
Table SI. Mutational profiles of 199 Chinese patients with 
sarcoma.

Gene CNV FUS LONG SNV Ratio, %

TP53 7 6 2 64 39.70
CDKN2A 33 1 3 1 19.10
CDKN2B 30 0 0 0 15.08
KIT 4 0 0 24 14.07
ATRX 3 0 0 17 10.05
RB1 9 2 2 7 10.05
MDM2 19 0 0 0 9.55
PTEN 4 0 0 14 9.05
TERT 9 1 0 8 9.05
CDK4 17 0 0 0 8.54
FRS2 15 0 0 1 8.04
CCND3 12 0 0 0 6.03
LRP1 3 3 3 3 6.03
NCOR1 10 0 0 2 6.03
NF2 1 1 1 9 6.03
VEGFA 11 0 0 1 6.03
PIK3CA 2 0 0 9 5.53
IGF1R 9 0 0 1 5.03
MAP2K4 10 0 0 0 5.03
NF1 3 0 0 7 5.03
ARID1A 0 0 0 9 4.52
EWSR1 0 8 0 1 4.52
FAM135B 3 0 0 6 4.52
FGFR1 4 0 0 5 4.52
KRAS 0 0 0 9 4.52
MCL1 9 0 0 0 4.52
SS18 0 9 0 0 4.52
IL7R 8 0 0 0 4.02
LRP1B 3 0 2 3 4.02
FGF10 7 0 0 0 3.52
GID4 7 0 0 0 3.52
GLI1 6 0 0 1 3.52
KMT2D 0 1 0 6 3.52
NTRK1 4 2 0 1 3.52
NTRK3 1 4 0 2 3.52
JUN 6 0 0 0 3.02
ATM 0 0 0 6 3.02
BRCA2 2 1 0 3 3.02
CCNE1 6 0 0 0 3.02
GNAS 1 0 0 5 3.02
JAK3 0 4 0 2 3.02
KDM5A 3 0 0 3 3.02
LYN 4 1 0 1 3.02
PRKDC 6 0 0 0 3.02
RICTOR 6 0 0 0 3.02
AXL 5 0 0 0 2.51
BCOR 0 0 0 5 2.51
CTNNB1 0 0 0 5 2.51
EGFR 2 1 1 1 2.51
PTK2 5 0 0 0 2.51
RAC1 3 0 0 2 2.51
RAD52 4 1 0 0 2.51
ROS1 1 3 0 1 2.51
SETD2 0 0 0 5 2.51
TBX3 3 0 0 2 2.51
TYK2 5 0 0 0 2.51
AKT2 4 0 0 0 2.01
AURKB 4 0 0 0 2.01

Table SI. Continued.

Gene CNV FUS LONG SNV Ratio, %

BAP1 2 0 1 1 2.01
CCND2 4 0 0 0 2.01
CHD2 0 0 3 1 2.01
COL1A1 2 1 0 1 2.01
ERBB3 2 0 0 2 2.01
ERBB4 0 0 0 4 2.01
FGF23 3 0 0 1 2.01
FLT4 0 0 0 4 2.01
GLI2 3 0 0 1 2.01
HRAS 2 0 0 2 2.01
KDM5C 2 0 0 2 2.01
KDM6A 3 0 0 1 2.01
KMT2C 0 0 0 4 2.01
MYC 3 0 0 1 2.01
PDGFB 0 4 0 0 2.01
PDGFRA 2 1 0 1 2.01
PREX2 4 0 0 0 2.01
SSX1 1 3 0 0 2.01
AMER1 1 0 0 2 1.51
BRAF 0 0 0 3 1.51
BRD4 2 1 0 0 1.51
BTK 0 0 0 3 1.51
CAMTA1 0 2 0 1 1.51
CHD4 2 0 0 1 1.51
CIC 0 0 0 3 1.51
CRLF2 3 0 0 0 1.51
DDR2 3 0 0 0 1.51
EPHA3 2 0 0 1 1.51
EPHA5 1 0 0 2 1.51
ETV5 1 1 0 1 1.51
ETV6 0 1 2 0 1.51
FGF6 3 0 0 0 1.51
FGFR2 1 1 0 1 1.51
FLCN 0 0 1 2 1.51
FLI1 1 2 0 0 1.51
FUBP1 2 0 1 0 1.51
FUS 0 3 0 0 1.51
HDAC9 3 0 0 0 1.51
KDR 2 0 0 1 1.51
MDM4 2 0 0 1 1.51
MST1R 0 0 0 3 1.51
MTOR 0 0 0 3 1.51
NOTCH2 1 0 0 2 1.51
NOTCH3 1 0 0 2 1.51
NSD1 1 0 0 2 1.51
PRKACA 3 0 0 0 1.51
PRKAR1A 3 0 0 0 1.51
PTCH1 0 0 0 3 1.51
PTPN11 3 0 0 0 1.51
RBM10 0 0 0 3 1.51
RET 1 0 0 2 1.51
SMARCA4 0 1 0 2 1.51
SOX2 3 0 0 0 1.51
SPEN 0 1 0 2 1.51
STAG2 0 0 0 3 1.51
SUFU 0 0 0 3 1.51
TSC2 0 0 0 3 1.51
ACVR2A 2 0 0 0 1.01
ADGRA2 2 0 0 0 1.01



Table SI. Continued.

Gene CNV FUS LONG SNV Ratio, %

AKT1 2 0 0 0 1.01
ARAF 2 0 0 0 1.01
ARID2 0 0 0 2 1.01
BCL2L2 2 0 0 0 1.01
BLK 1 0 1 0 1.01
BLM 0 0 0 2 1.01
CARD11 1 0 0 1 1.01
CCND1 2 0 0 0 1.01
CDK6 1 0 0 1 1.01
CDKN1B 0 0 0 2 1.01
CHEK1 0 0 0 2 1.01
CHEK2 0 0 0 2 1.01
CREBBP 0 0 0 2 1.01
CRKL 2 0 0 0 1.01
DICER1 0 0 0 2 1.01
ESR1 1 0 0 1 1.01
FANCD2 1 1 0 0 1.01
FAT3 0 0 0 2 1.01
FAT4 0 0 0 2 1.01
FGF3 1 0 0 1 1.01
FOS 2 0 0 0 1.01
FOXP1 2 0 0 0 1.01
FYN 2 0 0 0 1.01
GATA4 2 0 0 0 1.01
GLI3 1 0 1 0 1.01
GNA13 2 0 0 0 1.01
GRM3 1 0 0 1 1.01
IGF2 2 0 0 0 1.01
INPP4B 1 0 0 1 1.01
KEAP1 0 1 0 1 1.01
MAP2K1 1 0 0 1 1.01
MED12 0 0 0 2 1.01
MET 2 0 0 0 1.01
MS4A1 2 0 0 0 1.01
MYB 1 0 0 1 1.01
NFIB 2 0 0 0 1.01
NRAS 0 0 0 2 1.01
NRG3 0 0 0 2 1.01
PARP4 0 1 0 1 1.01
PAX5 1 0 0 1 1.01
PBRM1 2 0 0 0 1.01
PIK3C2B 2 0 0 0 1.01
PIK3CG 0 0 0 2 1.01
PIK3R1 0 0 1 1 1.01
PMS2 1 0 0 1 1.01
POLB 1 0 0 1 1.01
POLE 0 1 0 1 1.01
PRKCI 2 0 0 0 1.01
RAD50 0 0 0 2 1.01
RB1  0 2 0 0 1.01
SDHA 0 0 1 1 1.01
SMAD2 0 0 0 2 1.01
SPTA1 0 0 0 2 1.01
SRMS 1 0 0 1 1.01
STK11 0 1 0 1 1.01
STK24 2 0 0 0 1.01
TEK 1 0 0 1 1.01
TFE3 1 1 0 0 1.01
TGFBR1 0 0 0 2 1.01

Table SI. Continued.

Gene CNV FUS LONG SNV Ratio, %

TNFSF13B 2 0 0 0 1.01
TOP1 2 0 0 0 1.01
WT1 0 0 0 2 1.01
YES1 2 0 0 0 1.01
ZNF217 2 0 0 0 1.01
ZNF703 2 0 0 0 1.01
ABL2 1 0 0 0 0.50
ACVR1B 0 0 0 1 0.50
AKT3 0 0 0 1 0.50
ALK 1 0 0 0 0.50
APC 0 0 0 1 0.50
APEX1 1 0 0 0 0.50
AR 0 0 0 1 0.50
ARFRP1 1 0 0 0 0.50
ARID1B 0 0 0 1 0.50
AURKA 1 0 0 0 0.50
AXIN1 0 0 0 1 0.50
BARD1 0 0 0 1 0.50
BCL6 1 0 0 0 0.50
BCORL1 0 0 0 1 0.50
BRCA1 0 1 0 0 0.50
CASP8 0 0 0 1 0.50
CDK8 1 0 0 0 0.50
CDKN2A,  0 0 1 0 0.50
CDKN2B
CFTR 0 0 0 1 0.50
CREB3L1 1 0 0 0 0.50
CYP2D6 0 0 0 1 0.50
DAXX 0 0 0 1 0.50
EPCAM 1 0 0 0 0.50
EPHB1 0 0 0 1 0.50
ERCC1 1 0 0 0 0.50
ERG 1 0 0 0 0.50
ERRFI1 0 0 0 1 0.50
ETV1 1 0 0 0 0.50
FANCA 0 1 0 0 0.50
FANCF 1 0 0 0 0.50
FAT1 0 0 0 1 0.50
FEV 0 1 0 0 0.50
FGF14 1 0 0 0 0.50
FGF19 1 0 0 0 0.50
FGF4 1 0 0 0 0.50
FGFR4 0 0 0 1 0.50
FH 0 0 0 1 0.50
FLT1 0 0 0 1 0.50
FOXO1 1 0 0 0 0.50
GATA1 1 0 0 0 0.50
GATA6 1 0 0 0 0.50
GNA11 1 0 0 0 0.50
GSK3B 0 0 0 1 0.50
HNF1A 0 0 0 1 0.50
HSD3B1 1 0 0 0 0.50
HTATIP2 1 0 0 0 0.50
IDH2 0 0 0 1 0.50
IKBKE 1 0 0 0 0.50
INHBA 1 0 0 0 0.50
Intergenic 0 0 1 0 0.50
IRF2 1 0 0 0 0.50
IRS2 0 0 0 1 0.50



Table SI. Continued.

Gene CNV FUS LONG SNV Ratio, %

JAK1 1 0 0 0 0.50
JAK2 0 0 0 1 0.50
KDM5B 1 0 0 0 0.50
KEL 0 0 0 1 0.50
KMT2A 0 0 0 1 0.50
LZTR1 1 0 0 0 0.50
MACC1 1 0 0 0 0.50
MAGI2 1 0 0 0 0.50
MAP2K2 1 0 0 0 0.50
MAP3K1 1 0 0 0 0.50
MAP3K13 1 0 0 0 0.50
MITF 0 0 0 1 0.50
MPL 0 0 0 1 0.50
MSH6 0 0 1 0 0.50
NCOA2 0 0 0 1 0.50
NFE2L2 1 0 0 0 0.50
NKX2-1 1 0 0 0 0.50
NOTCH4 1 0 0 0 0.50
NR4A3 1 0 0 0 0.50
NSD2 1 0 0 0 0.50
NTRK1  0 1 0 0 0.50
PALB2 0 1 0 0 0.50
PARP1 0 0 0 1 0.50
PARP2 1 0 0 0 0.50
PDGFRB 0 0 0 1 0.50
PDK1 0 0 0 1 0.50
PIK3CD 0 1 0 0 0.50
PKD2 1 0 0 0 0.50
POLD1 1 0 0 0 0.50
PTK6 1 0 0 0 0.50
RAD51 1 0 0 0 0.50
RAD51C 1 0 0 0 0.50
RAD51D 1 0 0 0 0.50
RAF1 1 0 0 0 0.50
RANBP2 0 0 0 1 0.50
RARA 1 0 0 0 0.50
RELA 0 0 0 1 0.50
RIT1 0 0 0 1 0.50
RUNX1 0 0 1 0 0.50
SMAD4 0 0 1 0 0.50
SMARCB1 1 0 0 0 0.50
SOX9 0 0 0 1 0.50
SRC 1 0 0 0 0.50
TAF1 1 0 0 0 0.50
TCF7L2 0 0 1 0 0.50
TET1 0 0 0 1 0.50
TET2 0 0 0 1 0.50
TGFBR2 0 0 0 1 0.50
TIE1 0 0 0 1 0.50
TMPRSS2 1 0 0 0 0.50
TNFRSF14 0 0 0 1 0.50
VGLL3 0 0 0 1 0.50
WISP3 1 0 0 0 0.50
XPO1 0 1 0 0 0.50

CNV, copy number variations; FUS, gene fusion; LONG, long indel; 
SNV, single nucleotide variants.


