
Figure S1. Active (blue text) and inactive compounds from the Published Kinase Inhibitor Set within the ‘furopyrimidines and 
related’ chemotype series that were selected from the phenotypic and viability screen of MCF7‑CXCR4‑ΔCTD compared with 
MCF7‑fulvestrant‑resistant cells. Representative images captured using brightfield microscopy are shown (magnification, x4). 
ΔCTD, truncated COOH‑terminal domain; CXCR4, chemokine receptor 4.



Figure S2. Active (blue text) and inactive compounds from the Published Kinase Inhibitor Set within the ‘4‑hydrazinly pyrazo‑
lopyrimidine’ chemotype series that were selected from the phenotypic screen of MCF7‑CXCR4‑ΔCTD compared with 
triple‑negative breast cancer cell lines (MDA‑MB‑231, BT‑549 and MDA‑MB‑157). Representative images captured using 
brightfield microscopy are shown. ΔCTD, truncated COOH‑terminal domain; CXCR4, chemokine receptor 4.



Figure S3. Active (blue text) and inactive compounds from the Published Kinase Inhibitor Set within the ‘oxindole’ chemotype 
series that were selected from the phenotypic screen of MCF7‑CXCR4‑ΔCTD compared with triple‑negative breast cancer cell 
lines (MDA‑MB‑231, BT‑549 and MDA‑MB‑157). Representative images captured using brightfield microscopy are shown. 
ΔCTD, truncated COOH‑terminal domain; CXCR4, chemokine receptor 4.



Figure S4. Active (blue text) and inactive compounds from 
the Published Kinase Inhibitor Set within the ‘2,4‑dianilino 
pyrrolopyrimidines’ chemotype series that were selected from 
the phenotypic and viability screen of MCF7‑CXCR4‑ΔCTD 
compared with MCF7‑FR cells. Representative images 
captured using brightfield microscopy are shown. ΔCTD, 
truncated COOH‑terminal domain; CXCR4, chemokine 
receptor 4; FR, fulvestrant‑resistant.



Figure S5. Active (blue text) and inactive compounds 
from the Published Kinase Inhibitor Set within the ‘2‑aryl 
3‑pyridimidinyl pyrazolopyridazines’ chemotype series 
that were selected from the phenotypic and viability screen 
of MCF7‑CXCR4‑ΔCTD compared with MCF7‑FR cells. 
Representative images captured using brightfield micros‑
copy are shown. ΔCTD, truncated COOH‑terminal domain; 
CXCR4, chemokine receptor 4; FR, fulvestrant‑resistant.



Figure S6. Active (blue text) and inactive compounds from 
the Published Kinase Inhibitor Set within the ‘3‑amino 
pyrazolopyridines’ chemotype series that were selected from 
the phenotypic and viability screen of MCF7‑CXCR4‑ΔCTD 
compared with MCF7‑FR cells. Representative images 
captured using brightfield microscopy are shown. ΔCTD, 
truncated COOH‑terminal domain; CXCR4, chemokine 
receptor 4; FR, fulvestrant‑resistant.



Figure S7. Active (blue text) and inactive compounds from the 
Published Kinase Inhibitor Set within the ‘maleimide’ chemo‑
type series that were selected from the phenotypic and viability 
screen of MCF7‑CXCR4‑ΔCTD compared with MCF7‑FR 
cells. Representative images captured using brightfield micros‑
copy are shown. ΔCTD, truncated COOH‑terminal domain; 
CXCR4, chemokine receptor 4; FR, fulvestrant‑resistant.



Figure S8. Active (blue text) and inactive compounds from the 
Published Kinase Inhibitor Set within the ‘furopyrimidines 
and related’ chemotype series that were selected from the 
phenotypic and viability screen of MCF7‑CXCR4‑ΔCTD 
compared with MCF7‑FR cells. Representative images 
captured using brightfield microscopy are shown. ΔCTD, 
truncated COOH‑terminal domain; CXCR4, chemokine 
receptor 4; FR, fulvestrant‑resistant.



Figure S9. Kinases selectively inhibited by ‘active’ compounds alone compared with ‘inactive’ compounds in the same chemo‑
type. Heat map of (A) the maleimide chemotype and (B) the 3‑amino‑pyrazolopyridines chemotype classes. Percent kinase 
activity is represented in the heat maps, with green indicating high activity and red low activity. Compounds in blue were 
identified as ‘hits’ in the screen. All cells were treated at 1 µM inhibitor for 72 h.


