
Figure S1. ROC analysis for comparison of the three lncRNA 
predictive models was performed. The AUC of ROCs indicated 
the 4‑lncRNA model (0.718) from the present study was better 
than those in the other studies (3‑lncRNA signature: 0.664; 
5‑lncRNA signature: 0.603). ROC, receiver operating curve; 
lncRNA, long non‑coding RNA; AUC, area under the curve.


