Figure S1. Original figure for the highly expressed ANLN-
related pathway: The neuroactive ligand receptor interaction
pathway.
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Figure S2. Original figure on the low expression ANLN-related
pathway: The p53 signalling pathway.
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Figure S3. Original figure on the low expression ANLN-related
pathway: The cell cycle.
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Figure S4. Original figure on the low expression ANLN-related
pathway: DNA replication.
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Figure S5. Original figure on the low expression ANLN-related
pathway: Mismatch repair.
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Figure S6. Original figure on the low expression ANLN-related
pathway: Nucleotide excision repair.

Enrichment score (ES)

Ranked list metric (Signal2Noise)

00

0.1
02
03
0.4
05
06

07

05

00

-05

-1.0

Enrichment plot:
KEGG_NUCLEOTIDE_EXCISION_REPAIR

‘h' (positively correlated)

Zero cross at 27242
'I'(negatively cornelated)
o 10,000 20,000 30,000 40,000 50,000

Rank in ordered dataset

~Enrichment profile — Hits Ranking metric scores




Figure S7. Original figure on the low expression ANLN-related
pathway: Pancreatic cancer.
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