Figure S1. Flow cytometry analysis of cell cycle distribution. Cells were transfected with si-NC, si-LINC00460, si-LINC00460+
miR-NC inhibitor or si-LINC00460+miR-320b inhibitor for 24 h, the cell cycle distribution was analyzed via flow cytometry.
NC, negative control; miR, microRNA; LINC00460, long non-coding RNA 00460; siRNA, small interfering RNA
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Figure S2. Flow cytometry analysis of cell cycle distribution. Cells were transfected with si-NC, si-LINC00460, si-LINC00460+
pcDNA3.1 or si-LINC00460+pcDNA.PBX3 for 24 h, the cell cycle distribution was analyzed via flow cytometry. NC, negative
control; LINC00460, long non-coding RNA 00460; siRNA, small interfering RNA; PBX3, PBX homeobox 3.
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