
Table SIII. Association between the genetic alterations of CHEK2 and TP53 genes and their protein expression levels. 

A, c.319+379A>G (EOGC, n=26; CGC, n=17)   

Expression EOGC, n (%) CGC, n (%) P-value

CHEK2-nucleus high 23 (88) 13 (76) 0.536
CHEK2-nucleus low 3 (12) 4 (24) 
CHEK2-cytoplasmic high 7 (27) 10 (59) 0.076
CHEK2-cytoplasmic low 19 (73) 7 (41) 
p-CHEK2-nucleus high 8 (31) 14 (82) 0.003a

p-CHEK2-nucleus low 18 (69) 3 (18) 
p-CHEK2-cytoplasmic high 6(23) 9 (53) 0.093
p-CHEK2-cytoplasmic low 20 (77) 8 (47) 

B, c.252A>G (EOGC, n=2; CGC, n=3)   

Expression EOGC, n (%) CGC, n (%) P-value

CHEK2-nucleus high 1 (50) 2 (67) 0.709
CHEK2-nucleus low 1 (50) 1 (33) 
CHEK2-cytoplasmic high 0 (0) 2 (67) 0.576
CHEK2-cytoplasmic low 2 (100) 1 (33) 
p-CHEK2-nucleus high 0 (0) 3 (100) 0.192
p-CHEK2-nucleus low 2 (100) 0 (0) 
p-CHEK2-cytoplasmic high 1 (50) 2 (67) 0.709
p-CHEK2-cytoplasmic low 1 (50) 1 (33) 

C, c.1246A>G (EOGC, n=2; CGC, n=3)   

Expression EOGC, n (%) CGC, n (%) P-value

CHEK2-nucleus high 2 (100) 3 (100) -
CHEK2-nucleus low 0 (0) 0 (0) 
CHEK2-cytoplasmic high 0 (0) 3 (100) 0.192
CHEK2-cytoplasmic low 2 (100) 0 (0) 
p-CHEK2-nucleus high 0 (0) 3 (100) 0.192
p-CHEK2-nucleus low 2 (100) 0 (0) 
p-CHEK2-cytoplasmic high 1 (50) 2 (67) 0.709
p-CHEK2-cytoplasmic low 1 (50) 1 (33) 

D, c.1245C>T(EOGC, n=2; CGC, n=3)   

Expression EOGC, n (%) CGC, n (%) P-value

CHEK2-nucleus high 2 (100) 3 (100) -
CHEK2-nucleus low 0 (0) 0 (0) 
CHEK2-cytoplasmic high 0 (0) 3 (100) 0.192
CHEK2-cytoplasmic low 2 (100) 0 (0) 
p-CHEK2-nucleus high 0 (0) 3 (100) 0.192
p-CHEK2-nucleus low 2 (100) 0 (0) 
p-CHEK2-cytoplasmic high 1 (50) 2 (67) 0.709
p-CHEK2-cytoplasmic low 1 (50) 1 (33) 

E, c.215C>G (EOGC, n=26; CGC, n=17)   

Expression EOGC, n (%) CGC, n (%) P-value

p53-positive 14 (54) 10 (59) 0.994
p53-negative 12 (46) 7 (41) 



Table SIII. Continued. 

F, c.639A>G (EOGC, n=1; CGC, n=3)   

Expression EOGC, n (%) CGC, n (%) P-value

p53-positive 1 (100) 1 (33) 0.248
p53-negative 0 (0) 2 (67) 

aP<0.05. p-CHEK2, phosphorylated checkpoint kinase 2; GC, gastric cancer; EOGC, early-onset GC; CGC, conventional GC.


