Figure S1. Construction of the validation prognostic model. (A) Rank of prognostic index and distribution of groups. (B) Survival
status of patients in different risk groups. (C) Heatmap of expression profiles of included immune-related genes.
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Figure S2. Survival analysis of GSE43378 validation model in glioma and glioblastoma. (A) Patients with glioma in the high-risk
group had a lower survival probability, and (B) patients with glioblastoma in the high-risk group had a lower survival probability.
(C) Univariate Cox regression analysis and (D) multivariate Cox regression analysis of glioma using the GSE43378 dataset.
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Figure S3. ROC curve and nomogram of GSE43378 prognostic model in glioma. (A) ROC curve of GSE43378 model.
(B) Nomogram of GSE43378 model. AUC, area under the curve; ROC, receiver operating characteristic.

A o]
[ee]
@
L ©
© o]
g
:’(T‘)
o
o
o ¥ _|
= e
F _IJ
N
°© —— Risk score (AUC=0.688)
Age (AUC=0.600)
} Sex (AUC=0.386)
g — —— Grade (AUC=0.652)
I I I I I I
0.0 0.2 0.4 0.6 0.8 1.0
False positive rate
B 0 10 20 30 40 50 60 70 80 90 100
Points . \ ) . A ) A . A . X
Age
15 20 25 30 35 40 45 50 55 60 65 70 75 8
G3
Grade T . )
G2 G4
riskScore r T T T T T T T T T T T T 1
0 0.1 02 03 04 05 06 07 08 09 1 1.1 12 13
Total points r T T T T

0 20 40 60 80 100 120 140 160 180 200 220

1-year survival r T T T T T T |
0.9 0.8 0.7 06 05 04 03 0.2

2-years survival T T T T T T T T T )
0.9 0.8 0.7 06 05 04 03 02 0.10.05

3-years survival T . . T T T T T T 1
0.9 0.8 0.7 06 05 04 03 0.2 0.10.05



