
Figure S1. Transfection efficiency of knockdown or overexpression was further quantified by measuring the density of the band 
of western blots. Student's t‑test was used to evaluate the difference between two groups. (A) TRIM67 levels were upregulated 
with the transfection of TRIM67 plasmid compared with the corresponding controls. Results are expressed as the mean ± SD. 
(B) Quantitative data demonstrating that TRIM67 levels were significantly downregulated with the transfection of the TRIM67 
siRNA. Results are expressed as the mean ± SD. ***P<0.001. 



Figure S2. Identified differentially expressed genes was uploaded to Ingenuity Pathway Analysis tools and pathway analysis was 
performed. The enriched pathways are presented. Green represents downregulated genes. Red represents upregulated genes.



Figure S3. Representative figures of Annexin V staining for detection of apoptosis. (A) Cells were transfected with non‑targeting 
control siRNA or TRIM67 siRNA and treated with control vehicles or GA‑13315. Cell flow cytometry was performed to measure 
the levels of Annexin V‑positive cells. TRIM67 siRNA decreased the levels of GA‑13315‑induced apoptosis in A549 and H460 cell 
lines. (B) Cells were treated with C, GA‑13315 or GA‑13315 + NBD (GA + NBD), and apoptotic cells were measured by Annexin 
V assay. siRNA, small interfering RNA; TRIM67, tripartite motif containing 67; GA/GA‑13315, 13‑chlorine‑3,15‑dioxy‑gibber‑
ellic acid methyl ester; C, control vehicle; NBD, NEMO‑binding domain; FITC, fluorescein isothiocyanate; PE, phycoerythrin; 
PI, propidium iodide.



Table SI. Forward and reverse primer pairs used in quantitative polymerase chain reaction.

Gene Genebank ID Forward  Reverse

TRIM67 NM_001004342.3 5' TCTGACTTTGGACAGCGAGC 5' GGTGGCACCCTACATTTCAT
FBXO15 NM_152676.2  5' CCGCTCTCTTCACCGTGTAT 5' GCCCCTTTCCTTCTCACGTT
NFKB2 NM_001077494.3 5' AAAAGAGGGAGGAGGGCCTTTA 5' CGTGGATCCGAGTGTCGTCG
FAS NM_000043.5 5' ACTGTGACCCTTGCACCAAA 5' AGACAAAGCCACCCCAAGTT
BIRC3 NM_001165.4 5' GGGCAGCAGGTTTACAAAGG 5'TCCCTTTAAGGATTTTAGGTCTCCA
PDK1 NM_002610.4 5' ATCCTCTTCCACCATCAAGGC 5' AGTGCAAGCCCCCTAATTACC
CDKN2D NM_079421.2 5' CGAGGAGGAGGGAGGGC 5' TGCCAAACATCATGACCTGC
FOS NM_005252.3 5' CAGACTACGAGGCGTCATCC 5' TCTGCGGGTGAGTGGTAGTA
JUNB NM_002229.2 5' CCACCTCCCGTTTACACCAA 5' GAGGTAGCTGATGGTGGTCG
BCL11B NM_138576.3 5' CGGGCGATGCCAGAATAGAT 5' CTCCACATGGTCAGCCTCTG
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