107 CCL7_promoter 0.157 2.694x10* 3.450x107
C210rf99_promoter 0.104 9.160x10° 3.153x10%  SFTAI1P_promoter 0.153 2.684x10* 3.450x107?
TNFSF4_promoter -0.150 9.243x10° 3.153x107 OR52H1_promoter 0.133  2.728x10* 3.450x107
SLC8A1_promoter 0.125 9.433x10° 3.162x10*  OR2L3_promoter 0.132  2.752x10* 3.452x107
CXADRP3_promoter 0.165 1.199x10* 3.229x10*?  MYH4_promoter 0.103  2.903x10* 3.581x107
MYHS_promoter 0.161 1.135x10* 3.229x107 NCRNAO0159_promoter 0.144 3.081x10* 3.624x10?
OR8H3_promoter 0.151  1.333x10* 3.229x10?  ZNF735_promoter 0.127 3.070x10* 3.624x10?
HMGB4_promoter 0.148  1.299x10* 3.229x107 OR2T34_promoter 0.122  3.062x10* 3.624x107
MIRS520A_promoter 0.139  1.782x10* 3.229x107 SNORD115-13_promoter ~ 0.111  3.049x10* 3.624x10
ORI11A1_promoter 0.136  1.351x10* 3.229x107 SPANXN1_promoter 0.104 3.192x10* 3.732x10?
LOC149620_promoter 0.135 1.518x10* 3.229x107 ORS5P2_promoter 0.143  3.252x10* 3.738x10?
PYHIN1_promoter 0.134 1.817x10* 3.229x107 PRAMEF4_promoter 0.129 3.263x10* 3.738x107
MPEG1_promoter 0.131 1.497x10* 3.229x107 GLRA4_promoter 0.114 3.311x10* 3.738x10?



Table SV. Continued.

Table SV. Continued.

Gene Diff beta  P-value FDR Gene Diff beta  P-value FDR
LOC10-287704_promoter  0.110  3.315x10* 3.738x10?  OR2AG?2_promoter 0.127 6.212x10* 4.338x107?
ORS5MS8_promoter 0.101  3.338x10* 3.738x102  ST18_promoter 0.139  6.485x10* 4.344x107?
NXF5_promoter 0.147  3.592x10* 3.744x10%  AGBLI_promoter 0.136  6.586x10* 4.344x107?
SNORD114-6_promoter 0.138 3.556x10* 3.744x10%  MIR511-1_promoter 0.132  6.506x10* 4.344x107?
OR2T29_promoter 0.127 3.576x10* 3.744x10?  MIR511-2_promoter 0.132  6.506x10* 4.344x107?
OR5V1_promoter 0.124  3.615x10* 3.744x10%  MIR519C_promoter 0.130 6.308x10* 4.344x107?
MIR371_promoter 0.111  3.597x10* 3.744x10?%  MIR498_promoter 0.130 6.267x10* 4.344x107?
HBII-52-27_promoter 0.106  3.456x10* 3.744x10%  UGT3A1_promoter 0.123  6.500x10* 4.344x107?
CD300C_promoter 0.105 3.500x10* 3.744x10?  UBQLN3_promoter 0.119 6.369x10* 4.344x107?
MIR376A2_promoter 0.102 3.614x10* 3.744x10%  GPX6_promoter 0.111  6.315x10* 4.344x102
ORS1I1_promoter 0.141  3.650x10* 3.746x10%  LOC441897_promoter 0.104 6.429x10* 4.344x107?
SNORD109A _promoter 0.135  3.796x10* 3.759x102  OR10J5_promoter 0.108 6.686x10* 4.380x107?
SNORD109B_promoter 0.135  3.796x10* 3.759x102  OR3AIl_promoter 0.106 6.952x10* 4.520x107?
SNORD113-1_promoter 0.129  3.744x10* 3.759x10?  MIR410_promoter 0.106  7.001x10* 4.528x107?
SNORD115-39_promoter ~ 0.106  3.813x10* 3.759x10?  FFAR3_promoter 0.109  7.120x10* 4.560x107?
OR4D10_promoter 0.117 3.865x10* 3.775x10%  PGA5_promoter 0.119  7.230x10* 4.616x107?
MS4A13_promoter 0.112  3.907x10* 3.778x10?%  LOC284441_promoter 0.116  7.271x10* 4.627x107?
UBQLNL_promoter 0.131  3.940x10* 3.791x10?  HRH2_promoter 0.107  7.428x10* 4.683x10
OR2T33_promoter 0.109 4.133x10* 3.884x10% SNORDI115-22_promoter 0.106  7.505x10* 4.717x107
MIR300_promoter 0.107 4.123x10* 3.884x10%  OR4C45_promoter 0.117  7.592x10* 4.727x107?
EDA2R_promoter 0.159 4.215x10* 3.938x1072 DEFB122_promoter 0.106  7.720x10* 4.763x107?
MIR512-1_promoter 0.147  4.281x10* 3.938x10% RNASE3_promoter 0.135  7.776x10* 4.782x107?
MIR512-2_promoter 0.147  4.281x10* 3.938x10%  SIRPG_promoter 0.126  7.967x10* 4.820x107?
OR2B11_promoter 0.122  4.350x10* 3.938x10%  OR2J2_promoter 0.118  7.948x10* 4.820x107?
MIR412_promoter 0.114 4.383x10* 3.938x1072 MIR1283-2_promoter 0.114 8.075x10* 4.862x107?
DEFB129_promoter 0.103  4.382x10* 3.938x10%  OR2G2_promoter 0.134  8.253x10* 4.926x107?
FFAR1_promoter 0.102  4.405x10* 3.938x10% REGI1B_promoter 0.142  8.374x10* 4.930x107?
LPAR4_promoter 0.109 4.440x10* 3.951x10%  ORS51MI1_promoter 0.138  8.357x10* 4.930x107?
MIR548F3_promoter 0.119 4.511x10* 3.975x10%  CD300LB_promoter 0.118  8.438x10* 4.932x107?
SNORD115-3_promoter 0.10-  4.526x10* 3.975x10%  LOC440563_promoter 0.130  8.572x10* 4.958x107?
SNORD115-17_promoter ~ 0.106  4.590x10* 3.979x10?  DCAF4L2_promoter 0.102  8.727x10* 4.972x107?
SNORD115-18_promoter ~ 0.106  4.590x10* 3.979x107

SNORD115-19_promoter ~ 0.106  4.590x10* 3.979x107

CD33_promoter 0.156 4.988x10* 4.034x1072

AWAT1_promoter 0.126  4.980x10* 4.034x10

MIRS517B_promoter 0.117  4.835x10* 4.034x10

MIR520D_promoter 0.117  4.835x10* 4.034x10

OR2T1_promoter 0.110 4.940x10* 4.034x102

PEG3AS_promoter 0.139  5.063x10* 4.041x1072

VSIG4_promoter 0.156  5.111x10* 4.045x102

OR6K6_promoter 0.141 5.249x10* 4.045x1072

MIRS518F_promoter 0.136  5.180x10* 4.045x10

MIR526B_promoter 0.126  5.192x10* 4.045x102

T-SP1_promoter 0.104 5.266x10* 4.045x1072

FAM107B_promoter 0.134  5.346x10* 4.058x10

ORIN1_promoter 0.147 5.785x10* 4.234x1072

LOC730811_promoter 0.143  5.693x10* 4.234x1072

ALAS2_promoter 0.139  5.761x10* 4.234x1072

ORSP3_promoter 0.134  5.722x10* 4.234x1072

DPPA4_promoter 0.103  5.745x10* 4.234x1072

LOC10-133308_promoter ~ 0.124  6.007x10* 4.300x10

COX7B2_promoter 0.155 6.126x10* 4.320x1072

FAM170B_promoter 0.114  6.126x10* 4.320x10

OR1L3_promoter 0.102  6.165x10* 4.320x10

SNORD115-35_promoter ~ 0.102  6.158x10* 4.320x107

MIR369_promoter 0.102  6.146x10* 4.320x10
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