Data S1. Sequence information. (A) KPNA4 sequencing
profile. (B) LINC00467 sequence and LINC00467-Wt/Mut
fragment. (C) KPAN4 3'-UTR sequence and KPAN4-Wt/Mut
fragment. KPNA4, karyopherin subunit a4; Wt, wild-type;
Mut, mutant; UTR, untranslated region. The bold and under-
lined text at the top and bottom of the sequences represent the
indicated restriction sites.

(A) KPNA4 sequencing profile
Nhel restriction site

CTAGCTAGCATGGCGGACAACGAGAAACTGGACAAC
CAACGGCTCAAGAATTTCAAGAACAAAGGCCGCGAC
TTGGAGACTATGAGAAGACAACGAAATGAAGTTGTAG
TTGAATTAAGGAAGAATAAAAGAGATGAACATCTCT
TAAAGAGAAGGAATGTACCACATGAAGATATCTGTG
AAGACTCTGATATAGATGGTGATTATAGAGTGCAAA
ATACCTCTCTAGAAGCTATTGTTCAAAATGCTTCAA
GTGATAACCAAGGAATTCAATTAAGTGCAGTTCAAG
CTGCTAGGAAGCTTTTGTCCAGTGATCGAAATCCAC
CAATTGATGACTTAATAAAATCTGGAATATTGCCCA
TTTTAGTCCATTGTCTTGAAAGAGATGACAATCCTT
CTTTACAGTTTGAAGCTGCATGGGCTTTGACAAACA
TTGCATCTGGAACTTCTGAACAAACTCAAGCAGTAG
TTCAGTCCAATGCTGTGCCACTTTTCCTGAGGCTTC
TCCATTCACCCCATCAGAATGTCTGTGAGCAAGCAG
TGTGGGCATTGGGAAATATCATAGGTGATGGGCCCC
AGTGTAGAGATTATGTCATAAGTCTTGGAGTTGTGA
AACCTTTACTTTCCTTCATAAGTCCATCTATTCCTATAA
CATTCTTAAGAAATGTTACTTGGGTTATGGTCAACT
TATGTCGCCACAAAGACCCACCACCACCAATGGAAA
CCATTCAGGAGATTCTTCCAGCCCTTTGTGTTTTAA
TTCATCACACAGATGTAAATATACTGGTAGACACAG
TCTGGGCCCTCTCTTACCTTACTGATGCTGGCAATG
AACAAATACAGATGGTAATAGACTCTGGAATAGTTCC
TCATTTGGTTCCTCTGCTCAGCCACCAGGAAGTTAA
AGTTCAGACTGCTGCACTTAGAGCTGTGGGCAACAT
TGTTACTGGAACTGATGAGCAAACACAAGTAGTTT
TGAACTGTGATGCTCTTTCACACTTCCCAGCACTCC
TGACACATCCCAAAGAGAAAATTAATAAAGAAGCAG
TGTGGTTCCTCTCCAACATCACTGCAGGAAATCAGC
AGCAGGTACAGGCAGTAATTGATGCCAATCTTGTAC
CAATGATAATACACCTTTTGGATAAGGGGGATTTTG
GCACTCAAAAAGAAGCTGCTTGGGCCATAAGTAACT
TAACAATTAGTGGAAGGAAAGATCAAGTGGCTTACC
TTATCCAACAAAATGTTATCCCACCTTTTTGCAACT
TGCTGACTGTAAAAGATGCACAAGTTGTGCAAGTAG
TACTCGATGGACTAAGTAATATATTAAAAATGGCTG
AAGATGAGGCAGAAACCATAGGCAATCTTATAGAAG
AATGTGGAGGGCTGGAGAAAATTGAACAACTTCAA
AATCATGAAAATGAAGACATCTACAAATTGGCCTA
TGAGATCATTGATCAGTTCTTCTCTTCAGATGATAT
TGATGAAGACCCTAGCCTTGTTCCAGAGGCAATTCA
AGGCGGAACATTTGGTTTCAATTCATCTGCCAATGT
ACCAACAGAAGGGTTCCAGTTTTAGGGATCCGC

BamH 1 restriction site

(B) LINC00467 sequence and LINC00467-Wt/Mut fragment

GTGACGTTCCCTACGCGGTCGGGCGTTGGGTTTCGC
GGCGCTCGCCGCACTGGTTGTTCAGCACCTTCGGTC
CGGTTGAGGTTGTCAAGTCGGACCAAACAGGTTGTT
TCTCTGCAGTTTCCAACATGGCAGGGAGGTTTAATA

GACATGGATAAGAAGTCCACTCACAGAAATCCTGAA
GATGCCAGGGCTGGCAAATATGAAGATGATCCTAT

GTTTCCTTCTTCCTCATCATCGTCTTCAGGAAGCCAG

ACAGATTCAAGTATTGAAGATGCTGCCAAGGGAAAA
ATTAAGAAGAAGAGAAGAGAGAAAACAAATAAATG
GGAAAAAAGAAAGGTGCGGTGAAACATCAATCGGC

TTGGTCCACAGATAAGCGTGTTCAACTCCCCGACGA
GTGGACAAAATATGAAACACCAAGAAAAAGAGAAG
GAAAAAAAGGAGGAAACAACCACATATGTCACCTT

TCCAAGGAATATAATTCAATATCAGAATGATTTGGA
AGGAAAAAACCTACAGGAAGCTATTGTAGCCTAGT

GAGGAAGATAAATATTAATACAGCCAATTTATAGAT
CAGACTAAAGACAATGATTGGGGCATTGAAAAGAA
CAGATAGAAGAAATATTGCAAAGAGGGACTGAAA

CTGGGCTGACCCTTTTGATTTCCAAGCTCAGCGTT
TTGGTGTAAGGCGGCCAAAGAAGGATGCGGAGCC

CAGCACTGTGAAGCCTACAAAAACATTGATGCGCT
GGCTTGGGGATTTGAATTTGAACATCTTTCACACT
AAGTTCAGACTCATGAAACCAATCTTCAGATGCTCT
GTAAACCACATAATAAAGAGTTTGGAAATTATATTT
TGTTTTTGAAGGCCCACGTGCAAAACTTGAGAGCCT
CAAGTCCAAGCCAGTTGTGGCAATTCTAGCCTACTT
TTTTTTTATATTCAAGTGTGTTGTAGGGAAGGAGGA
GAATAAGTCTGCTTTCTTGAATATTATGCCTAATTA
ATTACGTATAAAATACTTTTACCAAAGTTCTATGCA
AGGTAGAAGACTTACAGATGGCATGAAAAAGATAA
AGTCTTTTCCATGTTTTTTTTTTTTTTTTTTTTTTTTT

TTGAGACAGAGTTTCACTCTGGTCGCCCAGGCTGGA

GTGCAGTGGGCCAGTGTCGCCTCACGGCAACCTCC

GCCTCCCAGGTTCAAGTGCTTCTCCTGCCTCAGCCT

CCTGAGTATCTGGGACTACAGGTCCATGCCACCACA

CCCAGCTGATTTTGTATTTCTAGTAGAGACATGGTTT
CGCTATTTTGTCCAGGCTGCTCTCGAACTCCTGACC
TCAGGTTATCTGTTCCCCACGGCATCCCAAAGTGCT
GGGATTACAGGCGTGAACTACCGTGCTTGGCCTCTG
TGTACTTCTTTTTTGTTGTTATTGTTTTTGAGATGGAG
TTTCACTCTTGTCATACAGGCTGGAGTGCAGTGGCG

CCATCTCAGCTCACTGCAACCTCTGTCTCCTGGGTTC

AAGCGATTCTCATGCCTCAGCCTCCCAAGTAGCTGG

GATTACAGGTGTGCACCACCACGCCCAGCTAATTT
TTGTATTTTTAGTAAAGACAGGGTTTCACCATGTT

GGCCAGGCTGGTCTCGAACTCCTAACCTCAGGTGA
TCTACCCACTTCAGTCTCCCAAAGCGCTGGGATTAC
AGGTGTGAGCCACCGTACCTGGCCCATGTACTTCTT
ACTTAGTTTTTCTTCCCGCGTCTTATGTTTACATTT
GCAATTATGTCTTCTTCTTTCAACAAATATTACAGGT
TTTCATAATCTCAAATATTTGTTTTTAGAGCATGATG
TAATGTTCCTTTGCATTAGGTACACTGATTGTGGGTT
TCCAACAAAAAGTTTTCAGGTCTAAAAATGATCACA
TCATGCAGTATACCCAGGAATCAAACCTGCACATCTAT
CCCCTAAGTCTAAAAATGAAAGTTGAAAAAAATAAA

AATTATATAAGAAAAAAATTATCACAGTGTTTTATAA
AATAAGAAAGCAGACCACGCGTGGTGACTGAGG
CTTGTAATCCCAGCACTTTAGGAGGCCAAGGCAGGC
GGATTGCTTTAGCTCAGGAGTTTGAGGCCAGCCTGG
CCGAAATGGTGAAACTCTGTCTCTACAAACACACAC




ACACACACACGGTGAAACTCTGTCTCTACAAACACA
CACACACACACACACACACACACACAAATTTAGCCA
GGCATGGTGGCACATGCCTGTAGTCCCAGCTACTC
GGGAGGCTGAGGTGGGAGGATTGCTTGAGCTTGGG
AGGCAGAGGCTGCGGTGAGCGAAGATCACACCACT
GCACTCCAGCCTGGGCGCCAGAGCAAGACTCTGTCT
ACAAAAAACAACAAACAGAAACAGCAATTTGCCAG
GTAAGCCTTTTATGTTGCCTTTGATAGTTTTATAGAT
CCTTGGGATTTTTGCTCACTTAGGTTTATGATTGAAT
GTGTATCCCATCTAACTGTGTACTTGATATTTGCTTTT
AAAACAAACTCCTGTTAGAAGTAAATGTTGAAAGAGA
GGGCTAGGTTGTTTTTTTTATATTCATTCAGTCATTGA
TTCATTTATTTATTTATTCAGGGTCTTGGCTGTGTTACC
TAGGCTGGAGTGTGAGAGTATGATCATGGCTCACTGCA
GCCTAGACCTCTTGGATTCAAATGATGCTCCCACTT
CAGCCTCCCAAGTAGCTGGGACCACAGGTGCACACC
ACCATGTCCAGCTAATTTTTAGATTTTTTTGTAGAG
ACATGGTCTTTCTGTGTTGCCCCGGCTGGTCTCGTA
CTCCTGGCTTCAAGCAATGGCCCCACCTTGGCCTCC
CAAAATGAAGATTACAAGTGTGAGCCACTGTGCCTA
ATTGATTTTTTTATTGGAAATTTTGATACTGTTACGT

TGTCACTGAGGCAGACAACTTAAAAATAATCTTGA
GTATCATTCTGTGCCGATGTTAGAATTTAATATGCT
GTTCGTAGGCCAGGCTCAGTAGCTCACGCCTGTAAT
CTCAGCACTTTGGGACGCCAAAAGCAGGAGGATC

TCTTGAGCCCCCAGGAGTTTGAGACAAGCCTGGGC
AGCATAAAGAGACCCCCATCTCTAAAAAAAAAAAA
ATAGAAAAATTAGCCAGACATGATGATGCCAACCTG
TAGTCCTGGCTACTTGGGAAGCTGAGGTAGGAGGAT
CGCTTGAGCCCAGGAATTTGAGGCTGCAGTGAACTA
TGATTACACCACTGTACTCCAGCCAGGGTGACAGAG
CAAGACCCTATCTCTAAAACTATTTTTAAAAATAAA

ACAATATGTTGTTCATATTATCCTAATGTAGTGTTTTAC
TGAATAGAATTCCTTAAAGGATTCTTTTCCCCAAGGA
TATTAACTCAAGGTAAATTATAATAGGATTGCAGATAA
ATTAAGCATCTTTATCTTTGATTACAGAGATATTTAGCA
TATGACTATAGATAATTTCCCCTTCATATTTTCTTGGGC
TTCTAGTATTTATGTATCAAGAAAATTATTTCCTTATGT
TTGAAATGGTGACATTTCTGAAATGTACCAGCAGAG
GATACAGGGATTTTTGTTTGTTTTTCATTTTCTTATTTA

CTGAAGAAATAAAGGCATTTTAGTTTATAAATGGACT
GTTTCTTTTTTCCAGGAAAACTAATATTCATAATTATG
GGAAAACCGTGGTCTCTTCAAAAG

Inserted fragment
LINCO00467-Wt
5'-Kpnl

GGGGTACCGCAATTATGTCTTCTTCTTTCAACAAATA
TTACAGGTTTTCATAATCTCAAATATTTGTTTTTAGA
GCATGATGTAATGTTCCTTTGCATTAGGTACACTGAT
TGTGGGTTTCCAACAAAAAGTTTTCAGGTCTAAAAA
TGATCACATCATGCAGTATACCCAGGAATCAAACCTG
CACATCTATCCCCTAAGTCTAAAAATGAAAGTTGAA
AAAAATAAAAATTATATAAGAAAAAAATTATCACCT
CGAGCCG

Xhol-3'

LINC00467-Mut
5'-Kpnl

GGGGTACCGCAATTATGTCTTCTTCTTTCAACAAAT
ATTACAGGTTTTCATAATCTCAAATATTTGTTTTTAG
AGCATGATGTAATGTTCCTTTGCATTAGGTACACTGA
TTGTGGGTTTCCAACAAAAAGTTTTCAGGTCTAAAT
TAGTTCAGAACTACGTCAATACCCAGGAATCAAACCT
GCACATCTATCCCCTAAGTCTAAAAATGAAAGTTGA
AAAAAATAAAAATTATATAAGAAAAAAATTATCAC
CTCGAGCCG

Xhol-3'
(C) KPNA4 3'-UTR sequence and KPNA4-Wt/Mut fragment

AAAGATGTTGTGGAAGTTAGGTACAATGCAGCACTG
AGACATATATATATATATGTGTGTGTGTGTGTATATGT
GTGTGTGTATATATATATATATATACACACATATATAT
AAAAAGGTTTGATCCATCCAGCTTGGCTCATGGGAT
CTGCTGCTGCATTAATCGGGAAAGAAAATGTGAAG
ATTTCATTTGGAATCACCGAAAATGCCCGAATGAGG
TCAAGATGGCGAGTGGGTGCGAGTGAGAATGAGTG
GCAAATGTAATGAAAACTTTACATGGATGCTTATTT
AGGTTGTTCAAAGTAAAAAGGGCTACAGGTCACAG
ATCTCCAGTGCCTGAGAAGGAACATTGACTTACTCT
ATATCAATTGAGGGGAAAGTGAAGTACTGTCATCTT
TAAGCCTTGTAAGCATAAAAGAAAACAGAATGCCC
ATATAAGTCAAGGAAATGAGCCCAGGCCTTGCTATG
AAGCAGTGTGTGAATGGACGATGTTGAATGAATGTC
TGGCTCAGTGAGAGAGCCAGGTTCATCTTTCAAATC
TAGGGCTCTTCACTCATGAAGCAGACTCCCTAGTCC
TGGAGTGACTGTGTACGAGAGAGTGTTTGTGGTGCT
GTATGTGAACGCATGCAAGCTTGATTCGCCTGCAG
GGGCTGATAACAAACCTAGTAAATCATCAAAATGAG
ATCACAGGTGTTAATGTACACTGGACATGAAAAAAA
AAAAAAAGACCGGTTTAGCAGCAGACATTGGTTTA
CTCTGCAGCCTGTGTTTTCTATTTTCCCTCTCCTTCC
CTACCCCACTCCCTTTTCTTTTCTTCAGTTTTTATTT
ACTTTACCTAGTATGGCTTTTTTAGTTGTTTCTCAAG
TCAGAAAACTTCAGGAAGGTTTCCCTGGCATTTGCA

CCAGATGAATGTTTGATGCTATGAAAAGCTTTCCATA

TCATCAAAACTAATTGTGTAGATTTTTGCATGAAAAA
AATCATAAATTTCCCTCAAAATAGACTGTGTTGCATA

CACAAGTTGCCATAATAGTATAAAACAATAAAATGTG

CTTAAAAGGCCATCCTTTTCTTTTCAGAGTTAACATA

AAGATCTTTGCATGAGATAAATCTACAGCATAGTTCA
TTTTTGATTTTGTTGAATCCTGTAACGAAGAAGAAA
AAGTTTCAGTTGTGATAGAATACCGTGCGTGTTTAA
ATGTTACTTGTTTTCAAACTTTGTTTTCTATGAAAAT
GATATGGAAACTTCAAAATGGAATTTGGTGCATATG
TACTGCTGAATAAAGACCGGTGAAGAGGTTTGAGTA
CTGTACAAATCAAGTAATGGTTTGAACAACTTTAAT
AATATGCCTAATCTGTTCAGTTGTTTAGAATCTTTTT
ATCTTAGATGTAGGCAGCCATGAACAATCTATTTTGA
GCCACTTTAGGAGAAAACTTTGTATTTTTAAAACTT

GCATAAAAGTTATGCAAGTGTTTTTTATAAATGGAA
TAATGCCTCAGTTTTGAGGTTATGCACACTAAATTA
AATGTGACATAAATTAATTGTAAAAATAAAAACTC




TTTATAAGGTGGCTCATTGTAGGAAATCCTGTGCCT
TCCCCTT

Inserted fragment
KPNA4 Wt
5'-Kpnl

GGGGTACCGGTTTCCCTGGCATTTGCACCAGATGAA
TGTTTGATGCTATGAAAAGCTTTCCATATCATCAAA
ACTAATTGTGTAGATTTTTGCATGAAAAAAATCATA
AATTTCCCTCAAAATAGACTGTGTTGCATACACAAG
TTGCCATAATAGTATAAAACAATAAAATGTGCTTAA
AAGGCCATCCTTTTCTTTTCAGAGTTAACATAAAGAT
CTTTGCATGAGATAAATCTCGAGCCG

Xhol-3'
KPNA4 Mut
5'-Kpnl

GGGGTACCGGTTTCCCTGGCATTTGCACCAGATGAA
TGTTTGATGCTATGAAAAGCTTTCCATATCATCAAA
ACTAATTGTGTAGATTTTTGCATGAAAAAAATCATA
AATTTCCCTTAGUCACGGACTACGTCACACAAGTTG
CCATAATAGTATAAAACAATAAAATGTGCTTAAAAG
GCCATCCTTTTCTTTTCAGAGTTAACATAAAGATCTT
TGCATGAGATAAATCTCGAGCCG

Xhol-3'



Figure S1. Examination of transfection efficiency. (A) Knockdown efficiency of the miR-217 inhibitor was validated by RT-qPCR.
(B) Overexpression efficiency of LINC00467 was validated by RT-qPCR. "P<0.05. RT-gPCR, reverse transcription-quantitative
PCR; miR, microRNA; NC, negative control.
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