Figure Sl. Principal component analysis plot of molecular signatures of OS and control samples. The colors indicate the sample
groups; red indicates BM-MSCs (controls) and blue indicates the OS samples. Shapes indicate clustering of the samples. PC1,
principal component cluster 1; PC2, principal component cluster 2; OS, osteosarcoma; NA, not available; BM-MSCs, bone

marrow mesenchymal stromal cells.
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Figure S2. Analysis of network topology for various soft-thresholding powers. The left-hand panel shows the scale-free fit index
(y-axis) as a function of the soft thresholding power (x-axis). The right-hand panel shows the mean connectivity (degree, y-axis)
as a function of the soft-thresholding power (x-axis). Power 12 is the lowest power for the fit index reaching a high value close to
0.9 but with reasonable connectivity.
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Figure S3. Tumor-infiltrating immune cell profiles in osteosarcoma. NK, natural killer; RMSE, root-mean-squared error.
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Table SII. Full list of DEGs identified in OS.

Gene symbol log,FC AveExp t-score P-value padi B-value
CPE 6.01 9.77 13.95 1.40x10%° 8.46x10" 36.52
MMP9 5.96 1045 9.99 1.95x101 2.20x10! 22.57
SPARCLI 593 8.60 13.18 1.91x10% 8.97x10°1¢ 33.95
S100A4 592 10.98 23.45 4.21x103 2.97x10% 62.16
CA2 5.60 8.08 9.62 8.05x101 7.64x10! 21.17
COLI5SAI 5.29 8.75 12.64 1.21x10°"8 4.67x1071 32.13
ACPS 5.19 9.01 7.89 7.07x10" 2.87x108 14.48
clQcC 5.18 8.93 16.32 7.49x102 9.91x10% 43.89
MMPI13 5.17 8.91 6.80 5.23x10% 1.22x100° 10.24
MRCI 5.00 7.55 15.24 2.11x1022 1.86x10°"® 40.63
CIQA 493 8.47 13.62 4.13x10%° 2.19x1071¢ 3545
TYROBP 492 9.02 16.60 3.21x10% 5.25x102%° 4472
IBSP 4.76 9.05 5.79 2.69x107 3.79x10% 6.37
OMD 475 7.74 7.11 1.56x10™ 4.26x10"% 11.43
ASPN 4.65 7.80 5.86 2.01x10°7 2.96x10% 6.65
CIQOB 4.64 7.96 13.63 4.04x10° 2.19x1071° 3548
CDI4 4.46 8.57 13.63 4.03x10%° 2.19x1071¢ 3548
CPVL 441 7.28 13.00 3.54x107" 1.56x10713 33.34
PANX3 4.37 6.83 4.78 1.15x10°% 9.29x10* 2.71
LAPTM5 4.32 9.50 16.59 3.23x10% 5.25x102%° 4471
APCDDI 4.28 8.10 8.41 9.08x1012 4.80x10% 16.50
ADGRFS5 4.25 7.53 15.59 7.09x10% 8.34x107%° 41.70
GPR34 4.24 7.10 13.96 1.35x10%° 8.40x10"7 36.55
DPT 422 8.26 8.26 1.65x10! 8.03x10” 1591
IFI27 4.18 8.61 9.18 4.44x101 3.52x1071° 19.49
HLA-DRA 4.17 9.96 9.69 6.23x10 6.25x10™" 2143
SPPI 4.16 7.44 13.58 4.74x10°% 2.45x1071° 35.32
HEYI 4.16 8.75 10.56 2.27x10° 3.30x10!2 24.70
EGFL6 4.12 723 5.30 1.69x10°° 1.82x10% 4.58
OGN 4.10 6.88 494 6.56x10° 5.74x10* 3.26
EVI2A 4.10 8.54 14.95 5.24x10% 3.97x10°8 39.74
SLC40A1 4.07 8.26 18.43 1.56x102% 4.13x10% 49.89
PRSS35 4.06 7.37 7.09 1.69x10% 4.58x10" 11.35
CXCR4 403 7.85 15.45 1.10x1022 1.23x1018 41.26
CD93 4.02 8.06 16.86 1.45x102 3.08x102%° 4548
CA3 4.02 6.61 4.79 1.11x10% 9.00x10* 2.75
MS4A7 3.96 733 13.29 1.29x10"° 6.45x10!° 34.34
HBB 3.95 8.72 7.74 1.26x1071° 4.73x10%8 1391
LPL 3.90 8.14 8.98 9.59x10" 6.86x1071° 18.73
RNASE6 3.87 7.11 12.54 1.74x1018 6.04x10°" 31.78
GIMAP2 3.81 6.60 10.70 1.37x10°1 2.09x1012 25.20
FCERIG 3.80 7.87 10.54 2.51x10% 3.53x10"? 24.60
MPEGI 3.79 7.24 11.78 2.54x10°"7 6.64x101 29.13
LYZ 3.78 7.19 9.30 2.84x10°12 2.36x1071° 19.93
MAFB 3.77 10.24 15.37 1.40x10% 1.48x1018 41.03
ANOS 3.76 748 5.82 2.40x10"7 3.44x10% 6.48
MXRAS 3.75 10.54 9.86 3.24x10 3.45x10™" 22.07
CTSH 3.72 8.69 12.79 7.11x10" 2.91x1071° 32.66
SNX10 3.68 7.24 10.02 1.77x101 2.00x10™" 22.67



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
AQPI 3.60 7.86 1141 9.81x107"7 2.19x10 27.80
ZNF521 3.59 6.64 8.09 3.24x10™" 1.45x108 1525
FXYD6 3.59 823 9.60 8.91x10" 8.42x10™" 21.07
LRRNI 3.58 6.26 6.45 2.07x10 4.06x10% 8.88
MAMDC?2 3.58 7.53 7.04 2.05x10% 5.46x10" 11.16
PCDHI17 3.58 7.40 14.48 2.46x10! 1.79x107" 38.22
F13A1 3.58 7.83 8.24 1.75x10™" 8.47x10°% 15.86
SP7 3.55 7.85 5.74 3.27x10" 4.47x10% 6.18
IGDCC4 3.54 7.21 10.33 5.47x10°"5 6.94x10" 23.83
MAGEA6 352 6.16 449 3.25x10 2.26x10% 1.71
GGTAIP 347 7.17 11.30 1.45x10°'¢ 2.93x107" 27.41
CDI63 3.46 7.10 11.74 2.97x107" 7.57x10" 28.98
ITM2A 342 742 9.17 4.61x10" 3.61x10°° 19.45
FGL2 341 7.07 9.77 4.61x10" 4.79x10™" 21.72
FAT3 341 6.65 7.54 2.87x1071° 9.48x108 13.10
VSIG4 335 7.58 10.75 1.13x10° 1.76x10" 25.39
INSC 335 6.77 5.67 4.15x10"7 5.51x10% 5.95
CTSS 335 7.39 10.82 8.58x107' 1.44x10" 25.66
EFNAI 331 7.27 12.96 3.97x10°" 1.72x10°" 33.23
GIMAP6 325 6.40 11.33 1.32x10°¢ 2.77x107" 2751
VAMPS 324 8.12 9.39 1.98x10"3 1.70x10"° 20.29
CMPK?2 3.17 7.14 7.64 1.87x107"° 6.59x10% 13.52
KDR 3.16 7.83 15.31 1.71x10% 1.65x10® 40.84
CD24 3.15 7.85 5.75 3.07x10"7 4.24x10% 6.24
GUCYIAI 3.14 6.75 11.14 2.64x107' 4.99x10°" 26.82
MGP 3.10 7.36 8.45 7.93x10°"2 4.28x10 16.64
T™™TC2 3.09 6.84 7.66 1.76x10°"° 6.26x10% 13.58
HCLSI 3.07 7.50 9.50 1.31x10" 1.17x10"° 20.69
MEF2C 3.07 8.26 11.78 2.61x10°"7 6.75x10"* 29.11
A2M 3.06 7.50 24.62 2.90x10 6.13x10% 64.69
CXCLI10 3.05 7.27 5.67 4.19x107 5.56x10% 594
ENPEP 3.01 5.99 7.89 7.21x10™" 2.92x10% 14.46
GMFG 3.00 8.06 10.17 1.01x107" 1.21x10™" 2322
GUCYIBI 2.99 7.22 12.57 1.56x10"® 5.61x10™" 31.88
CADM1 2.99 7.02 11.08 3.29x107' 6.01x10°" 26.61
SELENOP 2.99 6.99 14.97 5.00x10% 3.92x10°"8 39.78
OLFML2B 2.98 10.23 9.67 6.62x10' 6.58x10" 21.37
TMA4SF18 297 6.04 14.04 1.05x102% 6.71x107" 36.80
TNFSF13B 2.96 6.94 7.56 2.57x1071° 8.62x10® 13.21
PMAIP1 2.96 7.99 9.11 5.80x10™" 4.42x1071° 19.22
CSFIR 295 8.60 9.38 2.03x10™" 1.74x107"° 20.26
CCRI 295 7.24 9.07 6.83x10°" 5.09x10"° 19.06
PLVAP 2.94 7.81 11.44 8.91x10™" 2.01x10™" 27.90
PLBD1 2.93 7.54 8.72 2.69x10"2 1.69x10% 17.71
EVI2B 292 7.22 8.77 2.20x10" 1.41x10% 17.90
PDGFD 291 745 7.96 5.33x10™" 2.27x10°8 14.76
SHTNI 291 7.24 8.42 8.89x10" 4.71x10% 16.53
MNDA 2.90 6.06 7.68 1.61x10"° 5.80x10% 13.67

GPNMB 2.90 8.45 8.45 7.93x10°"2 4.28x10" 16.64



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
FTX 2.90 797 10.70 1.35x10°" 2.07x10" 2522
TNFSF10 2.89 6.42 6.99 2.50x10% 6.46x10" 10.96
CDH5 2.85 6.78 11.36 1.20x10°'¢ 2.56x10°" 27.60
GIMAP7 2.83 6.06 6.73 7.04x10% 1.60x107% 9.94
CYYRI 2.82 6.38 10.73 1.20x107"% 1.85x10"2 2533
ILIORA 2.80 6.81 8.01 4.34x10"1 1.88x10% 14.96
ADAP2 2.79 7.37 11.99 1.22x107" 3.31x10™ 29.86
FCGRIB 2.79 6.32 8.36 1.10x10" 5.65x10% 16.32
CD55 2.76 7.71 7.60 2.27x1071° 7.74x10%8 13.33
MS4A4A 2.75 6.58 9.65 7.22x107 7.02x10"! 21.28
CXCLI4 2.74 6.37 5.06 4.18x10% 3.93x10% 3.69
COL24A1 2.73 6.59 595 1.42x10"7 2.19x10% 7.00
AOC3 2.72 6.48 7.35 5.93x1071° 1.81x1077 12.38
PECAM1 2.70 6.97 13.92 1.53x10% 9.01x10™" 36.43
NPTX2 2.69 6.65 4.80 1.09x107 8.90x10% 2.76
GPRI83 2.68 7.01 6.72 7.28x10% 1.64x10°% 991
RGSS5 2.68 6.90 9.95 2.31x10 2.56x10"" 2241
IFI44L 2.67 8.29 5.21 2.39x10% 2.44x10% 424
PTPRD 2.66 6.08 11.33 1.34x10°16 2.78x10°" 27.49
PTHIR 2.65 7.78 6.16 6.53x10 1.12x10% 7.76
PDGFRL 2.64 7.30 5.23 2.23x10 2.30x10% 4.30
HERCS 2.64 6.79 6.53 1.50x10°%8 3.05x109° 9.20
HLA-DMB 2.61 8.15 8.88 1.46x10"2 9.82x10°1° 18.31
PLA2G7 2.60 6.12 7.15 1.32x10% 3.66x107 11.59
MS4A6A 2.60 7.03 10.76 1.08x1071% 1.74x10"2 2543
CTSK 2.59 11.42 5.46 9.21x10"7 1.09x10°% 5.17
EMCN 2.57 6.40 8.55 5.21x10"2 3.02x10% 17.05
DKFZP58611420 2.57 7.34 9.55 1.07x10°" 9.79x10" 20.89
COLECI2 2.57 9.28 5.90 1.76x107 2.62x10% 6.79
MX1I 2.56 7.98 5.64 4.72x10"7 6.17x10% 5.82
HLA-DPAI 2.56 8.72 6.28 4.10x108 7.41x10°% 8.21
RGS1 2.55 5.55 8.57 4.86x10"2 2.85x10% 17.12
LY75 2.55 547 5.48 8.84x107 1.05x10% 5.21
RASSF2 2.54 7.17 9.65 7.23x1071 7.02x10" 21.28
RRAGD 2.54 6.66 8.83 1.78x10"2 1.17x10°% 18.12
COLI0AI 2.51 7.77 4.04 1.54x10°% 8.64x10 0.21
ADAMDECI 2.50 5.55 4.68 1.64x10°% 1.27x10% 2.37
Ucep2 2.50 7.50 9.33 2.49x101 2.09x101° 20.06
H2BFS 2.50 7.82 5.88 1.89x10°7 2.79x10°% 6.72
CcCcDC3 2.48 8.78 6.95 2.92x10% 7.39x10°" 10.81
PLPPR4 2.47 6.08 546 9.22x10"7 1.09x10% 5.17
TSPAN7 2.46 6.74 5.65 4.57x10"7 5.99x10% 5.85
RSAD2 245 6.16 4.63 1.97x10°% 1.48x10%° 2.19
CCDCI02B 2.44 5.50 7.31 7.05x10"° 2.13x10""" 12.21
SATI 2.44 10.77 11.39 1.05x10 2.30x107" 27.73
KCNJ2 2.44 8.02 6.56 1.34x10°8 2.76x10% 931
REEPI 2.44 6.61 5.49 8.30x10" 1.00x10% 5.27
HEY?2 243 6.66 7.93 6.01x10™" 2.49x10%8 14.64
PELII 2.43 6.53 9.66 7.01x10 6.90x10"" 21.31



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
GIMAP4 2.43 7.06 8.78 2.10x10"2 1.36x10% 17.95
PODXL 243 8.09 9.71 5.89x10" 5.97x10" 2148
SUCNRI 243 6.19 5.68 4.02x10"7 5.37x10% 5.98
CD36 2.42 6.02 7.72 1.40x1071° 5.18x108 13.81
FAM129A 2.42 7.92 5.96 1.38x10"7 2.13x10°% 7.02
CCLS 241 6.29 5.09 3.76x10% 3.61x10% 3.80
TCIM 241 4.77 6.62 1.08x10°8 2.33x10% 9.52
LOC100996740 241 7.43 8.09 3.15x10" 1.42x10%8 15.28
CLEC4A 2.40 6.30 6.98 2.55x10% 6.58x10""" 10.94
BLNK 2.38 5.57 7.95 5.66x10" 2.36x10% 14.70
LRRN3 2.38 7.46 5.83 2.29x10 3.31x10% 6.53
GZMA 2.36 5.63 4.08 1.36x10% 7.74x10°% 0.34
BMP2 2.36 6.84 547 8.90x10" 1.06x10%* 5.20
CRISPLDI 2.36 8.22 431 6.05x10°% 3.87x10% 1.11
CLKI 2.35 8.16 10.24 7.78x10°13 9.53x10"2 23.48
ISG15 2.35 9.61 6.20 5.44x10% 9.55x10% 7.94
GPM6B 2.34 6.80 742 4.51x10"° 1.42x10"" 12.65
DTX4 2.33 7.67 6.20 5.47x10% 9.60x10% 7.93
FPR3 2.32 6.12 10.04 1.64x107 1.88x10!" 22.74
APOCI 2.31 8.82 7.52 3.11x101° 1.02x10°" 13.02
LYN 2.30 7.48 921 4.02x10°" 3.23x1071° 19.58
CTSC 2.28 8.21 8.12 2.90x10" 1.32x10% 15.36
ARHGDIB 2.28 8.19 12.46 2.31x1071® 7.52x10713 31.50
COLISAI 2.28 7.09 7.72 1.39x101° 5.17x108 13.81
EPB41L3 2.28 5.72 742 4.53x10"° 1.42x10°"7 12.64
GHR 2.28 7.39 6.24 4.75x10°8 8.47x10% 8.07
CCDCI52 2.28 9.88 9.83 3.65x10 3.84x10!" 21.96
PLTP 2.26 8.13 6.25 4.58x108 8.23x10 8.10
ZNF302 2.26 7.42 8.90 1.35x10"2 9.27x101° 18.39
RCAN?2 2.25 8.25 5.21 2.40x10 2.45x10% 4.23
SHOX?2 2.24 6.70 9.66 7.04x107 6.90x10"" 21.31
PTPRC 2.24 5.35 9.58 9.68x10* 9.07x10" 20.99
HISTIHIC 2.24 8.18 4.84 9.15x10° 7.69x10% 293
NPNT 2.22 5.79 9.83 3.69x10" 3.87x10" 21.94
LINC00597 2.22 5.68 6.49 1.78x10%% 3.54x10% 9.03
MTUSI 2.22 6.13 9.01 8.53x10"* 6.14x101° 18.84
HCK 222 6.31 7.95 5.61x10" 2.36x10% 14.71
ABHD3 2.21 7.62 10.78 1.01x10°" 1.65x10" 25.50
THEMIS2 2.21 6.41 8.86 1.58x10"2 1.06x10% 18.23
C5ARI 2.21 6.68 7.03 2.12x10% 5.60x10"" 11.13
IFITI 2.20 8.28 4.59 2.32x10% 1.69x10% 2.04
RGS?2 2.19 941 5.17 2.82x10 2.81x10% 4.08
CKB 2.19 8.61 441 4.36x10% 2.92x10% 142
NCF2 2.18 5.75 7.49 3.51x101° 1.13x107 12.90
CCDCI8-ASI 2.18 8.21 8.69 3.09x10"2 1.91x10% 17.57
Clorfl62 2.18 6.94 7.08 1.73x10°% 4.66x10"7 11.33
GOLGASN 2.18 8.64 8.62 3.99x10" 2.39x10% 17.32
CLEC2B 2.16 6.59 8.55 5.32x101"2 3.07x10% 17.03
IFITM1 2.15 10.03 5.77 2.90x10 4.05x10% 6.30



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
DDX60 2.15 7.05 6.92 3.22x10% 8.00x10"" 10.71
HLA-DMA 2.15 8.36 6.08 8.59x108 1.43x10°% 7.49
SERPINF1 2.13 10.78 6.09 8.32x10%® 1.39x10°% 7.52
TAFID 2.13 7.18 8.33 1.23x10™" 6.25x10% 16.20
EDNRA 2.13 7.78 5.57 6.26x10" 7.81x10°% 5.54
ALDHIAI 2.13 5.23 5.58 6.03x10"" 7.59x10°% 5.58
LRRCI1 2.12 6.60 8.81 1.88x10"2 1.22x10% 18.06
SMocC2 2.11 6.30 6.24 4.73x10% 8.46x10% 8.07
NPL 2.11 641 9.26 3.34x10°" 2.74x10°1° 19.77
STSSIA4 2.11 540 9.23 3.73x10°" 3.03x10° 19.66
LINC01094 2.10 5.58 9.15 5.10x10" 3.97x10'° 19.35
MEGFI10 2.10 6.27 6.05 9.92x10® 1.61x10°% 7.35
PIK3API 2.08 5.74 10.35 5.06x10°" 6.54x10" 2391
FMRI 2.08 8.61 10.12 1.22x10" 1.43x10™" 23.04
HILPDA 2.08 8.58 6.00 1.18x107 1.87x10°% 7.18
CLIC2 2.08 507 6.55 1.43x10%® 2.91x10% 9.25
TRMTI13 207 6.68 8.29 1.46x10™" 7.24x10% 16.04
PPEF1 2.06 6.34 4.79 1.12x10°% 9.07x10* 2.74
ALOX5AP 2.05 6.98 6.57 1.27x10% 2.65x10 9.36
HISTIH2AC 2.05 8.88 4.60 2.23x10 1.64x10% 207
AIF] 2.04 7.72 10.29 6.36x10°" 8.01x10" 23.68
CSF2RB 2.04 6.21 5.08 3.93x10% 3.73x10% 3.75
RCSD1 2.03 572 6.15 6.78x10® 1.16x10°% 7.72
ARHGEF6 2.02 8.92 12.35 3.43x10°"® 1.05x10"* 31.11
RGCC 202 5.24 15.31 1.71x102% 1.65x10°'8 40.83
LY86 201 7.26 8.39 1.00x10™" 5.21x10% 1641
AIM? 201 6.65 399 1.80x10 9.80x10 0.07
SLC7A7 201 8.22 8.98 9.77x10" 6.94x101° 18.71
ZNF267 1.99 7.08 8.79 2.08x10"2 1.35x10% 17.96
SLC22A15 1.98 643 492 6.92x10% 6.03x10™ 3.20
C3ARI 1.98 7.97 9.20 4.18x10" 3.34x10"° 19.55
GSAP 1.98 6.55 5.68 4.03x10" 5.38x10°% 597
CASPI 1.97 6.74 6.81 4.99x10% 1.18x10% 10.28
LUM 1.97 10.58 592 1.65x10"7 2.49x10°% 6.85
APOLDI 1.96 8.13 7.19 1.15x10% 3.27x10" 11.73
IFI44 1.96 7.55 6.48 1.83x10%® 3.62x10% 9.01
THBD 1.96 6.26 7.69 1.58x107"° 5.73x10% 13.69
RTNI 1.96 543 7.00 2.39x10% 6.20x107 11.01
ANKRDA46 1.93 8.09 7.02 2.21x10% 5.81x1077 11.08
N4BP2 1.93 6.80 7.67 1.69x101° 6.03x10% 13.62
ROMO1 1.93 8.89 8.03 4.09x10™" 1.79x10°8 15.02
GPRASPI1 1.93 6.20 6.06 9.32x108 1.53x10°% 741
PDK3 1.92 6.80 8.82 1.79x10°"2 1.18x10% 18.11
CALCRL 1.92 5.60 8.29 1.47x10™" 7.28x10% 16.03
ELMOI1 191 5.67 8.13 2.73x10" 1.25x108 15.42
LRP4 191 7.46 4.57 2.45x10 1.78x10% 1.98
LCPI 191 7.84 6.01 1.16x10°7 1.85x10°% 7.19
TMEM?205 1.90 8.36 10.51 2.77x10° 3.80x10"2 24.50

MITF 1.90 6.00 12.29 421x10"® 1.24x10™ 3091



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
TNFRSFIIA 1.90 5.72 4.95 6.25x10% 5.51x10™ 3.30
SYTL2 1.90 8.04 7.71 1.44x10°"° 5.34x108 13.77
FGF13 1.89 5.50 435 5.24x10 3.43x10% 1.25
FAM213A 1.89 7.00 7.14 1.38x10 3.80x10"" 11.55
FCGR2B 1.89 545 547 9.03x107 1.07x10™ 5.19
RAB38 1.88 6.66 5.20 2.50x10% 2.53x10™ 4.19
PDZD?2 1.88 5.57 743 4.29x101° 1.36x10" 12.70
PABPNI1 1.87 7.45 7.80 9.91x10™ 3.86x108 14.15
SELL 1.87 5.06 4.50 3.12x10% 2.18x10* 1.75
TMEM176A 1.86 7.55 547 8.97x10"" 1.06x10* 5.19
GUCYIA2 1.86 5.56 7.80 1.01x10"° 3.89x10% 14.13
NOTCH2NL 1.86 11.12 9.02 8.33x10°" 6.02x10"° 18.86
PMS2P5 1.86 541 7.74 1.28x10"° 4.76x10% 13.90
LY96 1.85 8.69 6.19 5.63x10% 9.83x10 7.90
RNASE] 1.85 6.24 13.14 2.15x10°" 9.90x10°'¢ 33.83
CD86 1.85 5.88 8.68 3.20x10" 1.97x10% 17.54
SMADI 1.85 7.68 8.70 2.88x10"2 1.80x10% 17.64
HISTIH2BC 1.85 6.02 4.30 6.39x10° 4.05x10% 1.06
STON1 1.85 8.29 6.35 3.05x10% 5.74x10 8.50
APLNR 1.84 7.24 6.88 3.83x10% 9.32x10"" 10.54
ROBOI 1.83 9.57 8.63 3.83x10" 2.31x10% 17.36
STON2 1.83 5.25 7.12 1.50x10% 4.12x107 1147
LINC00623 1.83 8.88 8.69 3.07x10" 1.91x10% 17.58
HLA-DQBI 1.83 6.24 6.97 2.73x10°% 6.99x10"" 10.88
ATP6VOD?2 1.82 5.88 431 6.04x10 3.86x10% 1.11
PTPNI3 1.82 7.02 7.03 2.12x10% 5.60x10" 11.12
PII5 1.82 5.65 524 2.16x10°% 2.24x10% 434
ESAM 1.82 6.63 9.50 1.30x10°" 1.17x101° 20.70
NNT-AS1 1.81 6.92 6.86 4.16x10% 1.01x10 10.46
PLEKHGI 1.81 532 6.79 5.38x10% 1.26x10% 10.21
CD74 1.81 7.52 8.18 2.21x10™M 1.05x10°8 15.62
PARPI2 1.81 7.25 6.76 6.18x10°% 1.42x107% 10.07
MGST2 1.81 8.07 10.76 1.10x10°" 1.75x10" 25.42
DDIT4 1.81 9.94 4.83 9.71x10 8.08x10% 2.88
SYK 1.80 597 8.30 1.41x10™" 7.01x10% 16.07
BAZIA 1.80 7.96 949 1.34x10°" 1.18x10"° 20.67
RBP7 1.80 6.37 522 2.32x10% 2.39x10™ 4.26
SLA 1.80 7.27 8.52 5.98x10"2 3.37x10% 16.92
SNHG19 1.79 8.60 5.67 4.30x10" 5.70x10% 591
RLF 1.79 8.03 11.13 2.73x10°'¢ 5.07x10" 26.79
PPTI 1.79 11.01 12.03 1.06x10™" 2.95x10"* 29.99
TRPSI 1.79 7.67 8.55 5.22x10" 3.02x10°% 17.05
C8orf59 1.79 7.88 792 6.19x10" 2.53x10°8 14.61
Cl6orf54 1.78 432 4.29 6.43x10 4.07x10% 1.05
IFIT3 1.78 797 4.63 1.98x10 1.48x10% 2.19
HLA-DPBI 1.77 7.24 7.53 2.99x1071° 9.84x108 13.06
FCGR2A 1.77 5.26 11.71 3.30x107" 8.33x10" 28.87
EDNRB 1.77 5.99 6.33 3.32x10% 6.17x10% 8.42
SOX7 1.77 4.88 8.14 2.61x10™ 1.20x10% 15.46



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value pad B-value
GCHI 1.77 6.25 4.26 7.36x10°% 4.56x10% 0.92
SLC27A3 1.76 7.15 7.54 2.79x101° 9.24x10% 13.13
ZNF43 1.76 7.24 8.21 1.98x10" 9.51x10% 15.73
RUBCNL 1.76 5.84 5.63 4.94x10"7 6.42x10% 5.77
ENPP2 1.75 9.77 4.80 1.06x10% 8.69x10%* 2.79
COL3A1 1.74 10.81 5.81 2.48x107 3.53x10°%° 645
COL2]AI 1.74 7.34 492 7.08x107% 6.14x10% 3.18
MYLIP 1.73 7.06 941 1.84x10°" 1.59x101° 20.36
CRIP1 1.73 8.80 4.09 1.27x10°% 7.34x10% 0.40
WWPI 1.73 8.81 6.69 8.07x10"% 1.80x10% 9.81
GBP2 1.73 6.95 493 6.82x10 5.94x10% 3.22
AKAPI0 1.73 6.59 8.35 1.16x10" 5.93x10% 16.26
ANKRD36B 1.73 7.10 549 8.29x10" 1.00x10% 5.27
LINC02256 1.73 6.57 10.51 2.74x10°7 3.79x101"2 2451
HISTIH2BD 1.72 7.95 543 1.04x107% 1.20x10% 5.05
SOD?2 1.72 6.70 5.29 1.74x107% 1.87x10% 4.54
NEURLIB 1.72 7.86 6.55 1.40x10°% 2.86x10% 9.27
ENTPDI 1.71 6.06 6.37 2.88x108 5.45x10% 8.56
LOCI100289333 1.71 7.73 9.03 8.04x101? 5.85x101° 18.90
coxec 1.71 11.77 12.35 3.38x10718 1.05x10 31.12
LGMN 1.71 9.88 8.30 1.40x10" 6.99x10% 16.08
TNN 1.70 6.40 4.28 6.73x10% 4.23x10% 1.01
TLR2 1.70 6.99 7.68 1.63x101° 5.86x10% 13.65
IFI6 1.70 8.25 452 2.89x10% 2.05x10% 1.82
SAMHDI1 1.70 7.25 7.09 1.68x10% 4.54x10%7 11.36
HENMTI 1.70 7.84 7.24 9.23x10°1° 2.70x10°"7 11.94
LINC02475 1.70 5.77 431 6.15x10% 3.92x10% 1.09
OFDI 1.69 6.66 8.30 1.40x10™" 6.99x10% 16.08
RERG 1.68 6.27 5.21 2.41x10 2.46x10% 423
FNIP2 1.68 7.51 7.19 1.13x10°% 3.22x10 11.75
PM20D2 1.68 6.24 8.72 2.69x10" 1.69x10% 17.71
TMCC3 1.68 549 7.81 9.87x10M 3.85x10% 14.15
POGZ 1.68 797 11.37 1.16x10°'¢ 2.50x10" 27.64
MTF?2 1.67 7.31 9.02 8.26x10"° 5.99x101° 18.87
BST?2 1.67 6.87 3.99 1.80x10% 9.84x10% 0.06
LSM7 1.66 9.86 6.57 1.31x10% 2.72x107° 9.33
TMEM150C 1.65 6.06 541 1.11x109° 1.27x10% 4.98
ZNF273 1.65 5.04 7.95 5.59x10!" 2.36x10% 14.71
DCHS1 1.65 6.56 7.07 1.82x10°% 4.86x10"7 11.28
TLRI 1.65 494 7.39 5.05x101° 1.56x10"" 12.54
CD83 1.65 741 7.69 1.58x101° 5.73x10%8 13.69
ANGPT2 1.65 5.85 5.69 3.87x10" 5.21x10% 6.01
CCLA4 1.65 6.85 5.00 5.15x10°% 4.69x10% 349
TRAC 1.65 6.50 453 2.79x10% 1.99x10% 1.85
TM6SF1 1.64 5.44 7.61 2.17x1071° 7.49x10%8 13.37
HSPA6 1.64 6.56 5.08 3.88x10°% 3.70x10% 3.77
ZNF12 1.64 8.22 7.68 1.61x101° 5.80x10°8 13.66
ANKRDI0-IT1 1.64 7.93 6.39 2.63x10% 5.04x107% 8.65
GPR65 1.63 6.25 5.74 3.22x10 4.42x10% 6.19



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value pad B-value
MZT2B 1.63 7.28 7.40 4.89x101° 1.52x10" 12.57
OLFML2A 1.63 8.12 5.85 2.14x107 3.12x10% 6.59
FGFR3 1.63 591 437 5.01x10% 3.30x10 1.29
CPA3 1.62 5.70 4.00 1.77x10°% 9.69x10% 0.08
ATP2BI-AS1 1.61 7.19 6.00 1.19x10°7 1.89x10% 717
CADPS2 1.61 6.93 5.89 1.79x10°"" 2.66x107 6.77
HLA-DQAI 1.61 5.30 443 4.08x10°% 2.76x10% 1.49
SLC29A1 1.61 7.01 4.59 2.32x10% 1.69x10°% 2.04
BTN3A2 1.61 7.49 6.89 3.74x10°% 9.13x10""" 10.57
PCDH7 1.60 5.67 5.50 8.16x10" 9.87x10% 5.29
SLC44A3 1.60 5.22 6.24 4.68x108 8.38x10° 8.08
RAB31 1.60 11.05 9.27 3.20x10" 2.64x1071° 19.81
SIPRI 1.60 7.74 7.15 1.31x10% 3.63x107 11.60
COoXxl1 1.59 13.91 9.12 5.74x10" 4.41x101° 19.23
PSMD6-AS2 1.59 7.36 5.94 1.52x10°7 2.32x10% 6.93
GCA 1.59 6.06 572 3.52x10" 4.78x10°° 6.11
PLEK 1.59 6.86 5.98 1.31x10"7 2.04x10°% 7.08
CHDI 1.58 7.96 9.25 3.36x10"° 2.75x107"° 19.76
SAMSNI 1.58 4.99 6.61 1.12x10°8 2.39x10% 9.49
TDO?2 1.58 5.04 5.19 2.55x10% 2.58x10% 4.17
SIGLECI 1.58 6.25 5.03 4.65x107% 4.30x10% 3.59
PTBP2 1.58 6.64 6.99 2.44x10% 6.32x10""" 10.99
CcDC7 1.57 7.48 4.84 9.30x10° 7.79x10°% 2.92
SLAMFS8 1.57 5.63 549 8.38x10" 1.01x10% 5.26
RNF144A 1.56 5.73 11.44 8.93x10" 2.01x10°" 27.89
DANCR 1.56 9.16 5.81 2.43x10" 3.48x10°5 647
MYO5C 1.56 6.02 6.84 4.42x10% 1.06x10% 10.40
CDKN3 1.56 8.38 4.13 1.13x10°% 6.62x10% 0.51
KLHLS 1.56 7.09 9.18 4.49x10°" 3.54x1071° 1948
SHPRH 1.56 6.36 6.70 7.74x10°% 1.73x10% 9.85
MATN?2 1.55 6.54 8.89 1.38x10"2 9.33x101° 18.37
LPAR4 1.54 544 4.90 7.36x10°% 6.36x10% 3.14
TFEC 1.54 4.57 6.81 5.11x10" 1.20x10°% 10.26
MGAT4A 1.54 5.08 9.68 6.55x10" 6.54x10" 21.38
ZSWIM6 1.53 9.11 9.16 4.80x10°"3 3.75x1071° 1941
MBOATI 1.53 5.88 6.08 8.86x10% 1.46x10% 7.46
SLCO2B1 1.53 6.18 8.39 1.00x10" 5.22x10% 1641
HISTIH2AE 1.53 4.83 427 6.96x10"% 4.36x10 0.98
ZNF266 1.53 8.28 7.77 1.14x101° 4.37x10% 14.01
PLXNCI1 1.53 5.44 8.69 3.03x10"2 1.89x10°% 17.59
LEFI 1.53 5.55 11.93 1.49x107" 3.93x10™ 29.66
RNF13 1.53 9.17 8.93 1.18x10"2 8.22x1071° 18.52
GPX3 1.53 7.79 4.17 9.83x10% 5.87x10% 0.64
LCORL 1.53 6.45 7.88 7.31x10" 2.94x10% 14.45
THSD7A 1.53 5.31 6.67 8.69x10% 1.92x10% 9.74
TPRGI1 1.53 5.03 5.55 6.68x10" 8.24x10°% 548
TMEMS1 1.53 6.53 751 3.18x1071° 1.04x10"" 12.99
FABPS 1.52 10.46 6.16 6.52x10% 1.12x10°% 7.76

RPLII 1.52 12.71 7.88 7.26x10" 2.94x10°8 14.45



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
PLXDCI 1.52 6.28 6.61 1.10x10°%8 2.36x10% 9.50
SIPAIL2 1.52 6.09 10.15 1.10x10" 1.29x10" 23.14
LYSMD?2 1.52 7.94 7.10 1.61x10% 4.38x10% 11.40
ITGB3BP 1.52 8.93 542 1.09x107% 1.25x10% 5.01
OAS1 1.52 5.85 434 5.49x10°% 3.56x10 1.20
ABCAS5 1.52 5.63 6.60 1.16x10°8 2.46x10% 945
MCTPI 1.52 5.15 6.95 2.89x10% 7.32x10"" 10.82
APOE 1.51 6.57 6.33 3.30x10% 6.15x10% 842
KHDC4 1.51 7.70 6.31 3.53x10% 6.49x10% 8.36
DTX3L 1.51 8.90 7.68 1.61x101° 5.80x10%8 13.67
CTNNBI 1.51 8.28 9.09 6.26x10" 4.74x1071° 19.15
DMXL?2 1.51 7.00 8.44 7.96x10"2 4.29x10% 16.63
PRPF38B 1.51 7.31 7.45 4.02x1071° 1.28x10"7 12.76
HSPBAPI 1.50 6.22 6.82 4.89x10% 1.16x10 10.30
SDC2 1.50 10.13 5.68 4.04x10"7 5.39x10°% 597
DLX5 1.50 7.33 4.15 1.05x10% 6.20x10% 0.58
MSANTD?2 1.50 7.61 6.87 3.93x10% 9.55x10""" 10.52
MTERF3 1.49 8.69 6.09 8.41x10% 1.40x10°% 7.51
DNM30S 1.49 7.29 4.45 3.69x10% 2.53x10% 1.58
KANSLI 1.49 7.88 8.96 1.05x10"2 7.44x1071° 18.63
GIMAPS 1.49 497 9.59 9.02x10" 8.49x10! 21.06
FERMT3 1.49 6.82 549 8.49x10 1.02x10% 5.25
STAG? 1.48 9.67 7.80 1.01x101° 3.89x10% 14.13
DPYI9L2 1.48 5.13 4.44 3.91x10% 2.65x10% 1.53
GLUL 1.48 8.04 6.56 1.33x10% 2.74x10% 9.32
IFIT2 1.48 6.63 4.57 2.46x10°% 1.78x10°% 1.98
KLHL2 1.48 8.28 741 4.77x101° 1.49x10"" 12.59
CXADR 1.48 5.00 4.67 1.69x10°% 1.30x10% 2.34
CHN?2 1.47 544 6.19 5.63x10% 9.83x10% 7.90
DDX55 1.47 6.21 743 4.44x101° 1.40x10°"7 12.66
PRKDC 1.47 7.04 8.15 2.58x10" 1.19x10% 15.47
FRGIBP 1.47 5.53 6.79 541x10% 1.26x10% 10.20
RAPGEF4 1.46 4.27 6.59 1.20x10°® 2.53x10°% 942
RUNX?2 1.46 7.14 7.61 2.17x101° 7.49x108 13.37
ZNF136 1.45 6.94 7.11 1.56x10"% 4.25x10"7 11.43
IFI16 1.45 9.67 6.32 3.49x10 6.45x10% 8.37
STEAP4 1.45 5.14 453 2.80x10% 2.00x10% 1.85
MRPS28 1.45 8.67 6.53 1.51x108 3.06x10 9.20
ITGB2 1.45 6.69 6.48 1.87x108 3.70x109 8.98
HIFO 145 9.46 6.00 1.21x107 1.91x10% 7.16
HISTIH2BH 145 6.27 445 3.80x10% 2.59x10% 1.56
TMEM?251 1.45 8.19 6.55 1.42x10°% 2.91x10% 9.25
ECSCR 145 643 5.76 3.04x10" 421x10% 6.25
XAF1 1.44 6.64 5.06 4.10x107% 3.86x10% 3.71
TMEMG65 1.44 7.25 7.19 1.14x10°% 3.26x10 11.73
NOLS 1.44 8.05 6.58 1.22x10°8 2.56x10% 9.40
CD84 1.44 5.66 6.88 3.86x10"% 9.39x10""" 10.54
GOLGA4 1.44 8.29 8.50 6.45x101 3.57x10% 16.84
COROIA 143 6.44 421 8.46x10% 5.14x10% 0.79



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
MAF 143 5.58 8.52 5.86x10"2 3.34x10% 16.94
RAI2 143 5.90 4.02 1.62x10% 8.98x10 0.17
IRF7 143 7.04 5.29 1.77x107% 1.90x10% 453
NCF4 1.43 591 5.39 1.23x107% 1.39x10° 4.88
NCKAPIL 143 6.19 6.22 5.11x10% 9.06x10% 8.00
FAMY96A 1.43 10.20 11.52 6.65x10" 1.56x10°" 28.18
FLTI 143 5.77 11.16 2.49x101 4.80x10" 26.88
FAM217B 143 7.31 5.86 2.06x10° 3.02x10% 6.63
GPBPILI 143 7.54 10.27 6.79x10°" 8.51x101 23.62
GIMAPI 143 5.09 593 1.55x107 2.36x10% 691
NAMPT 142 7.43 548 8.66x10 1.03x10% 5.23
RALGDS 142 743 7.68 1.59x10"° 5.78x10% 13.68
ACKR3 1.42 5.61 7.10 1.58x10% 4.30x10% 11.42
HMGN3 1.42 10.92 742 4.47x1071° 1.41x10 12.66
TSPANII 1.42 6.81 4.44 3.83x10% 2.61x10% 1.55
LSPI 1.42 7.32 4.45 3.68x10% 2.53x10% 1.59
TMEM176B 1.42 6.00 6.04 1.04x107 1.67x10% 7.30
FNTB 141 4.82 7.81 9.79x10" 3.82x10% 14.16
ATP6VOB 141 10.32 7.21 1.02x10°% 2.97x10" 11.84
PARM1 141 5.83 4.68 1.66x10°% 1.28x10% 2.36
HSDI17BI1 141 8.90 7.24 9.09x10"° 2.67x10" 11.96
PTPN6 141 6.43 5.10 3.61x10 3.49x10% 3.84
NSUNG6 141 5.77 7.07 1.79x10% 4.80x10% 11.29
IRF8§ 1.41 7.41 437 4.96x10°% 3.28x10% 1.30
CSRP2 1.40 9.80 4.99 5.41x10 4.88x10% 344
GPRI160 1.40 5.28 6.98 2.58x10% 6.66x10" 10.93
CD37 1.40 493 4.29 6.54x10% 4.13x10% 1.04
ACADM 1.40 9.30 7.18 1.16x10°% 3.29x10 11.72
SRSF11 1.40 7.57 8.30 1.41x10™M 7.01x10% 16.07
LINCO01355 1.40 5.56 6.58 1.26x10°% 2.62x10% 9.38
A2M-AS1 1.40 4.98 8.89 1.38x10"2 9.33x101° 18.37
S100A10 1.39 944 4.80 1.06x10°% 8.67x10% 2.79
CNTN4 1.39 4.88 4.80 1.07x10°% 8.74x10% 2.78
RPL29 1.39 12.25 6.49 1.77x10% 3.53x10% 9.04
PAGI 1.39 591 4.61 2.15x10% 1.59x10°% 2.11
BCLIIA 1.39 6.19 4.56 2.51x10% 1.81x10% 1.96
PIK3RI 1.39 7.69 5.13 3.24x10 3.16x10% 3.94
FCGBP 1.39 6.56 423 7.99x10°% 4.90x10% 0.84
EBLN?2 1.39 6.96 7.70 1.49x1071° 5.47x10%8 13.74
FZD3 1.38 5.35 5.05 4.37x107% 4.08x10% 3.65
CHDS 1.38 7.53 10.15 1.08x10" 1.28x10" 23.16
MERTK 1.38 5.31 9.71 5.86x107"* 5.97x10™" 21.49
CD53 1.38 5.68 8.72 2.67x10"2 1.69x10% 17.71
RASLI2 1.38 6.55 5.17 2.80x10% 2.80x10 4.08
STXBP6 1.37 5.22 452 2.97x10% 2.10x10% 1.79
NFKBIE 1.37 6.62 5.99 1.23x107 1.93x10% 7.14
MMRN?2 1.37 5.20 8.77 2.20x10"2 1.41x10°% 1791
EYAI 1.37 5.54 4.96 6.10x10 5.40x10% 333

CKS2 1.36 10.59 4.01 1.67x10™ 9.22x10°% 0.14
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T1C32 1.36 6.64 5.38 1.26x10 1.41x10™ 4.86
SDHAF3 1.36 7.03 6.00 1.21x10"7 1.92x10°% 7.15
ATP6VIGI 1.36 8.75 8.28 1.49x10" 7.36x10% 16.01
TBCIDS 1.36 6.85 6.80 5.24x10 1.23x10% 10.23
ZNF700 1.36 6.32 5.28 1.86x10 1.97x10™ 448
TREM? 1.36 6.99 6.22 5.12x10%% 9.06x10 7.99
ZNF559 1.35 7.74 6.46 2.03x10% 3.99x10% 8.90
MXI1 1.35 9.23 547 8.99x107 1.07x10* 5.19
PDK4 1.35 4.87 599 1.26x10 1.98x10% 7.11
PTGFRN 1.35 7.76 441 4.26x10 2.87x10°% 145
PLEKHAS 1.35 6.53 12.48 2.14x10°"8 7.15x10°" 31.57
ST6GALNAC3 1.35 483 5.11 3.40x10% 3.30x10% 3.89
LPCATI 1.35 8.70 691 3.35x10% 8.28x10"" 10.68
MAP3KI 1.34 5.72 8.89 1.37x10"2 9.33x10"° 18.37
ANAPCI6 1.34 8.65 7.7 1.20x10 3.38x10" 11.69
HPSE 1.34 5.30 6.19 5.62x10% 9.83x10% 7.90
CHST6 1.34 6.01 522 2.33x10 2.39x10™ 4.26
UBE2QLI 1.34 6.12 4.25 7.60x10% 4.70x10% 0.89
TAPTI-ASI 1.34 5.13 5.66 4.39x10 5.79x10% 5.89
CLEC5A 1.34 451 473 1.40x10 1.10x10% 2.52
PCDHBI14 1.34 5.38 423 7.93x10° 4.87x10 0.85
CLECI4A 1.34 6.66 7.86 7.97x10" 3.18x10°® 14.36
P2RYS 1.33 549 5.53 7.09x107 8.72x10°% 542
ABCAI 1.33 6.27 749 3.45x1071° 1.12x10"" 12.92
RPS6KA3 1.33 8.23 8.31 1.35x10™" 6.80x10 16.11
TMEM38B 1.33 6.95 5.33 1.54x10 1.68x10™ 4.67
EPHA3 1.33 5.18 5.02 4.85x10% 4.46x10 3.55
HPGDS 1.33 549 4.93 6.68x10 5.84x10* 324
HHEX 1.33 5.61 6.93 3.12x10% 7.80x107 10.75
COLIA2 1.33 12.97 6.40 2.55x10% 491x10° 8.68
TPRKB 1.32 8.86 5.02 4.84x10 4.46x10™ 3.55
SNORDS9 1.32 6.22 6.94 2.99x10°% 7.56x10°" 10.79
PFDN5 1.32 11.31 7.81 9.66x10"! 3.78x108 14.17
TBX15 1.32 6.51 6.05 9.91x10 1.61x10°% 7.35
EBAGY9 1.32 8.01 6.46 2.02x10% 3.98x10% 891
PAN2 1.32 6.56 5.27 1.91x10 2.02x10™ 4.45
WNK3 1.32 5.34 549 8.37x10"" 1.01x10% 5.26
I0GAP2 1.31 491 8.29 1.47x10™" 7.28x10% 16.03
RASEF 1.31 5.73 6.48 1.84x10% 3.65x10% 9.00
LOC101927451 1.31 5.61 6.16 6.36x10% 1.10x10% 7.78
RNF125 1.31 4.56 5.60 5.56x10" 7.10x10°% 5.66
ZNF721 1.31 9.03 8.89 1.38x10"2 9.33x10"° 18.37
PTPRO 1.31 6.57 10.44 3.64x10°" 4.88x10°"2 2423
RAMP3 1.31 6.60 5.12 3.31x10% 3.23x10% 392
RPS27 1.30 9.73 7.16 1.29x10% 3.59x10" 11.62
MTERF?2 1.30 6.20 6.46 1.99x10% 3.91x10% 8.92
LINCO01003 1.30 6.01 448 3.38x10 2.34x10% 1.67
SASH3 1.30 6.16 4.87 8.38x10¢ 7.12x10* 3.02

FYBI 1.30 5.37 548 8.62x10"7 1.03x10* 5.23
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ABCB4 1.30 5.13 5.85 2.13x10" 3.11x10% 6.60
DENNDIB 1.30 5.55 9.11 5.82x10" 4.42x10°1° 19.22
LOC389765 1.29 4.80 4.96 5.99x10° 5.32x10™ 334
KIAAI551 1.29 5.98 6.28 4.01x10® 7.28x10 8.23
MCM3 1.29 8.79 5.15 2.96x10% 2.92x10™ 4.03
WSB1 1.29 749 6.32 3.50x10%% 6.46x10 8.37
ATP5SME 1.29 10.37 5.76 3.04x10"7 421x10% 6.25
MPPED? 1.29 4.82 4.97 5.79x10 5.17x10* 3.38
LSTI 1.29 6.67 6.83 4.65x10% 1.11x10% 10.35
C120rf57 1.29 10.71 504 4.55x10 4.22x10™ 3.61
PDIKIL 1.29 6.85 5.17 2.80x107 2.80x10™ 4.08
IFNGRI 1.29 7.96 7.85 8.40x10™" 3.33x108 1431
LOC100996756 1.29 5.52 5.08 3.90x10% 3.71x10% 3.76
RGLI 1.29 9.32 6.01 1.16x10"7 1.85x10°% 7.19
KLHLIS5 1.29 7.21 446 3.66x10 2.51x10% 1.59
PLCL2 1.29 5.55 10.34 5.22x10°" 6.70x10"2 23.88
LIPA 1.28 10.28 6.48 1.84x10% 3.64x10% 9.00
RNPC3 1.28 6.18 8.64 3.72x10"2 2.26x10% 17.39
JAG2 1.28 691 6.58 1.26x10% 2.62x10 9.37
HISTIH2BE 1.28 6.84 431 6.20x107 3.95x10°% 1.09
PSAP 1.28 11.28 5.99 1.24x10" 1.94x10°% 7.13
LINC01560 1.28 4.94 5.05 4.32x10 4.03x10™ 3.66
NRARP 1.27 6.49 9.25 3.42x10" 2.79x107"° 19.74
KYNU 1.27 543 549 8.47x10" 1.02x10™ 5.25
ITPRI 1.27 5.78 5.15 2.99x10% 2.95x10™ 4.02
Clorfll2 1.27 5.69 4.85 8.96x10%° 7.55x10™ 2.95
ZBTBS8A 1.27 8.56 443 4.03x10 2.73x10% 1.50
NIPBL 1.27 7.50 8.48 6.87x102 3.76x10% 16.78
TIE] 1.27 4.69 10.93 5.85x10°'¢ 1.02x10*2 26.04
VWF 1.27 6.53 6.45 2.11x10% 4.11x10 8.87
LGALSL 1.27 6.71 7.59 2.34x10°"° 7.94x10°8 13.30
ND2 1.27 13.14 6.45 2.03x108 4.00x10° 8.90
DLEU?2 1.27 5.16 9.07 6.87x10°" 5.10x10"° 19.06
LAIRI 1.27 6.55 6.51 1.66x10%® 3.33x10% 9.10
GRK3 1.27 6.22 6.60 1.14x10%® 2.42x10 947
FRMD4B 1.27 4.49 13.02 3.25x107" 1.47x107" 3343
KIAA0040 1.26 6.33 5.09 3.67x10 3.53x10% 3.82
COL27A1 1.26 6.46 5.37 1.32x10 1.46x10* 482
METTL7A 1.26 6.37 8.13 2.77x10™ 1.26x10% 15.40
VAV3 1.26 5.01 717 1.20x10% 3.39x10" 11.69
NACA 1.26 10.63 9.09 6.48x10" 4.88x10°1° 19.11
FAM69C 1.26 6.83 4.44 3.92x10% 2.66x10°% 1.53
TC14 1.26 6.38 7.69 1.57x10°"° 5.71x108 13.69
1-Mar 1.26 5.13 5.60 5.59x10"7 7.12x10°% 5.65
MSRI 1.26 5.11 7.19 1.11x10% 3.17x10" 11.76
SATBI 1.26 5.94 691 3.41x10% 8.42x10" 10.66
KDM7A 1.25 591 6.62 1.05x10® 2.26x10% 9.56
CDI63LI 1.25 6.66 4.15 1.05x10* 6.20x10* 0.58
NOP58 1.25 10.44 6.59 1.19x10% 2.51x10% 943
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LARP7 1.25 6.25 9.89 2.89x10 3.12x10"" 22.19
CARDS-AS1 1.25 542 793 6.07x10" 2.49x10%8 14.63
PBX1 1.25 7.05 527 1.89x10°% 2.00x10% 447
SLCI6AI14 1.25 4.67 5.20 2.50x10 2.53x10% 4.19
TERF1 1.25 7.95 7.55 2.72x1071° 9.08x108 13.15
TDRD3 1.25 6.56 4.76 1.25x10% 9.96x10 2.63
BMP2K 1.25 5.83 7.92 6.22x10™" 2.54x108 14.60
UBAS2 1.25 12.29 7.67 1.68x101° 6.02x108 13.62
LCP2 1.25 4.89 7.22 1.01x10% 2.93x10""" 11.86
ETS2 1.25 5.85 8.65 3.55x10" 2.17x10% 1743
FCGRT 1.25 8.70 5.94 1.50x10°7 2.29x10% 6.94
PIK3C2B 1.24 7.39 6.13 7.09x10°%8 1.20x10% 7.68
LOC728613 1.24 6.22 544 9.99x10"7 1.17x10% 5.09
SEMA4D 1.24 5.37 547 8.96x10" 1.06x10% 5.19
TRAPPCI0 1.24 591 7.29 7.55x1071° 2.27x10%7 12.14
RWDD3 1.24 8.43 5.09 3.72x10°% 3.57x10% 3.81
NRIH3 1.24 5.90 494 6.51x10 5.71x10% 3.26
RBICCI 1.24 8.78 6.72 7.25x10% 1.64x10% 9.92
MYOIF 1.24 6.60 4.99 5.29x10% 4.79x10°% 347
RPL23AP32 1.24 6.38 6.61 1.12x10°8 2.39x10% 9.49
CEP68 1.24 6.55 945 1.56x10°" 1.36x101° 20.52
RTP4 1.24 5.39 4.36 5.20x10°% 3.41x10% 1.26
SIPR3 1.24 7.64 4.85 9.11x10 7.66x10% 2.94
DDX60L 1.24 6.14 8.02 4.27x10" 1.86x10% 14.98
WDRI1 1.24 7.78 6.87 4.01x10% 9.72x10"" 10.50
PRRI11 1.24 10.08 6.47 1.93x10% 3.82x100° 8.95
SLC37A2 1.24 6.04 4.64 1.91x10% 1.44x10°% 2.22
DDIT3 1.24 8.50 433 5.69x10% 3.67x10% 1.17
GABRB2 1.24 5.57 5.34 1.46x10°% 1.60x10°% 4.72
RETREGI 1.24 497 6.39 2.58x10% 4.96x10% 8.67
FAMA49A 1.24 5.32 8.04 3.94x10" 1.73x10% 15.06
SNRPD?2 1.24 11.33 4.82 9.93x10°% 8.22x10% 2.85
VPSI13C 1.23 5.93 10.78 1.01x10°1 1.65x10" 25.50
PAPD4 1.23 6.72 598 1.29x10"7 2.01x10% 7.09
BTGI 1.23 8.38 8.92 1.22x10712 8.50x1071° 18.48
FANCL 1.23 7.98 452 2.96x10°% 2.09x10% 1.80
ZCCHC7 1.23 6.30 7.46 3.94x101° 1.26x10""7 12.78
OXRI 1.23 7.06 5.80 2.55x10 3.62x10% 6.42
ZNF608 1.22 5.63 7.95 5.61x10" 2.36x10%8 14.71
TMEM?241 1.22 8.47 7.85 8.13x10" 3.23x10% 14.34
HES4 1.22 6.83 4.63 1.95x10°% 1.47x10% 2.20
POTI 1.22 7.48 5.61 5.41x10"7 6.92x10% 5.69
SMIM19 1.22 9.17 5.07 4.01x107 3.79x10% 3.73
N4BP2L2 1.22 6.81 6.34 3.14x108 5.89x10% 847
ZNF207 1.22 7.37 9.51 1.24x10°"3 1.12x1071° 20.75
SUZI2P1 1.22 5.03 7.21 1.03x10% 2.97x10"" 11.84
RPS6KAI 1.22 5.36 5.57 6.09x10" 7.63x10° 5.57
CREGI 1.22 10.38 4.44 3.82x10% 2.61x10% 1.55
LOC100287896 1.22 5.36 4.66 1.81x10°% 1.37x10% 2.27



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value pad B-value
1SG20 1.22 6.35 4.58 2.38x10% 1.73x10% 2.01
COAS 1.22 7.71 6.98 2.59x10% 6.67x10" 10.93
RAB33B 1.22 6.32 6.12 7.44x10°8 1.25x10% 7.63
ADAMTS9 1.22 5.72 6.52 1.59x10% 3.20x10% 9.15
BIRC3 1.22 5.02 4.06 1.45x10° 8.19x10% 0.27
TNIK 1.22 5.74 6.84 4.52x10% 1.08x10% 10.38
LAMTOR?2 1.21 8.36 5.83 2.33x10" 3.36x10°% 6.51
GJA4 1.21 6.37 6.77 5.86x10"% 1.36x10% 10.12
ZNF493 1.21 5.46 8.63 3.82x1012 2.30x10% 17.36
NRDC 1.21 8.00 7.29 7.73x1071° 2.31x10"" 12.12
PDE4DIP 1.21 6.38 4.98 5.64x107% 5.06x10% 340
ZNF595 1.21 4.61 5.55 6.67x10 8.24x10% 548
OTUD6B 1.21 7.12 5.38 1.25x10°% 1.40x10% 4.87
RBBP4 1.21 7.28 6.80 5.23x10% 1.22x10% 10.24
FUBPI 1.21 6.67 7.74 1.27x1071° 4.75x10% 13.90
TLRS 1.21 6.15 5.89 1.83x10°"" 2.72x10°% 6.75
DNAAF2 1.20 7.04 5.70 3.83x10" 5.16x10°% 6.02
LOC153684 1.20 7.01 6.29 3.90x10% 7.11x109 8.26
TBCID4 1.20 7.79 641 2.44x10°8 4.71x10% 8.72
LINSI 1.20 5.83 6.71 7.41x10% 1.67x10% 9.89
RBM6 1.20 6.65 6.72 7.29x10% 1.65x10% 991
GMCLI 1.20 6.96 548 8.64x10 1.03x10% 5.23
NPIPBI5 1.20 6.54 5.60 5.58x10"7 7.11x10% 5.66
SPNS?2 1.20 6.53 5.51 7.83x10"7 9.50x10% 5.32
Cllorf54 1.20 6.56 8.38 1.03x10™" 5.33x10% 16.38
ZNF140 1.20 6.96 4.67 1.73x107% 1.32x10% 2.32
CD58 1.20 6.36 7.25 8.86x1071° 2.61x10"" 11.98
SPTSSA 1.20 8.15 5.92 1.62x107 2.45x10°% 6.87
DISP1 1.20 6.09 591 1.69x107 2.54x10°% 6.82
PPPICB 1.20 10.00 6.56 1.33x108 2.74x10% 9.32
RAPGEF?2 1.20 6.66 647 1.89x108 3.73x109 8.98
NHLRC3 1.20 5.76 6.84 4.42x10% 1.06x10% 10.40
SMA4 1.19 5.86 6.38 2.74x108 5.23x10% 8.61
TTYH2 1.19 6.11 7.84 8.68x10"! 3.42x10% 14.28
GON7 1.19 741 497 5.74x10 5.14x10% 3.39
DAPKI-ITI 1.19 5.48 424 7.84x10°% 4.82x10°% 0.86
REL 1.19 5.13 7.37 5.47x101° 1.68x10"" 12.46
SRFBPI 1.19 6.48 4.74 1.35x10°% 1.07x10% 2.56
DRAM?2 1.19 7.99 7.39 5.05x1071° 1.56x10""" 12.54
SORLI 1.19 5.73 5.27 1.92x10°% 2.02x10% 4.45
EIFIAX 1.19 9.28 6.04 1.02x10°7 1.65x10% 7.32
PTRHDI 1.19 9.18 546 9.26x10"7 1.09x10% 5.16
NEMPI 1.19 6.40 4.09 1.29x10°% 7.40x10% 0.39
ROR?2 1.19 5.88 742 4.51x10"° 1.42x10°% 12.65
OPHNI 1.18 10.19 6.91 3.47x10% 8.53x107 10.64
CRTAM 1.18 4.38 4.02 1.61x10% 8.97x10%* 0.17
JUNB 1.18 7.96 4.54 2.71x10% 1.94x10% 1.88
RNF19A 1.18 7.30 6.92 3.29x10% 8.16x10"" 10.69
ARRB?2 1.18 6.47 6.18 5.93x10% 1.03x10% 7.85



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
ZNF195 1.18 6.46 5.23 2.19x10 2.27x10% 432
HAUS3 1.18 7.26 5.85 2.16x10 3.14x10% 6.59
COPS3 1.18 9.51 3.99 1.80x10% 9.80x10* 0.07
FILIPI 1.18 4.38 4.19 9.16x10°% 5.52x10% 0.71
DNAJC7 1.18 7.47 7.28 7.77x1071° 2.32x10""" 12.11
RPA3 1.18 9.50 4.89 7.90x10° 6.76x10 3.08
RSBNI 1.18 7.29 6.98 2.62x10% 6.75x10""" 10.92
DSNI 1.18 7.14 4.84 9.36x10° 7.83x10% 291
FIIR 1.18 5.61 7.76 1.18x101° 4.47x10% 13.97
ELOA-ASI 1.17 6.69 544 1.01x10°% 1.18x10% 5.07
FASTKD1 1.17 8.49 6.67 8.78x10% 1.94x10% 9.73
ZNF121 1.17 8.71 598 1.30x10"7 2.02x10% 7.08
DUSIL 1.17 8.10 7.02 2.23x10% 5.84x10% 11.08
TLR7 1.17 5.25 6.06 9.47x10°% 1.55x10°% 7.39
SNDI-ITI 1.17 6.55 5.59 5.71x10" 7.24x10°% 5.63
TMA7 1.17 12.25 6.80 5.24x10°% 1.23x10% 10.23
JAM?2 1.17 6.90 4.07 1.37x10% 7.81x10% 0.32
SDHAF?2 1.17 7.56 6.79 5.41x10% 1.26x10% 10.20
PLEKHF?2 1.17 7.24 5.38 1.25x10°% 1.40x10°% 4.87
ZNF665 1.17 792 7.58 2.42x10°1° 8.15x10% 13.26
STABI 1.17 5.97 7.75 1.22x101° 4.62x10% 13.94
GPX7 1.17 8.26 424 7.87x10°% 4.84x10% 0.86
PNISR 1.17 7.25 6.74 6.76x10% 1.54x10 9.98
SLCI2A7 1.17 9.02 5.84 2.18x10°7 3.17x10°% 6.58
DOCKS 1.16 4.52 6.61 1.11x10% 2.38x10% 9.49
TPD52 1.16 4.75 435 5.31x10% 3.46x10% 1.24
GABPBI-AS1 1.16 5.61 543 1.03x10°% 1.20x10% 5.06
UBXN2A 1.16 9.09 8.02 4.29x10" 1.87x10% 1497
ANKRD49 1.16 7.69 6.38 2.67x10% 5.12x10% 8.63
PCMTD?2 1.16 6.33 8.16 2.45x101 1.14x10%8 15.52
TCF7 1.16 6.63 7.68 1.60x101° 5.78x10% 13.67
AHSA2P 1.16 6.13 5.99 1.23x10"7 1.94x10% 7.14
MYOID 1.16 5.23 5.29 1.80x10°° 1.92x10% 4.51
CST3 1.16 741 5.61 5.37x10"" 6.88x10°° 5.69
ITPR2 1.16 5.82 6.72 7.17x10% 1.63x10% 9.93
PRKCH 1.16 6.11 6.05 9.89x10% 1.61x10°% 7.35
BTK 1.15 5.24 5.61 5.37x10 6.88x10°% 5.69
SON 1.15 941 8.20 2.06x10" 9.89x10% 15.69
LRRC15 1.15 7.16 4.09 1.31x10% 7.52x10% 0.37
ANKRDI0 1.15 5.87 7.15 1.34x10°% 3.71x10 11.58
RPS7 1.15 12.77 7.92 6.18x10" 2.53x10% 14.61
APOL6 1.15 5.72 498 5.64x10° 5.06x10% 340
PREXI 1.15 7.30 4.61 2.11x10% 1.57x10%° 2.12
KCNE3 1.15 5.46 11.57 5.48x10" 1.30x107" 28.37
INTS6L 1.15 5.51 5.73 3.42x10 4.65x10% 6.14
RBM39 1.15 8.17 8.54 5.37x10"2 3.09x10° 17.02
ACOTI3 1.15 8.17 5.18 2.69x10% 2.70x10°% 4.12
CCNL2 1.15 7.82 6.15 6.77x10% 1.16x10°% 7.72
JTB 1.15 11.48 7.16 1.29x10°% 3.59x10 11.62



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
LPARG 1.15 5.92 10.75 1.11x10°" 1.76x10" 25.40
ASAPI-ITI 1.15 6.99 4.70 1.54x10°% 1.20x10% 243
RPL23A 1.15 13.52 6.89 3.65x10% 8.93x10 10.59
ABCGI 1.15 5.03 6.12 7.43x10%8 1.25x10% 7.63
HLA-B 1.15 11.91 5.46 9.49x107 1.11x10™ 5.14
TAF12 1.15 7.64 5.62 5.17x10" 6.66x10° 5.73
ZNF184 1.14 6.87 4.08 1.33x10°% 7.64x10% 0.35
BAZ2B 1.14 7.86 5.50 7.99x10°" 9.68x10% 5.31
FGFRI 1.14 7.75 6.56 1.35x108 2.78x10% 9.30
ZNF791 1.14 7.98 543 1.06x10°% 1.23x10% 5.03
RPS6KAS 1.14 5.05 6.58 1.26x10% 2.62x10% 9.37
GLMN 1.14 6.95 5.25 2.09x10 2.18x10% 4.37
SMC4 1.14 8.07 5.39 1.23x10% 1.39x10% 4.88
PALDI 1.14 5.89 6.18 5.94x10% 1.03x10°% 7.85
C9orfo4 1.14 9.05 731 7.14x1071° 2.15x10""" 12.20
ELF2 1.14 7.51 9.80 4.15x10 4.33x10™" 21.83
DMTFI 1.14 8.62 6.63 1.04x10°8 2.24x10% 9.56
SP110 1.14 7.22 451 3.01x10% 2.12x10% 1.78
TBRG1 1.14 6.27 6.75 6.49x10"% 1.49x10% 10.02
APOL3 1.14 5.39 421 8.47x10% 5.15x10% 0.79
INTSS8 1.13 9.06 5.66 4.31x10"7 5.70x10°% 591
ZNF§62 1.13 6.46 6.94 3.02x10% 7.60x10°%7 10.78
MKNK1 1.13 6.59 8.72 2.68x1012 1.69x10% 17.71
RIN2 1.13 7.44 6.38 2.76x10°% 5.28x10% 8.60
HSPBII 1.13 7.81 5.16 2.83x10% 2.82x10°% 4.07
CPQ 1.13 8.58 544 1.02x10°% 1.19x10% 5.07
TIAI 1.13 6.96 8.01 4.33x10"1 1.88x10% 14.96
DDX5 1.13 7.26 4.68 1.67x10°% 1.29x10°% 2.35
CDKNIC 1.13 5.59 5.11 3.46x10 3.35x10% 3.88
CYSLTRI 1.12 4.59 543 1.03x10°% 1.20x10°% 5.06
SETBPI 1.12 6.93 483 9.83x10° 8.16x10% 2.86
CSGALNACTI 1.12 6.44 5.10 3.65x10% 3.52x10% 3.83
GULPI 1.12 6.02 5.26 2.01x10° 2.11x10% 441
LHX2 1.12 4.78 4.15 1.06x10% 6.24x10% 0.58
MOB3B 1.12 5.79 6.96 2.85x10°% 7.25x10°" 10.83
BANF1 1.12 10.36 6.08 8.79x10%% 1.45x10°% 7.46
TAF9B 1.12 6.28 7.66 1.79x1071° 6.34x10%8 13.56
VGLLA 1.12 9.23 6.19 5.61x10% 9.82x10% 791
ARHGAP2S8 1.12 5.04 457 2.41x10% 1.75x10% 2.00
CELF?2 1.12 548 5.08 3.92x10 3.73x10% 3.76
FCGR3B 1.11 5.58 4.15 1.05x10°% 6.19x10% 0.58
TRIMS52 1.11 5.83 6.55 1.40x10°8 2.86x10% 9.27
KIAAILI47 1.11 6.70 751 3.13x101° 1.02x10% 13.01
RASGRP3 1.11 5.05 12.54 1.70x10°'8 6.01x10°" 31.80
IGSF6 1.11 4.51 5.56 6.38x10"" 7.94x10°% 552
ZNF593 1.11 7.85 453 2.81x10% 2.00x10% 1.85
RNFTI 1.11 5.76 6.66 9.06x10% 2.00x10% 9.70
CREBRF 1.11 6.29 5.69 3.89x10 5.21x10% 6.01
LAPTM4B 1.11 10.11 4.01 1.71x10°% 9.41x10% 0.11
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CCDC84 1.11 717 5.70 3.84x10" 5.17x10°% 6.02
PLEKHOI 1.11 8.30 4.30 6.41x10% 4.06x10 1.06
GPRC5C 1.11 591 5.59 5.67x10"7 7.20x10°% 5.64
WDR75 1.11 7.55 5.63 4.97x10"7 6.46x10° 5.77
ARID2 1.11 6.59 7.84 8.60x10™" 3.39x10% 14.28
APOPTI 1.11 8.05 8.35 1.13x10™" 5.80x10™ 16.29
ICAM? 1.11 6.52 5.82 2.40x10" 3.44x10% 6.48
MIGAI 1.10 6.79 5.62 5.13x10"7 6.62x10% 5.74
MFSDI4A 1.10 9.35 6.13 7.27x10% 1.23x10% 7.65
TRA2A 1.10 6.51 6.69 8.03x10% 1.79x10 9.81
C2orf68 1.10 6.15 598 1.29x10" 2.02x10°% 7.09
ADORA3 1.10 5.21 7.29 7.59x10°"° 2.27x10°" 12.14
CARDI6 1.10 522 5.29 1.76x10° 1.89x10™ 4.54
JDP2 1.10 6.32 591 1.69x107 2.54x10°% 6.83
INTS2 1.10 6.21 5.17 2.76x10 2.75x10™ 4.10
LUC7L3 1.10 7.93 6.65 9.52x10% 2.09x10% 9.65
CEP57 1.10 7.31 4.84 9.44x10% 7.88x10 2.90
P2RX7 1.09 5.35 5.18 2.64x10 2.66x10* 4.14
RUNDC3B 1.09 4.58 4.53 2.86x10 2.03x10% 1.83
RUNX3 1.09 6.00 5.69 3.88x10"7 5.21x10% 6.01
ROBO4 1.09 6.27 10.10 1.31x10™ 1.52x10" 2297
SLC5A3 1.09 7.71 4.34 5.54x10 3.59x10°% 1.19
XRCC2 1.09 7.02 542 1.09x10° 1.25x10™ 5.00
GNAI5 1.09 549 4.02 1.65x10™ 9.12x10°% 0.15
TMEM267 1.09 6.23 5.02 491x109% 4.51x10™ 3.54
ARRDC3 1.09 8.73 4.13 1.12x10 6.55x10% 0.52
LAT2 1.09 6.00 7.83 9.03x10™" 3.54x108 14.24
KLHIL.24 1.09 6.12 7.66 1.75x10°1° 6.23x10% 13.58
CCNBIIPI 1.09 9.18 4.66 1.77x10% 1.34x10 2.30
RPL35 1.09 12.61 7.68 1.61x10"° 5.80x10% 13.67
CYBB 1.09 5.00 8.08 3.32x10™" 1.48x10°8 15.22
SLC39A11 1.09 7.07 5.87 1.94x10" 2.86x10°% 6.69
ST3GAL6 1.09 5.03 548 8.71x10"" 1.04x10% 522
ZNF83 1.09 6.55 5.04 4.50x10 4.19x10™ 3.62
PSMA3-AS1 1.08 5.70 543 1.05x10 1.22x10%™ 5.03
SSISLI 1.08 7.20 4.79 1.13x10% 9.12x10™ 2.73
KAT2B 1.08 7.09 4.36 5.15x10% 3.38x10™ 1.27
ANKRDI2 1.08 6.55 5.69 3.89x10"7 5.22x10% 6.01
BCL2L11 1.08 6.16 8.50 6.34x10"2 3.53x10% 16.86
IQCH-AS1 1.08 5.81 691 3.44x10% 8.47x10" 10.65
FMCI 1.08 7.89 452 2.94x10 2.08x10% 1.80
SGK494 1.08 4.84 643 2.27x108 4.41x10° 8.79
PIK3CG 1.08 4.42 8.27 1.56x10™" 7.64x10% 15.97
SUMO4 1.08 8.82 10.21 8.48x10°" 1.03x10" 23.40
SRSF4 1.08 6.10 6.80 5.26x10 1.23x10% 10.23
CIQTNFI 1.08 6.30 432 5.86x10 3.77x10% 1.14
FOLRI 1.08 7.54 4.28 6.81x10 4.28x10% 1.00
NUPL2 1.08 6.93 6.13 7.28x10% 1.23x10% 7.65
ARLIS5 1.07 6.55 4.84 9.18x10% 7.71x10* 293
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NCKI1-DT 1.07 5.67 6.24 4.76x108 8.50x10% 8.07
GSTA4 1.07 7.98 4.42 4.19x10 2.82x10°% 1.46
METTL3 1.07 6.94 7.94 5.89x10" 2.45x108 14.66
SLC39A8 1.07 5.25 9.38 2.06x10™" 1.76x10"° 20.24
HOXB-AS1 1.07 548 5.75 3.09x10"7 4.26x10% 6.23
VASH2 1.07 4.89 4.80 1.08x10 8.79x10% 2.78
ZEB2 1.07 6.01 8.18 2.21x10™" 1.05x108 15.63
ARHGAP9Y 1.07 5.63 471 1.50x10°% 1.17x10% 245
SULTIAI 1.07 6.99 6.06 9.38x10% 1.54x10% 7.40
ZNF146 1.07 8.27 4.38 4.70x10 3.12x10% 1.35
FAM13A-AS1 1.07 5.54 8.09 3.19x10" 1.44x10°8 15.26
DOCK4 1.06 5.33 11.21 2.09x10°' 4.06x10°" 27.05
KIF21A 1.06 5.08 4.27 7.02x10° 4.39x10% 0.97
AKAP9 1.06 5.89 7.64 1.94x10°"° 6.75x10® 13.48
UXT 1.06 10.16 5.37 1.30x10% 1.44x10% 4.83
NFKBIA 1.06 7.53 8.65 3.60x10" 2.19x10% 17.42
MBTDI 1.06 517 11.09 3.18x10°'¢ 5.86x10" 26.64
FMNL3 1.06 5.94 543 1.04x10° 1.21x10* 5.05
TSPAN33 1.06 7.21 521 2.42x10% 2.47x10% 423
ALMS1 1.06 7.02 6.82 4.92x10% 1.16x10% 10.30
THOCI 1.06 8.52 5.32 1.60x10 1.73x10™ 4.63
LMO?2 1.06 5.65 6.93 3.20x10% 7.96x10°" 10.72
RRN3P2 1.06 5.59 6.10 7.97x108 1.33x10°% 7.56
RGS10 1.05 6.65 5.62 5.13x1077 6.63x10° 5.74
CENPC 1.05 6.23 542 1.08x10% 1.25x10™ 501
CDCA7 1.05 592 444 3.85x10 2.62x10% 1.54
RPL31 1.05 9.77 5.23 2.23x10% 2.30x10™ 431
MAP?2 1.05 5.06 4.55 2.62x10 1.88x10* 1.92
TCF4 1.05 8.95 5.73 3.33x10"7 4.54x10% 6.16
PPP4R3A 1.05 6.76 7.20 1.09x10% 3.13x10" 11.78
GEMIN2 1.05 6.64 452 2.97x10 2.10x10°% 1.79
GORAB 1.05 8.06 4.62 2.09x107% 1.55x10°% 2.14
DCLREIC 1.05 6.00 5.81 2.45x10"7 3.49x10°% 6.46
RNFI19B 1.05 6.86 5.13 3.19x10% 3.12x10% 3.96
cox2 1.05 13.61 7.03 2.09x10% 5.54x10" 11.14
C8orf76 1.04 7.12 4.68 1.64x10 1.26x10% 2.37
DNM3 1.04 4.87 5.32 1.56x10% 1.70x10% 4.65
NOLI1 1.04 9.29 4.76 1.25x10°% 9.96x10* 2.63
SNCAIP 1.04 5.50 4.83 9.68x10% 8.05x10™ 2.88
ZBTB34 1.04 7.24 5.32 1.59x10 1.73x10™ 4.63
CD48 1.04 5.70 441 4.27x10 2.87x10°% 145
FAM221A 1.04 4.45 5.33 1.55x10 1.69x10™ 4.66
NDCI 1.04 7.58 4.30 6.24x10 3.97x10°% 1.08
CcMcC4 1.04 8.09 4.78 1.16x10% 9.32x10™ 2.71
NASP 1.04 6.69 5.52 7.38x107 9.01x10% 5.38
ZNF704 1.04 5.11 8.32 1.28x10™" 6.46x10™ 16.17
CLNSIA 1.04 843 4.79 1.11x10% 9.00x10™ 2.75
PTPN22 1.03 4.56 4.79 1.13x10°% 9.12x10* 2.73
ITGA6 1.03 6.28 7.35 5.90x10°"° 1.80x107 12.39



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
KLFI10 1.03 9.93 481 1.05x10% 8.65x10% 2.80
IMP3 1.03 7.74 6.59 1.18x10® 2.49x107% 944
PAXIPI-AS1 1.03 497 3.99 1.82x10™ 9.88x10° 0.06
MRPL34 1.03 7.94 521 2.36x10% 2.42x10™ 4.25
LOC114224 1.03 5.82 4.67 1.70x10% 1.30x10% 2.33
ABHDIS 1.03 6.22 7.16 1.26x10% 3.52x10" 11.64
ZNF430 1.03 6.06 5.58 5.90x10" 7.44x10% 5.60
PPFIA2 1.03 5.17 4.90 7.45x10% 6.42x10* 3.13
NCAM1I 1.03 5.50 5.23 2.19x10% 2.27x10% 432
AUPI 1.03 8.77 5.56 6.50x10"7 8.06x10 5.51
ZHX2 1.02 5.88 546 9.43x10" 1.11x10% 5.14
LOC100133315 1.02 6.09 5.30 1.71x10°% 1.84x10™ 4.56
PLDI 1.02 5.12 7.84 8.60x10" 3.39x10°% 14.29
ZNF431 1.02 4.86 6.52 1.55x10%® 3.15x10% 9.17
FBXWI2 1.02 6.65 7.20 1.09x10% 3.13x10" 11.78
ZNF518A 1.02 6.10 7.89 6.96x10" 2.83x10% 14.49
GNAI3 1.02 7.76 7.51 3.14x107° 1.03x10"" 13.01
MGMEI 1.02 8.57 4.59 2.32x10% 1.69x10% 2.04
NCOAI 1.02 7.23 6.64 9.90x10% 2.15x10 9.61
PDE2A 1.02 6.17 6.24 4.78x108 8.52x10% 8.06
FLVCRI 1.01 6.25 4.16 1.02x10™ 6.04x10% 0.61
CCARI 1.01 7.05 7.64 1.91x10"° 6.70x10® 13.50
ZFHX4 1.01 6.71 4.06 1.41x10™ 7.98x10°% 0.30
CREBS 1.01 5.74 5.57 6.09x10"" 7.63x10°% 5.57
RAB42 1.01 7.17 481 1.05x10% 8.63x10% 2.80
EFHCI 1.01 6.36 6.38 2.77x10°% 5.29x10% 8.60
COX6B1 1.01 10.39 5.94 1.48x107 2.26x10% 6.96
LINC00847 1.01 6.29 6.54 1.47x10% 2.99x10 9.22
ZRANB?2 1.01 9.57 7.06 1.88x10% 5.04x107 11.24
HECA 1.01 6.53 7.88 7.31x10™" 2.94x10°8 14.45
PRKRA 1.01 7.28 5.81 2.49x10" 3.55x10°% 6.44
RHOJ 1.01 5.70 4.84 9.29x107 7.79x10°% 292
POLR2J 1.01 9.55 492 7.08x10° 6.14x10™ 3.18
RAMP?2 1.01 6.37 5.28 1.83x107 1.95x10™ 4.50
PCATI9 1.01 5.19 6.19 5.80x10%® 1.01x10°% 7.87
ATP5PF 1.00 11.21 7.54 2.79x1071° 9.24x10® 13.12
NOSTRIN 1.00 4.65 4.40 4.45x10% 2.97x10% 1.41
SH2B2 1.00 7.65 7.86 7.92x10™" 3.17x108 14.37
cox7c 1.00 10.77 524 2.10x10° 2.19x10* 4.36
C21orf91 1.00 7.22 4.65 1.88x10 1.42x10% 2.24
ZC3H8 1.00 5.98 5.80 2.57x10" 3.64x10°% 641
PMP22 1.00 6.55 524 2.15x10% 2.24x10™ 434
UBL7-AS1 1.00 5.51 5.20 2.47x107% 2.51x10™ 4.20
ZNF426 1.00 6.51 4.06 1.41x10™ 7.99x10°% 0.30
NDUFBI11 1.00 10.48 6.06 9.46x10% 1.55x10°% 7.39
WASF1 -1.00 7.08 -4.88 8.00x10% 6.84x10™ 3.06
MICA -1.00 7.10 -5.23 2.25x10% 2.31x10™ 4.30
BCL9L -1.01 6.51 -6.02 1.12x107 1.79x10% 7.23
PDHB -1.01 8.99 -6.84 4.49x10% 1.07x10 10.39



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
MGAM -1.01 3.73 -8.94 1.13x10"2 7.94x107"° 18.56
PEAK1 -1.01 791 -8.88 1.44x10"2 9.69x10"° 18.33
FERMT?2 -1.01 9.15 -4.00 1.77x10™ 9.70x10°% 0.08
DIAPH3 -1.01 5.28 -6.70 7.73x10%° 1.73x10% 9.85
TMEMI171 -1.01 3.99 -7.95 5.56x10" 2.35x108 14.71
TMEM?246 -1.01 5.35 -791 6.57x10" 2.68x10% 14.55
RAII4 -1.02 9.52 -4.26 7.22x10% 4.49x10% 0.94
NHS -1.02 4.86 -5.23 2.23x10 2.30x10* 431
RAB36 -1.02 5.56 -6.49 1.75x10% 3.49x10% 9.05
ABAT -1.02 493 -7.07 1.78x10% 4.79x107 11.30
CDIPI -1.02 6.12 -8.58 4.68x10"2 2.75x10°% 17.16
DBNI -1.02 7.59 -5.19 2.60x10°% 2.62x10™ 4.16
TSPAN4 -1.02 7.92 -4.38 4.84x10 3.21x10% 1.32
CDR2L -1.02 6.87 -7.40 4.89x10"° 1.52x10"" 12.57
ENG -1.02 6.45 -7.50 3.33x1071° 1.08x10"" 12.95
KIF3C -1.02 6.62 -7.21 1.03x10% 2.98x10" 11.84
NFIC -1.03 7.37 -4.90 7.51x10% 6.46x10™ 3.13
RMND5B -1.03 5.76 -7.19 1.10x10% 3.16x10" 11.77
RABIIFIP5 -1.03 7.13 -6.32 3.49x10% 6.45x10 8.37
RPS27L -1.03 8.06 -6.13 7.26x108 1.23x10% 7.65
TRIM6 -1.03 5.86 -4.35 5.24x10 3.43x10% 1.25
TCTA -1.03 7.66 -5.67 4.29x10" 5.69x10°% 591
TPM2 -1.03 6.75 -4.89 7.69x10° 6.60x10™ 3.10
PARP3 -1.04 5.87 -6.91 3.41x10% 8.42x10" 10.66
CIGALTI -1.04 7.33 -5.16 2.85x10% 2.84x10™ 4.06
ST -1.04 7.40 -5.40 1.20x10 1.35x10™ 491
ACOX3 -1.04 6.37 -6.27 4.17x10% 7.51x10 8.20
MFSDI0 -1.04 6.92 -5.07 3.96x10 3.76x10™ 3.75
PARVA -1.04 6.90 -6.58 1.23x10% 2.58x10% 9.40
ADRA2C -1.04 5.39 -6.49 1.75x10°8 3.49x10% 9.05
CLCF1 -1.04 6.18 -9.65 7.41x10 7.13x10" 21.26
VCL -1.05 7.06 -9.05 7.42x10" 5.46x10"° 18.98
KCNMAI -1.05 5.25 -7.84 8.71x10™" 3.42x108 14.27
GALNTS -1.05 5.54 -5.60 5.53x10"7 7.06x10°% 5.66
GLS -1.05 6.15 -9.92 2.57x107" 2.82x10™" 22.30
AIFM?2 -1.05 6.06 -6.38 2.69x10%% 5.14x10% 8.63
RHBDF1 -1.05 6.02 -7.51 3.20x107° 1.04x10"" 12.99
DOLK -1.05 691 -5.55 6.55x10"7 8.12x10% 5.50
CRISPLD?2 -1.06 6.83 -4.41 430x10% 2.89x10% 1.44
MYH9 -1.06 8.88 -4.31 6.17x10°% 3.93x10°% 1.09
ELOVL6 -1.06 5.66 -4.04 1.53x10™ 8.59x10°% 0.22
NAT 14 -1.06 6.49 -5.717 2.85x10" 4.00x10% 6.31
GLIS2 -1.06 8.13 -4.11 1.20x10™ 6.97x10% 0.45
TRNPI -1.06 5.17 -8.49 6.57x10" 3.62x10% 16.82
CDI51 -1.06 8.05 -5.04 4.50x10 4.18x10™ 3.62
TUBB3 -1.06 10.21 -5.74 3.19x10°"7 4.39x10% 6.20
FGF7 -1.07 392 -5.39 1.24x10% 1.39x10% 4.88
FAM234A -1.07 7.69 -6.08 8.87x10% 1.46x10% 7.46
CAV2 -1.07 7.20 -4.13 1.13x10* 6.63x10% 0.51



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
TNFAIPI -1.07 7.20 -7.71 1.41x10"° 5.25x10°%8 13.79
RUSC2 -1.07 7.27 -11.51 6.91x10°" 1.61x10°" 28.15
BACEI] -1.07 7.74 -5.13 3.20x10% 3.13x10% 395
SH3BP4 -1.07 6.36 -6.29 3.88x10%® 7.09x107 8.27
LIMK?2 -1.07 5.74 -8.43 8.46x10" 4.50x10% 16.57
MAGEE] -1.07 5.31 -6.86 4.20x10% 1.01x10 10.45
ADD3 -1.07 9.50 -4.92 6.91x10 6.03x10* 321
TES -1.08 6.88 -6.01 1.15x10"7 1.83x10* 7.20
GOPC -1.08 6.82 -8.01 4.33x10™" 1.88x10% 14.96
MLF?2 -1.08 8.83 -4.30 6.36x10 4.03x10 1.06
FAM129B -1.08 7.19 -10.03 1.69x10" 1.92x10" 2272
T™CO3 -1.08 6.04 -5.13 3.17x10°% 3.11x10% 3.96
PGRMC2 -1.08 8.27 -5.30 1.72x10°% 1.85x10™ 4.56
TGFB2 -1.08 5.03 -4.61 2.15x10% 1.59x10°% 2.11
P3H3 -1.08 6.49 -5.47 8.99x10"7 1.07x10™ 5.19
HRCTI -1.09 6.50 -5.95 1.43x107 2.20x10°% 6.99
NABPI1 -1.09 6.23 -5.24 2.17x10% 2.25x10™ 4.33
DOCK5 -1.09 5.14 -8.86 1.57x10"2 1.05x10% 18.24
NDSTI -1.09 5.83 -9.89 2.90x10" 3.12x10™" 22.18
HOXA3 -1.10 5.16 -8.04 3.98x10™" 1.75x10°8 15.04
DNAJC6 -1.10 4.05 -6.96 2.82x10% 7.20x10°"" 10.84
NEK7 -1.10 10.27 -4.68 1.67x10% 1.29x10°% 2.35
BPGM -1.10 7.55 -4.19 9.09x10 5.48x10% 0.72
CPTIC -1.11 5.26 -4.90 7.62x107 6.54x10™ 3.11
KATNALI -1.11 6.22 -6.66 9.09x10 2.00x10 9.69
TP53 -1.11 5.56 -4.34 5.41x10% 3.51x10% 1.22
SOCS5 -1.11 8.13 -5.69 3.85x10"7 5.17x10% 6.02
WTIP -1.12 5.84 -5.85 2.12x10"7 3.10x10% 6.60
TSPANS -1.12 6.14 -5.20 2.48x10% 2.52x10* 4.20
11-Sep -1.12 7.78 -591 1.67x10 2.51x10% 6.84
VASP -1.12 7.87 -6.08 8.64x108 1.44x10°% 748
CLIP3 -1.12 597 -7.66 1.73x10°"° 6.17x10°8 13.60
EBF3 -1.12 5.17 -5.27 1.91x10 2.01x10™ 446
ATPI3A3 -1.12 7.72 -5.70 3.71x10"7 5.01x10% 6.05
KIRREL3 -1.12 4.47 -11.61 4.72x10" 1.15x10°" 28.52
LACTB -1.13 6.75 -6.62 1.05x10%® 2.26x10% 9.55
SPATAIS -1.13 502 -6.85 4.29x10% 1.03x10% 10.43
RGS20 -1.13 4.62 -15.16 2.75x10% 2.33x10"® 40.37
TUBB6 -1.13 10.68 -6.19 5.61x10% 9.82x10% 7.90
ACLY -1.14 8.73 -6.60 1.13x108 2.41x10% 947
TTLLI -1.14 6.34 =742 4.46x10"° 1.41x10" 12.66
CD59 -1.14 9.15 -5.39 1.20x10° 1.36x10™ 491
ITGAII -1.14 6.49 -4.36 5.18x10 3.40x10% 1.26
FDXR -1.14 502 -6.37 2.82x10%% 5.36x10 8.58
MFGES -1.14 7.70 -4.30 6.21x10 3.95x10% 1.08
VSIR -1.14 5.88 -6.22 5.00x10% 8.86x10 8.02
TCEAL3 -1.14 9.03 -5.55 6.60x10" 8.17x10°% 549
CCDCI02A -1.14 5.06 -10.52 2.66x107" 3.71x10"2 24.54
ANXA2PI -1.15 4.88 -8.60 4.26x10" 2.52x10% 17.25



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
ABLI -1.15 8.32 -4.51 3.05x10% 2.15x10°% 1.77
Cl6orf45 -1.15 6.23 -8.36 1.12x10™" 5.75x10% 16.30
MIPEP -1.15 5.76 -7.13 1.42x10% 3.92x10" 11.52
CCDCY9B -1.15 6.00 -6.21 5.31x10% 9.34x10 7.96
ZDHHC7 -1.15 8.85 -6.88 3.82x10% 9.31x10"" 10.55
PLAUR -1.15 7.55 -4.42 4.16x10 2.81x10% 1.47
GALNT? -1.15 6.84 -6.36 291x10% 5.50x10 8.55
FKRP -1.15 5.34 -8.39 9.92x10"2 5.18x10% 16.42
ZNF703 -1.15 745 -5.01 5.06x10 4.63x10* 351
PRSS23 -1.16 7.66 -4.60 2.19x10% 1.62x10% 2.09
ZDHHCI16 -1.16 8.26 -7.56 2.58x10"° 8.64x108 13.20
TFPI -1.16 5.98 -4.50 3.11x10™ 2.18x10% 1.75
CTIF -1.16 5.65 -13.19 1.84x10°" 8.86x10' 33.99
TP5313 -1.16 8.12 -4.42 4.17x10 2.81x10% 1.47
CCDC92 -1.17 8.53 -4.94 6.50x10 5.71x10™ 3.27
LOC101928076 -1.17 4.28 -5.19 2.56x10% 2.59x10™ 4.17
MEGF6 -1.17 5.78 -5.18 2.70x10 2.71x10™ 4.12
MRVII -1.18 5.76 -4.87 8.41x10 7.14x10* 3.02
PSG5 -1.18 4.89 -8.84 1.70x10"2 1.13x10* 18.16
CDC42EP2 -1.18 6.04 -10.62 1.82x10°" 2.71x10"? 2492
ERLINI -1.18 7.55 -6.54 1.46x10® 2.97x10% 9.23
GYSI -1.18 7.65 -4.27 7.09x107 4.43x10% 0.96
FRMD5 -1.18 4.47 -9.50 1.28x10" 1.14x10"° 20.72
OSCPI -1.18 498 -8.44 8.16x10" 4.38x10 16.61
PLIN3 -1.18 9.22 -5.68 4.12x10"7 5.48x10% 5.95
HOXA5 -1.18 7.53 -5.14 3.06x10°% 3.01x10% 4.00
LMO7 -1.18 5.54 -8.45 7.93x10"2 4.28x10% 16.64
MTCLI -1.18 7.27 -4.10 1.23x10* 7.14x10% 043
TMEMI155 -1.19 3.95 -7.70 1.52x10%° 5.58x10% 13.72
FAS -1.19 6.16 -4.17 9.78x10 5.84x10% 0.65
KCNQ5 -1.19 399 -6.96 2.84x10% 7.25x10°" 10.84
PNKP -1.19 6.30 -5.72 3.45x10" 4.69x10% 6.13
RTLSC -1.20 9.98 -5.30 1.68x10 1.82x10% 4.58
PSG4 -1.20 4.82 -6.74 6.74x10°% 1.54x10% 9.99
PXDCI1 -1.20 7.84 -12.73 8.78x107" 3.51x10°" 3245
YIFIA -1.20 9.56 -5.89 1.82x107 2.71x10% 6.75
AVPII -1.20 7.88 -6.23 4.97x10% 8.82x10% 8.02
LASPI -1.20 10.43 -8.12 2.80x10™" 1.28x10% 15.39
NEFM -1.20 4.09 -7.98 4.94x10™" 2.12x10% 14.83
DPCD -1.21 7.19 -6.66 8.95x10 1.97x10 9.71
KCTDI10 -1.21 843 -8.61 4.10x10"2 2.45x10°% 17.29
HHIP -1.21 435 -4.04 1.51x10™ 8.49x10°% 0.23
FAMS50B -1.22 6.12 -6.29 3.91x108 7.13x10°% 8.26
SMAD7 -1.22 7.74 -5.05 4.35x10 4.06x10™ 3.66
TPM4 -1.22 8.25 -5.46 9.29x10"7 1.10x10™ 5.16
GPRI76 -1.23 6.60 -7.41 4.73x107"° 1.48x10" 12.60
GALNTI -1.23 9.00 -7.56 2.65x107° 8.85x108 13.18
LRRC32 -1.24 7.10 -4.11 1.19x10* 6.91x10* 0.46
SLC7All -1.24 5.60 -4.37 497x10% 3.28x10% 1.30



Table SII. Continued.
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COTLI -1.24 7.05 -1.75 1.24x107"° 4.65x10% 13.92
GPAM -1.24 6.41 -4.53 2.80x10 2.00x10% 1.85
GALNTI0 -1.24 6.70 -6.14 7.00x10% 1.19x10% 7.69
LIMAI -1.24 7.23 -5.93 1.57x10 2.39x10% 6.90
SH2D4A -1.24 5.50 -9.18 4.50x10" 3.54x10"° 19.47
MSRB3 -1.24 7.67 -5.75 3.16x10" 4.35x10% 6.21
LIMS?2 -1.24 6.16 -7.33 6.47x1071° 1.97x10" 12.29
NPAS1 -1.25 492 -10.56 2.28x10°" 3.30x10" 24.70
AFAPI -1.26 4.94 -7.20 1.09x10% 3.13x10" 11.78
PHLDA3 -1.26 642 -8.18 2.25x10™" 1.07x10°8 15.61
MYL9 -1.26 7.71 -5.20 2.51x10% 2.54x10™ 4.19
NMES -1.26 4.71 -7.17 1.24x10% 3.48x10" 11.65
STK39 -1.26 7.82 -5.08 3.90x10 3.71x10% 3.76
DHCR7 -1.27 6.31 -7.62 2.09x10°"° 7.25x10% 1341
LTBP1 -1.27 8.81 -4.97 5.89x10°% 5.24x10% 3.36
TCTEXID2 -1.27 6.83 -5.45 9.88x10" 1.16x10%™ 5.10
HK1 -1.27 10.38 -8.00 4.59x10™" 1.98x10% 14.90
DUSP2 -1.27 5.65 -5.94 1.49x10"7 2.28x10°% 6.95
PAPSS?2 -1.27 8.98 -5.18 2.67x10°% 2.69x10™ 4.13
PRDM16 -1.27 4.15 -10.95 5.28x1071° 9.39x10°" 26.14
EXTI -1.27 7.08 -5.83 2.30x10"" 3.32x10°% 6.52
SERPINB7 -1.27 4.20 -6.72 7.08x10% 1.61x10% 9.94
MET -1.28 5.95 -8.08 3.32x10™" 1.48x10% 15.22
NMT2 -1.28 525 -6.21 5.30x10® 9.34x10 7.96
PCDH1I9 -1.28 497 -4.81 1.04x10 8.53x10% 2.81
PTGES -1.28 6.90 -4.83 9.70x107 8.07x10% 2.88
IRX3 -1.28 9.21 -4.44 3.83x10 2.61x10% 1.55
ACOX2 -1.28 5.56 -7.18 1.16x10 3.29x10" 11.72
DUSP14 -1.29 8.19 -6.62 1.08x10%® 2.33x10% 9.52
SELIL3 -1.29 5.15 -6.64 9.88x10 2.14x10% 9.61
MOXDI -1.29 471 -4.69 1.57x10% 1.22x10% 241
FAMI171A1 -1.29 8.31 -4.80 1.08x10 8.83x10% 2.77
LINC00619 -1.29 354 -7.55 2.75x10°1° 9.13x10* 13.14
STAM -1.30 823 -8.96 1.05x10"2 7.41x101° 18.64
CNTNAPI -1.30 6.43 -6.08 8.80x108 1.45x10% 7.46
ARSI -1.30 541 -6.31 3.61x108 6.64x107% 8.34
SMAGP -1.30 7.15 -5.48 8.63x10" 1.03x10™ 523
LOC101929398 -1.30 492 -71.57 2.48x1071° 8.34x108 13.24
SPOCDI -1.31 6.84 -4.01 1.70x10 9.35x10°% 0.12
BNCI -1.31 3.78 -13.28 1.31x10" 6.45x107'¢ 34.32
HMGAI -1.31 6.36 -1.77 1.16x10°"° 4.41x10% 13.99
ZNF580 -1.32 7.16 -7.60 2.24x1071° 7.67x10% 13.34
PRKDI -1.32 4.90 -8.16 2.41x10™" 1.13x10% 15.54
0DCI -1.32 10.00 -5.00 5.21x10 4.74x10* 3.48
ZMAT3 -1.32 7.12 -6.78 5.71x10% 1.33x10 10.15
GAP43 -1.33 4.16 -10.36 4.93x10°" 6.40x10" 23.93
DRAM1 -1.33 7.74 -4.39 4.55x10 3.03x10°% 1.38
UBASH3B -1.33 4.60 -12.91 4.70x10" 1.99x10°" 33.06
FAMI155A -1.33 443 -5.55 6.76x10" 8.33x10°% 547
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TNS1 -1.33 6.49 -740 4.98x107"° 1.54x10"" 12.55
PTGER?2 -1.34 4.82 -5.29 1.76x10% 1.89x10™ 4.53
ASL -1.34 6.86 -6.93 3.15x10% 7.85x107 10.73
ANOI10 -1.34 7.06 -8.94 1.13x10"2 7.96x10°1° 18.56
ENDODI -1.34 6.50 -7.98 5.03x10™" 2.15x108 14.81
RPS6KA2 -1.34 6.57 -7.96 5.42x10™M 2.30x10°8 14.74
TRIM16 -1.34 6.61 -4.67 1.74x10°% 1.33x10°% 231
RBPMS -1.35 5.31 -7.13 1.42x10% 3.91x10" 11.52
BRD30S -1.35 6.51 -5.89 1.79x107 2.66x10° 6.77
LINC00565 -1.35 4.58 -10.42 3.85x10°" 5.07x10"? 24.18
F2RLI -1.35 4.5 -6.61 1.09x10%® 2.34x10 9.51
TRPC4 -1.35 4.51 -71.07 1.81x10% 4.85x107 11.28
FMN2 -1.35 437 -12.17 6.45x10°"® 1.85x10™ 3049
DLX2 -1.36 5.05 -7.93 5.98x10™" 2.48x10% 14.64
SYNDIGI -1.36 4.49 -7.51 3.13x10°1° 1.02x10"" 13.01
SORCS?2 -1.36 5.52 -5.53 7.16x10" 8.77x10°% 541
PPPIRI3L -1.36 592 -7.60 2.26x1071° 7.71x10°8 13.33
TRIP6 -1.36 8.53 -6.15 6.77x108 1.16x10°% 7.72
UGDH -1.37 9.18 -8.48 7.02x10°"2 3.83x10% 16.76
MYOF -1.37 7.80 -545 9.58x10"7 1.12x10™ 5.13
AKRIC2 -1.37 6.02 -4.58 2.33x10 1.70x10% 2.03
CREB3 -1.37 8.31 -8.60 4.25x10"? 2.52x10% 17.26
DSEL -1.38 540 -4.89 7.81x10% 6.70x10* 3.09
FAMS57A -1.39 7.74 -7.06 1.92x10% 5.11x10"" 11.22
ALCAM -1.39 7.24 -5.42 1.09x10° 1.25x10™ 5.00
FGF1 -1.39 4.66 -10.82 8.58x10' 1.44x107" 25.66
LOXL3 -1.40 7.14 -4.57 2.45x107% 1.78x10°% 1.98
ZNF423 -1.40 7.07 -4.80 1.08x10% 8.78x10% 2.78
TUFTI -1.40 6.45 -4.77 1.20x10% 9.60x10™ 2.67
PHLDA2 -1.40 4.88 -9.98 2.04x107" 2.28x10™" 22.53
0SoX1 -1.40 6.26 -11.15 2.58x107' 4.92x10°" 26.85
CLIP4 -1.41 5.70 -5.65 4.55x10"7 5.98x10% 5.86
ERCC2 -141 6.66 -10.88 6.95x10°' 1.21x10"2 25.87
LAMCI -141 9.96 -6.25 451x10% 8.13x10°% 8.12
MICAL?2 -141 6.71 -5.38 1.26x10 1.41x10%™ 4.86
TBCIDI9 -142 6.99 -5.82 2.41x10" 3.45x10°% 6.48
MGAT4B -1.43 7.81 -7.11 1.57x10% 4.29x107 1142
CYB561A3 -143 7.61 -7.58 2.38x1071° 8.05x10°® 13.28
AJUBA -1.43 5.76 -8.41 9.24x10"2 4.87x10 16.49
PRSS12 -143 3.82 -10.61 1.90x10°" 2.82x10"2 24.87
GADD45A -143 8.88 -4.23 7.99x10 4.90x10 0.84
SRXN1 -143 8.69 -9.11 5.78x10°" 4.42x1071° 19.23
GCNT1 -144 6.41 -5.29 1.78x10 1.90x10* 4.53
CDH6 -1.45 481 -1.77 1.14x10%° 4.38x10% 14.00
FBLIMI -1.46 6.96 -8.10 3.05x10™ 1.38x10°8 15.31
PERP -147 4.86 -11.21 2.07x10°'¢ 4.06x10°" 27.06
LINCO01503 -1.47 6.31 -6.90 3.48x10% 8.53x10"" 10.64
S100A16 -1.48 943 -5.22 2.32x10% 2.38x10™ 427
STXBP1 -1.48 792 -5.41 1.13x10% 1.29x10%™ 497



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
KIFIBP -1.48 7.81 -7.93 6.00x10™" 2.48x108 14.64
OLFML3 -1.48 10.38 -4.62 2.07x10 1.55x10% 2.14
CDC42EP3 -1.49 8.53 -5.58 6.06x10"7 7.61x10% 5.58
TM4SF1 -1.50 6.24 -6.94 3.03x10% 7.62x107 10.77
OXTR -1.51 5.35 -4.10 1.23x10™ 7.14x10°% 043
AVEN -1.51 7.30 -7.55 2.67x10°"° 8.91x10°® 13.17
FLNC -1.51 7.72 -5.08 3.89x10°% 3.71x10% 3.76
SH3RF1 -1.52 6.92 -10.25 7.41x10°"5 9.12x10" 23.53
CAVINI -1.52 8.64 -5.46 9.32x10"7 1.10x10™ 5.16
SLC16A2 -1.53 5.89 -6.74 6.56x10% 1.50x10 10.01
ANKRD1 -1.53 4.00 -5.37 1.32x10 1.46x10% 4.82
TPM1 -1.54 8.49 -8.20 2.09x10™" 9.99x10% 15.68
VA9, 4 -1.54 8.09 -5.85 2.14x10"7 3.12x10% 6.59
MOK -1.55 7.39 -5.22 2.29x10 2.35x10™ 4.28
TCF7LI -1.55 6.35 -5.96 1.41x10"7 2.18x10°% 7.00
TPD52L1 -1.56 6.64 -4.57 2.43x10 1.76x10°% 1.99
FN1 -1.56 10.29 -5.90 1.74x10" 2.60x10°% 6.80
CITED?2 -1.56 6.46 -8.17 2.33x10™" 1.10x10°8 15.57
MAFF -1.56 7.23 -6.56 1.34x10%® 2.76x10 9.31
EVAIC -1.58 5.19 -5.21 2.42x107% 2.47x10™ 422
BAIAP2LI -1.58 5.50 -6.03 1.06x107 1.71x10°% 7.28
PAMRI -1.58 7.17 -4.06 1.43x10 8.10x10™ 0.29
FGF5 -1.59 4.68 -12.63 1.27x10°® 4.81x10" 32.08
EHD?2 -1.59 7.88 -8.60 432x10" 2.55x10"% 17.24
STKI17A -1.59 6.59 -1045 3.53x10°"3 4.79x10°"2 24.26
MvP -1.60 7.81 -5.60 5.60x10" 7.13x10°% 5.65
B3GALT2 -1.60 352 -8.50 6.51x10" 3.59x10°% 16.83
MRAP2 -1.60 491 =722 1.02x10% 2.95x10" 11.85
FAM46B -1.60 5.34 -10.79 9.86x10°'¢ 1.63x107" 25.52
MGSTI -1.61 6.16 -543 1.04x107 1.20x10™ 5.05
NFASC -1.61 4.50 -19.51 8.09x10% 2.45x10% 52.74
NACC2 -1.62 6.19 -10.56 2.31x10°"5 3.32x10"2 24.68
SMURF?2 -1.62 7.35 -9.19 4.37x10" 3.48x10°1° 19.50
ADAMTS?2 -1.63 7.38 -6.24 4.75x10% 8.47x10°% 8.07
ALDHIBI -1.63 5.95 =177 1.14x10°"° 4.37x10% 14.01
LMODI -1.63 541 -7.64 1.92x10°"° 6.73x10°8 13.49
EFEMP2 -1.64 9.05 -7.39 5.05x101° 1.56x10"" 12.54
AOX1 -1.64 5.01 -6.30 3.73x108 6.82x10 8.31
NEXN -1.64 7.72 -4.28 6.72x10 4.23x10 1.01
SERPINE? -1.65 7.82 -7.99 4.84x10™" 2.08x108 14.85
POPDC3 -1.65 642 -4.49 3.30x10 2.30x10% 1.69
PDEIC -1.65 4.38 -16.08 1.55x10% 1.94x107" 43.18
DACTI -1.65 7.73 -4.76 1.25x10°% 9.96x10* 2.63
WNT5B -1.66 5.29 -9.71 5.70x10" 5.89x10™" 21.51
CDK7 -1.66 7.69 -9.07 6.81x10" 5.09x101° 19.06
ARMCX?2 -1.66 9.10 -4.72 1.44x10° 1.13x10% 249
FADS3 -1.69 7.05 -8.52 5.96x10" 3.37x10% 16.92



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
AKAPI2 -1.69 5.88 -7.65 1.83x107"° 6.44x108 13.54
FBN1 -1.69 8.89 -4.79 1.11x10% 9.00x10™ 2.75
MXRA7 -1.70 7.83 -10.16 1.04x107" 1.24x10™" 2320
CNN2 -1.71 833 -9.34 2.43x10°" 2.05x101° 20.08
CPA4 -1.71 5.75 -12.79 7.14x10°" 291x10°" 32.65
BMPER -1.71 3.82 -8.56 5.07x10" 2.97x10°% 17.08
MMP240S -1.73 7.35 -11.29 1.52x10°'¢ 3.04x10°" 27.37
NRG1 -1.73 4.62 -19.89 2.96x10% 1.25x10% 53.71
INA -1.75 5.37 -7.23 9.74x10°"° 2.84x10" 11.89
XYLTI -1.76 5.67 -9.94 2.36x10" 2.61x10™" 22.38
CORO2B -1.77 5.25 -5.71 3.57x10" 4.84x10% 6.09
ALDHIA3 -1.77 5.28 -7.69 1.53x107"° 5.61x10% 13.71
TGM2 -1.80 594 -8.50 6.49x102 3.59x10% 16.84
MBNLI-ASI -1.80 643 -6.12 7.37x10% 1.24x10% 7.64
RRAS2 -1.81 747 =717 1.23x10% 3.46x10" 11.66
SUGCT -1.81 6.90 -5.08 3.90x10% 3.71x10% 3.76
BAALC -1.81 6.02 -5.23 2.20x10% 2.27x10™ 432
CALHMS -1.82 5.98 -12.39 2.98x10°"8 9.41x10°" 31.25
GNGI2 -1.82 7.60 -7.99 4.83x10™" 2.08x108 14.85
MRGPRF -1.82 6.31 -4.04 1.52x10 8.54x10% 0.23
TGFBIII -1.83 9.35 -6.81 5.01x10% 1.18x10 10.28
FSTL3 -1.83 6.48 -11.99 1.21x107"7 3.31x10™ 29.87
KCTDI11 -1.84 5.77 -11.94 1.44x107" 3.85x10™ 29.70
ITGA3 -1.84 5.59 -10.47 3.18x10°" 4.35x10"2 2437
ANO3 -1.84 4.29 -8.39 9.79x10"2 5.15x10% 1643
BSTI -1.84 522 -8.98 9.76x10°" 6.94x107"° 18.71
TIMP3 -1.85 8.92 -4.32 5.98x10 3.83x10% 1.12
ARNT2 -1.85 5.01 -9.49 1.33x10°" 1.18x10"° 20.68
PAPPA -1.85 5.30 -11.27 1.66x10°'¢ 3.28x10°" 27.28
PLPP4 -1.85 6.37 -4.59 2.29x10 1.67x10% 2.05
AXL -1.88 7.53 -9.33 2.53x10™" 2.12x10"° 20.04
OSR1 -1.88 4.11 -8.78 2.13x10"2 1.37x10% 17.94
F2RL2 -1.88 3.89 -9.71 5.87x107" 5.97x10™" 21.49
KRT19 -1.88 4.34 -11.33 1.30x10°'° 2.76x10 27.52
FZD2 -1.89 6.02 -10.59 2.08x10°" 3.06x10"2 2478
GLIPRI -1.90 8.50 -6.57 1.31x108 2.72x107% 9.33
NEGRI -1.90 4.5 -7.02 2.25x10% 5.87x10" 11.07
DCBLD?2 -191 6.23 -15.26 1.98x102 1.83x10°'® 40.69
CXCL6 -1.92 3.68 -6.60 1.16x10%® 2.45x10% 9.46
FOXDI -1.93 6.10 -10.19 9.40x10°" 1.13x10™" 23.30
LIF -1.93 5.89 -7.87 7.78x107" 3.12x10°8 14.38
CDKNIA -1.93 941 -71.79 1.04x10°"° 3.98x10% 14.10
RGMB -1.94 5.67 -9.52 1.19x10°" 1.09x10°1° 20.78
TBCID2 -1.96 5.74 -9.71 5.76x10" 5.92x10™" 21.50
RRAS -1.96 743 -8.23 1.84x10™" 8.88x10% 15.81
Cllorf87 -1.96 3.59 -8.28 1.53x10™" 7.50x10°% 15.99
IER3 -1.96 9.28 -5.97 1.36x10" 2.11x10% 7.04



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
CAI2 -1.97 6.81 -6.75 6.26x10"% 1.44x10% 10.06
CAVI -1.97 10.15 -5.93 1.59x10"7 2.41x10°% 6.88
RNF182 -1.97 542 -6.72 7.30x10% 1.65x107% 991
INHBA -1.98 7.30 -5.94 1.47x10° 2.26x10% 6.96
P3H2 -1.99 6.99 -8.73 2.63x10"2 1.67x10°% 17.73
SCRN1 -2.02 7.35 -6.55 1.38x108 2.82x10% 9.28
SFRP1 -2.02 4.88 -8.04 3.85x10" 1.70x10%8 15.08
CCBEI -2.03 5.18 -10.82 8.56x101¢ 1.44x10"2 25.66
PENK -2.03 522 -6.01 1.16x10"7 1.85x10% 7.19
DDAH1 -2.03 6.27 -16.54 3.83x10% 5.40x10% 44.54
TNFRSF10D -2.03 5.50 -10.66 1.59x10" 2.38x10"2 25.05
FOSLI -2.04 6.02 -8.00 4.59x10™" 1.98x10°8 1491
CRLF1 -2.04 5.59 -9.70 6.12x10' 6.17x10™" 21.44
SMIM3 -2.04 7.61 -5.75 3.06x10 4.22x10% 6.24
FANK1 -2.05 4.61 -943 1.69x10°" 1.47x1071° 20.44
SLCIAI -2.05 5.69 -7.44 4.21x101° 1.34x10"" 12.72
PLPP3 -2.07 9.12 -5.83 2.32x107 3.34x10% 6.51
FBLN5 -2.07 6.93 -5.20 2.50x10% 2.53x10% 4.19
PAWR -2.07 545 -7.26 8.47x101° 2.51x10" 12.03
GDF5 -2.08 6.27 -10.06 1.51x10" 1.75x10°" 22.83
CSRP1 -2.09 10.02 -7.66 1.75x1071° 6.23x1078 13.58
MYADM -2.10 8.82 -10.26 7.19x10°" 8.90x10"? 23.56
MGARP -2.11 4.46 -7.80 9.94x10" 3.86x10% 14.14
KRTI8 -2.11 6.90 -5.37 1.33x10°% 1.47x10°% 481
DCBLDI -2.11 6.47 -13.82 2.16x10% 1.24x10°16 36.09
SEMA3C -2.13 6.22 -4.38 4.75x10°% 3.15x10% 1.34
LOXLI -2.13 8.88 -4.06 1.41x10% 7.98x10% 0.30
GATA6 -2.13 4.63 -10.54 2.49x10°° 3.51x10°12 24.61
MAMLDI1 -2.13 5.86 -9.14 5.17x10"° 4.01x10"° 19.34
PPPIRI4A -2.17 5.18 -4.75 1.31x10% 1.04x10°%° 2.59
WISP3 -2.17 401 -9.67 6.76x10" 6.69x10" 21.35
PFKP -2.19 8.99 -6.93 3.13x10% 7.80x10°" 10.74
LOXLI-ASI -2.19 481 -8.56 5.11x10" 2.98x10°% 17.07
LOC100288911 -2.19 545 -12.48 2.16x1018 7.15x10°"3 31.56
SCUBE3 -2.20 5.77 -11.62 4.67x107" 1.15x10°" 28.53
PXDN 222 8.42 -6.05 9.95x108 1.61x10% 7.34
ARSJ -2.24 6.05 -8.34 1.18x10™ 6.02x10% 16.25
TNFRSFI2A -2.25 8.19 -8.62 3.95x10" 2.37x10% 17.33
NTM -2.25 5.83 -8.66 3.40x10" 2.08x10% 17.48
LOC728392 -2.26 6.99 -7.40 4.89x10"° 1.52x107 12.57
MIR3IHG -2.26 5.80 -9.07 6.83x107" 5.09x10"° 19.06
PEARI -2.27 5.84 -11.40 1.02x1071 2.26x107" 27.76
HACDI -2.29 5.54 -9.96 2.26x10" 2.52x10" 2243
LOX -2.29 8.75 -4.99 5.30x10% 4.80x10% 3.46
LDOCI -2.30 7.97 -6.58 1.25x10°8 2.61x10% 9.38
IGFBP4 -2.30 991 -6.19 5.61x10% 9.82x10% 7.90
SPOCKI -2.31 7.99 -4.48 3.33x10% 2.32x10% 1.68
NDN -2.31 7.35 -5.59 5.74x10"7 7.26x10°% 5.63

4-Mar -2.32 5.08 -22.16 9.13x10°% 4.83x10% 59.24



Table SII. Continued.

Gene symbol log,FC AveExp t-score P-value padi B-value
LINCO01119 -2.32 5.34 -9.14 5.27x107" 4.07x10°1° 19.32
G6PD -2.32 6.66 -11.14 2.71x107 5.07x10°" 26.80
IGFBP6 -2.33 8.27 -6.49 1.76x10°8 3.51x10% 9.04
FLG -2.33 3.72 -7.03 2.10x10% 5.55x10"" 11.14
RPSI11 -2.33 7.20 -6.80 5.16x10"% 1.21x10% 10.25
AMOTL2 -2.34 8.15 -9.13 5.43x10°" 4.18x101° 19.29
PLAT -2.34 6.58 -5.52 7.40x10°7 9.03x10% 5.38
SERPINB2 -2.36 4.27 =793 6.04x10" 2.49x10%8 14.63
ALPK?2 -2.37 527 -11.45 8.61x10°"7 1.98x10°" 2793
BDKRBI -2.38 482 -14.26 5.00x10* 3.41x10"7 37.53
EVAIA -2.38 6.52 -8.55 5.22x10"? 3.02x10% 17.05
Cl12orf75 -2.40 8.54 -6.40 2.48x10% 4.79x10 8.71
LYPD6B -2.40 498 -10.93 5.79x107' 1.02x10"2 26.05
LYPDI 241 5.63 -5.29 1.76x10°% 1.89x10% 4.54
KCNE4 241 5.66 -9.35 2.31x1013 1.97x101° 20.13
MIF-ASI 242 498 -10.43 3.73x10° 4.97x10"2 2421
KCNK?2 -2.44 5.30 -8.85 1.61x10"2 1.07x10% 18.21
CNN1 -2.48 6.29 -5.48 8.72x10 1.04x10% 5.22
CYR61 -2.48 9.82 -6.15 6.67x10% 1.14x10% 7.74
SLCI14Al -2.48 4.16 -8.11 3.00x10" 1.36x10% 15.33
LURAPIL -2.50 6.02 -7.70 1.48x1071° 5.44x1008 13.75
NTS5E -2.50 6.37 -9.56 1.02x10™" 9.39x10™" 20.94
COLSAI -2.52 5.70 -9.64 7.61x10 7.29x10" 21.23
CHI3LI -2.53 5.33 -5.94 1.50x10°7 2.29x10% 6.94
FGF7P3 -2.54 549 -10.44 3.57x10°" 4.81x10" 2425
WNT5A -2.54 7.87 -6.51 1.61x108 3.24x109 9.13
PRRI6 -2.54 6.01 -8.07 3.50x10" 1.55x10% 15.17
SHISALI -2.56 6.08 -10.26 7.00x10°1 8.72x1071 23.59
CYPIBI -2.57 7.66 -5.86 2.08x10 3.04x10% 6.62
CAP2 -2.58 6.58 -6.23 4.92x10% 8.75x10% 8.03
IGFBP3 -2.61 997 =747 3.76x1071° 1.21x10°7 12.83
CEMIP -2.62 6.96 -8.27 1.58x10™" 7.73x10°% 15.95
FZD7 -2.62 7.69 -7.64 1.94x10°1° 6.75x108 13.48
CRIM1 -2.65 7.88 -11.59 5.08x10" 1.22x10°" 28.45
MIRI00HG -2.65 742 -5.58 5.88x107 7.43x10°% 5.60
CCDC80 -2.66 7.90 -9.92 2.64x10 2.86x10" 22.28
NTN4 -2.70 6.08 -5.81 2.48x10 3.54x10% 6.45
ADAMTS] -2.70 7.81 -7.20 1.07x10% 3.10x107 11.79
THBS1 271 6.68 -8.91 1.30x10"2 8.94x1071° 18.43
EFEMPI1 -2.73 6.28 -6.89 3.67x10% 8.98x10 10.58
BDNF -2.77 5.69 -8.84 1.70x10"2 1.13x10% 18.16
GREM1 -2.78 7.33 -4.66 1.75x107% 1.34x10% 2.30
BOK -2.78 6.28 -12.61 1.36x10°'8 5.04x10°"° 32.02
WASF3 -2.78 6.66 -7.86 8.12x10™" 3.23x10% 14.34
AHRR -2.81 5.24 -7.74 1.27x1071° 4.75x10% 13.90
RAB3B -2.84 4.66 -19.69 5.05x10% 1.78x10% 53.20
CLDNI1 -2.89 6.13 -8.52 5.88x10"2 3.34x10% 16.93
CSorf30 -2.89 6.66 -12.33 3.62x10°18 1.08x10* 31.05
CCNDI -2.93 7.69 -9.06 7.23x10°" 5.35x101° 19.00
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TNFRSFIIB -2.95 5.74 -7.29 7.46x1071° 2.25x10 12.15
MFAP5 -2.99 5.67 -4 .47 3.44x10% 2.37x10% 1.65
VEGFC -2.99 8.16 -10.21 8.72x10°% 1.06x10! 23.37
CXCLI2 -3.05 8.01 -6.34 3.24x10% 6.04x10°° 8.44
APCDDIL -3.06 6.31 -12.11 7.95x1018 2.24x10 30.28
GREM?2 -3.08 444 -14.40 3.15x102! 2.22x107"7 37.98
TAGLN -3.10 9.01 -7.36 5.75x1071° 1.76x10° 12.41
TMEM200A -3.14 7.73 -6.83 4.66x10% 1.11x10° 10.35
IL6 -3.14 6.40 -7.54 2.86x101° 9.47x10% 13.10
AMIGO?2 -3.18 747 -7.98 498x10™M" 2.13x108 14.82
SYNC -3.22 6.45 -8.44 8.11x10"2 436x10% 16.62
FST -3.23 6.35 -10.75 1.13x10°13 1.76x1012 25.39
ENCI -3.28 7.50 -12.60 1.40x108 5.12x101%% 31.99
HAS2 -3.30 743 -6.76 6.18x10% 1.42x107°° 10.07
SERPINEI -3.34 6.53 -8.99 9.30x10" 6.67x1071° 18.76
CTGF -3.36 9.96 -7.76 1.16x101° 441x10 13.99
LINC01279 -3.39 7.16 -7.49 3.50x101° 1.13x10°%7 12.90
BEX1 -344 5.21 -10.69 1.39x10°15 2.10x10°12 25.19
LINC00968 -3.46 4.39 -14.04 1.01x102%° 6.71x10" 36.83
FHL2 -3.47 9.26 -11.05 3.67x1071° 6.64x10"3 26.50
KRTAPI-1 -3.49 4.81 -15.05 3.86x10% 3.15x10°'® 40.04
MEST -3.49 8.68 -5.58 6.05x10"" 7.60x10°% 5.58
NQOI -3.59 7.59 -11.32 1.40x1071¢ 2.84x101% 27.45
ITGBLI -3.65 6.73 -9.92 2.63x101 2.86x10! 22.28
FGF2 -3.65 4.76 -23.93 1.39x1032 1.47x10°%7 63.21
HAS1 -3.79 5.74 -10.87 7.17x1071° 1.23x10"? 25.84
GAS6 -3.86 8.30 -12.45 2.34x10"® 7.52x10° 3148
VGLL3 -391 593 -8.69 3.06x1012 1.90x10% 17.58
LTBP2 -3.99 791 -12.64 1.20x10718 4.67x101 32.14
DSP -4.00 6.85 -8.51 6.14x102 3.43x10% 16.89
NPR3 -4.07 5.77 -16.82 1.66x102 3.19x102%° 45.36
RGS4 -4.08 6.30 -12.49 2.07x10"8 7.07x10713 31.61
PTX3 -4.19 8.95 -7.46 3.81x101° 1.22x10° 12.82
TFPI2 -4.23 5.06 -11.62 4.55x10" 1.13x10°" 28.56
STC2 -4.25 6.78 -16.57 3.47x10% 5.25x102° 44.64
DKK1 -4.68 7.14 -7.45 4.00x1071° 1.28x10"7 12.77
KRTAPI-5 -5.36 5.76 -17.48 2.37x10% 5.57x102! 47.25

OS, osteosarcoma; log,FC, log,(fold change); AveExp, average expression across all samples; P*%, adjusted P-value; t-score, statistic value
for t-test; B, negative B-statistic value.




