Figure S1. Module analysis of the non-functioning pituitary adenoma-related IncRNA-mRNA network using Molecular Complex
Detection. (A and B) IncRNA-mRNA interactions in two modules and pathway enrichment of protein-coding genes in each
corresponding module. (A) Module 4 and (B) Module 5. Square nodes represent IncRNAs and elliptical nodes represent mRNAs.
Red indicates upregulation and green indicates downregulation. Inc, long non-coding.
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Figure S2. Module analysis of the non-functioning pituitary adenoma-related IncRNA-mRNA network by Molecular Complex
Detection. (A-C) IncRNA-mRNA interactions in three modules and pathway enrichment of protein-coding genes in each corre-
sponding module. (A) Module 6, (B) Module 7 and (C) Module 8. Square nodes represent IncRNAs and elliptical nodes represent

mRNAs. Red indicates upregulation and green indicates downregulation. Inc, long non-coding.

A FOXF2
AP1G2

sTIL ANKRmsc ;38
RHBDF2 g 4.»4

'IAOKZ

upxam ,,L PIGA
PNPLAE
REEP4
GOLIM4
n:uns
sum
TAPY‘ FIGNU
HMGCR
FNTE PDZDB
FAM‘ 898
suco
RETSAT CZCDZL

EPNXt NPZAG

ZWINT

RP11-116N8 2

2ZNF6%

MMP2

PPPIR21

THBS3
PDESB
anHcs UEB
KCNB‘ C1or143
B RPS20 TXN2
|  socep HAUS2 SLC25A3
sk
FLT3  jppk  TMEM128
\ / Movio
°LE°5“ GPR114 NONO
s MaTRs  CPK1S
(7 uFAn‘/ z
\\ cos1 zrvvsm C0a%) g
ATF2

KLRF1_ YSPAN /
LPART \ NDRG‘ SMAD3
NCSTN- s
SNX15 - //

SPGz1 — REEPS

/ CFTR
PTPNS SQRDL—
=
FAM160A: \ e
4

Shx1 HMBOX\ i

R"F‘ TENCI

SA
S‘PRZ vwm LINC01203 myYc Junb
ADGRB

LMNA o

RP11-61512.1  TNFRSF10C \\

Cdorfzr  RP1-249142

-

KCNJ3

KCNJS  FAM1188

BIRCS. Clorf43
ADRB2

RARG  LRRC1

C e 9 T

e \ | / s
MIR18A / MECP2
sz \ T
-..m e e
mm ot / ureaaz
mam ,,m iz wraon
mzzoc // /
mum MIRLET?D \\\ // / wRie-2 / k1A
wovio W
~ A . /
sz
s
202 \\\\\\ \\ W, /" /
R
w-\ \ / il e _
\\mu @ = /wmzez
wor
e
e
wriss / 2T =urioen1—— mr1se
) %h\ M\mw
\ IKIF
) = — .
2 - N o™ = .
m \ .,.,.mc\ e~ - =
wRLEn ma'n i \ = wors
wexsc

m‘.\\ S / / /"”"w

% | B
St e \ m\\ saa / S
P o
No2z_ X o
e -
e _—
/vauu/ B

o mz§

| eamt e &
=\ Leete  Hom Pren " e
e B -
D \ X \« Il W,L// s - \M
N nwm TAPS-4 Gt / SPRTN Amum
1
\ 1]/ e W .w.,
KRTAPSS__Lceen PLSGRT // popaRA TREVS / ocmmzAsu
SO V// e~ v

et = 1
! EGN2 =T ‘: > Gl LGAI.SIG
e TESKt ol mu ucm Lo

= s —
mnm——"’"
W N

= cvmn /

usta Kkvmz

ms
s
HEXIM2 MAPKEP ‘ \\vﬂ F‘M‘ ‘SA
=
m

=5 e oA

il / m!, mm.m

nUBP1 .

sww

ration

o
-
N
w
N

-Log10 P-value

| activity

2 3 4
-Log10 P-value

o
N

thway

hway

oagulation

1 2 3 4 5

o

-Log10 P-value



Figure S3. Analysis of hub genes and module gene expression levels in recurrence at =5 years (red boxes) or <1 year (blue
boxes), including (A) REEP6, (B) SQRDL, (C) KCNJ6, (D) ANXA2, (E) SPRY2, (F) KCNS3, (G) ITM2C, (H) THBS2,
(D RP11-402C9.1, (J) LINCO01203, (K) RP11-479G22.8, (L) RP11-61512.1, (M) RP1-24914.2, (N) RP11-116N8.2 and
(O) RP11-288L.9 4. FC, fold-change.
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