Table SI. Putative target genes of miRNAs regulated by P4.

SPPL2A DUSP3 CDKNI1B PDE6A PCGF3 AIFIL NDUFA2 HISTIH3  CHSTI15 SRSF2 N4BP1 ARHGA  TMEDS CPLX1 ILIRAPL1 POLR2J3
CTNNBI BTGl BMI1 PHLDA3  LNPEP CXCR2 SET gICZ ARHGA  NKX2-5 TMPRSS5 ij}il 1 TRIM33 Cl19orf35 CCP110 FAM3C
PN§I£A4 YWHAZ CCDC39 EXOSC1  NRF1 ZNF425 NONO HIST3H3 i_lLZHL 15  ZNF704 TMEM109 GPR37L  PMAIPI CSTF1 TNSI1 MARVEL
TNRC6A TMEMI DSTN gTS GAL MTF2 ERVMER3  ZNF689 HIST1IHI  KIAAO03 MINK1 ALS2CL Il’TPRF LIN54 HOOK3 DOK6 Bfl’REB 1
MICAL2 e THRB 2OCIAD2 HS3ST3B ?—I-SlPA6 SNRNP27 I]j:IISTS H2 ?311 QINF LLGL2 SLC6A9 RPS28 CDK17 YIPF4 SIK2 UPK3BL
CACNA CASD1 EROIL éRSFZ TOMM40 UBE2Q1 ]SSIIESSTD 1 gGT GPRC5C  AURKA MICAL2 RABI0 NCOR2 MKNK2 MFI2
zlA];LS C LAMCI1 HNIL NFYB HIST1H2B HIST2H2 MBD6 BRSK1 SYT7 SLC47A  ITM2A WDRI1 KCTD11 RNF20
LY6H TMCCl1 TUBDI1 ARIDIA BDK4 I]?I]IESTZHZ MLEC RABIIF  EVXI1 IldY6H NACCI1 YMEILl  ZNF704
DLX6 KIAA171 UTP20 RPS6KAS5  TRIBI g]ﬁj CBX5 ISf;j‘CZA 1 KMT2D GPRC5C  UQCRB MBOAT  ZNF39%4
CDK6 ;NF62 1 MESDC SLC40A1 PCBD2 SETDS PHYHIP  SLC6AlL PUM2 RAB40C MARVE éCDC 12 ZNF385A
RAB40C SMU1 éLCS 8A  NBEA CD3EAP NFIC EFNB1 HPCAL1 NABPI ZNF264 E]S)I%IKI A %JLBPS GEM
CHIC1 RPS16 IS\IWD 1 UBE2E3 MAPKG6 ATXNT7L BAZ2A CTDNEP1 FAM228 ]IDCK RBMS2 TAOK1
Céorf106 ADD3 FBX042 MAPKAP ARMCX Z?JRKA KIF1C RGMB fACE 1 SMAD7 SSR3 BRIX1
CD207 ATXN7L3  FGFRI1 EZOOKS 2NP3 2B TCF21 ADAMT  YTHDF3 ZNF33A  HSBP1 ZNF107 SEMA4D
NEURLI1 EMC8 DIP2A SNTG1 HIST2H3  GATSL2 gllii’TS AGO1 RANGA  SNRNP2  AKIPI SRRM4
2P5 FGD4 KPNA2 CEP170 I(-:IIST 1H2 ANAPCI ARHGDI CCNLI = ;AT 1 BVES CDCA4
FAM228 ABI2 FAM73A  ATPIBI I]?I}I:STZHZ PODXL iBCB 11 SUV39H1 CSRP2 SVIP TLCD2
zSCARB 1 IREB2 MAFK TRIM2 fIESTZHZ PCSK9 TLK2 GLTSCR1 TMEM3 NICN1 PAQRS
NFIC PGM2L1 AIPL1 UBR3 f/fiﬁf HMOX1 EFCABI ]};BXO4 1 iZIC IRAK3 HDHD2
PLXDC1 SUMO3 NLRP10 OTUD4 GCNILl  TMEM9 FAM160  FRK TRIM4 KDMé6B PHB2
ATP6VO BZW1 HES7 CPEB3 HIST1H3 ll\/ITA 1 é}c 1 KMT2A AVPRIA DNA2 KLF2
]éll lorf54 ITGA6 HIST1H PPMIA EDKI 6 BCL7B CAPZB CBX5 ZFP37 MALL LGRS

KLF12 ;%;65 5 MZT1 PHF12 STK11 IGF2BP1  SOD2 KPNA3 AQP6 XIAP

SLC7Al11 UBXN7 SOX9 WDR&2 SFT2D2 LETMD KCNH1 JRKL RPL24 SC5D

NAAI15 ZNF320 TMEM24 PABPN1 ZFAND2 1 LCE1A ATF7IP YESI TMOD2

DAGI ITPRIPL f’REXZ FBRS ?(RCC6 HOXC4 SUMO2 ZMYM1 ANKRD40
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SEC23A AGTPBP ELAVI2 ATXN7L MMAB DNM2 ZC3HA AGPAT6 ORILS
MTF2 "}AB 1 CGGBP1 "3FHRA RHOA BCL2L12 Xll\/%GAZ CEP57L TNFAIP3
SMAD2 VSTM4 DNAJAL1 DMWD EMP1 CTIF TMEM1 (13RX ST6GALNA
IGF2BP2 ATP6AP  FGF12 ATXN2L  FTSJ3 FOLR1 Z;SBY 1 SPPL2A gj&M 13A
FAMBAL1 f1>]6c 1A REPS2 FAMS9B  ATGYA MAU2 TRIMS59 TULP1 PABPN1
INHBA CXorf23 PDCD6IP TOM1 AGO1 THBD CNEPIR  STIL PIK3C2B
TNPOL1 ZNF419 MEGF9 IGF2BP1  SERPIN MIDN llDCAFl 6 TAF1 FAMBAL1
SLC30A1 TMIGD2  CUL3 CELF1 I”1—“Ili/IEM 1 MPHOSPH HSP90A  SRPX2 BLMH
TMBIM6 GPS1 NR1D2 ANKRD ;)’19—IF 13 iNF444 zé]EZPS 5 BAZ2B MESDC1
IL6ST SECTM1 CDK16 gZGKZ PPMIF SRSF1 ABHD2 EPGS5 GLIS3
LDLRAD TPGS1 ERC2 TNRC6B  ZNF282 RPLI13A YTHDF1  ASB6 UNCI3A
]3)R1 FKBP5 NRXNI1 MDGAL1 PTGS1 ZMAT4 GALNT3  ZNF426 NSFLIC
ZNF532 STRN3 SMG1 SRCAP SLC38A ATPIB3 CNOT6 RBM22 C19o0rf68
NAV3 APTX TMEM18 BRD2 z/AV3 RDX KIAA14 KLHLS
RNF157 GRM1 4K]?ATNBL GIGYF1 CDCAS EFHD2 ]SSZRHL 1 SUCLG2
SEC61A2 ZKSCA II’UMZ MEF2D SLC4A1 TMEM1 MYLK3
E2F3 g;(YLTZ PTPRD FASN NKX2-1 IQZEDZES ALGI1
TMEM14 SLC7A1 RAP1B FAM222 ACER2 SLCI2A  NARS
;TPZB 1 éARl A PPP3R1 }]?BXO4 1 SLC25A ZBTBSB AAK1
RPS6KA3  RSPH3 GNAIl BCL7A 4WSFDC6 NOL9 TPD52L3
PGK1 NLRP9 ZMATI1 ZNF703 CDH2 CDH7 Cl5orf61
SSBP2 MAGI2 ZNF445 NUP155 ORAI2 ERGIC1
ZBTB24 SEPT2 CCDCo4 PHAX Céorf25 STT3A
GSR SECISBP2 ABI2 NUFIP2 FXYDI1 TGFB2
FAM20B kRHGAP HIST1H2 MAPK1 ZKSCA PTPRE
29 AG N3
GFPT1 THBS1 ULK1 DNALI1 ELP2 TBC1DS5
POLR3A  PDZD2 CHAC1 TRIM2 ZNF490 RBM23
SLC35F5 PDEI0OA TAOK1 DENND R3HDM4
METTL1  ZERI1 I6’$CHD 1 NDUFAF6
;AM 153 AZINI1 JUN PAN2

B




ABCA10  CREBRF SEPT6 ALDH1A2
CTNS PDIA6 PTDSS2 HUWEI1
SPANX FAMI168A ATP6VO  EFCABI14
N5 El
SPANX HNRNPA VAV3 GPRCSA
N1 3
WDR92 CCDCS85A STX4 PRRI5L
RXFP4 CKAPS MASTS3 ASB16
Clorfl58 MAP2K1 PTGIS GOSR1
SLCI0A  ANK3 MDM4 ACTN2
gLC43A SOX11 VDR
2KCMFl GNBL GCCl1
MCM4 PVRL3 ERBB3
OGFOD AUTS2 TMEM109
}I“RPMS DDX3X PSMBS5S
KIAALS UBE2Q1 ZFP64
g?\IDPl PRKCA SLC38A1
RND2 TMEM10 DPY19L4
6B
SLC25A  RCN2 HDGF
ii(RC27 RBMSI FBXLI18
ZNF91 KPNA2 WAC
RNF222 MAML3 DCAFS5
RSLIDI1 PANK3 MITF
TTC4 SRCAP TET3
MTEFRIL  TCF7L2 ECEl
CISD3 YIPF6
RBM48 SLC39A9
SCO1 ACBD7
ABLIM1 CD200
HMGBI CYP2A7
CDC25A UBE2K
RNF41 SARIA
DIP2C ABCA12
BMPRI1 MDFI

A




APOL6 GABRA1
MURC IP6K2
ANGPT DKK3
L3
TAF1B SNX9
LRRCS8 TENM3
TRIM72 SLAIN2
TRMT10 AMMECRI1
B L
FAM216 BBS5
A
SMAGP PKIA
TSHZ2 SEC14L6
MYPN VASP
GGPS1 HINFP
SUGTI RABIA
SNRPD1 AMERI1
FAM212 RSL24D1
B
DPYSLS5 TBX2
PCYOX1 SIX3
TNFAIP YY1
8L1
SIT1 GSTO2
CAMK2 TMEMS57
N1
LRP10 FAM212B
TNFRSF OLAH
13C
ZFP82 AK2
PLAA GPR26
ARIH20 KDM3B
S
NCKAPI1 PHLPP1
MCTS1 TMEM45B
PHACT HTRIF
R4
CDK9 BCL2L2-
PABPN1
ATP1A2 CACNGS
CABP4 SRSF10
ADM2 MAP3K2




KLF8 UBA6

ZSCAN2 MRPS27
ZNF844 UBAP2L
CEP76 SLC30A6
SF3B1 SRSF2
IGLONS 1PO11
TGOLN2 POU2F3
SCAMP1 ENPP1
GLYAT LPCAT3
RHBDL2 TMA4SF5
SLC30A NPAS3
IS’TAFR WAPAL
CYTH3 SMIM18
ORAI2

AKAP13

BTBDI19

ACSL6

CDNF

RAB27A

EDN2

NUDTS5

DSNI1

CLUAPI1

VTALl

SLCI6A
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The table shows the genes that resulted from the coincidences among the bioinformatics tools of prediction (Tarbase, MiRWalk, MicroT-CDS, and

TargetScan). Blue, miRNAs downregulated by P4; red, miRNAs upregulated by P4. miRNAs, microRNAs; P4, progesterone; has, human.



