
Figure S1. Comparison of transcript levels of genes located on chromosomes 12q14.1 and 19q13.32 between poor and good 
responders. Differential analysis revealed higher CDK4 transcript levels in poor responders that were associated with gain of chro‑
mosome 12q14.1. AGAP2, ArfGAP with GTPase domain, ankyrin repeat and PH domain 2; TSPAN31, tetraspanin 31; MARCH9, 
membrane‑associated ring‑CH‑type finger 9; CYP27B1, cytochrome P450 family 27 subfamily B member 1; BCL3, BCL3 tran‑
scription co‑activator; CBLC, Cbl proto‑oncogene C; BCAM, basal cell adhesion molecule; PVRL2, poliovirus receptor‑related 2; 
TOMM40, translocase of outer mitochondrial membrane 40; APOE, apolipoprotein E; Y, yes; N, no; ChOS, Chiba osteosarcoma.
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Table SII. PCR primers.

Gene Forward, 5'→3' Reverse, 5'→3'

CDK4 GACTGGCCTCGAGATGTATC GTAGATAAGAGTGCTGCAGAGC
AGAP2 AGCATTCGAGAGGCTGTGAT AAGACCCGATCCACATTGAG
TSPAN31 GCCCCTTGTCACATCCTCTA GAGCCACACCAGGGTATGTT
MARCH9 CTCCTCCCACTCATCCAGAG TGCAACCTGTGCAGAGAAAC
CYP27B1 GACTCAGGAAGCCAGGTGAG GACGAAGGACCAACCAGGTA
BCL3 AACACCGAGTGCCAAGAAAC TGTCGTTGTGGCAGTTCTTG
CBLC TATGTGAGCTCAGATGGCAG CACGGCTCAATCTTCACATC
BCAM TGAATCTCGAGGGGAACTTG AGGTAAGGAAAGCACCTTCC
PVRL2 AAGACCCCCTACTTTGATGC GGGACATGACAAAGCCTTTG
TOMM40 ACCAGTACGAGTCGAAGTTC TGTGGTTGACCTGAAAATGG
APOE GGCCTACAAATCGGAACTGG CGGCGCTTCTGCAGGTCATC
GAPDH ACCTGACCTGCCGTCTAGAA TCCACCACCCTGTTGCTGTA

AGAP2, ArfGAP with GTPase domain, ankyrin repeat and PH domain 2; TSPAN31, tetraspanin 31; MARCH9, membrane‑associated 
ring‑CH‑type finger 9; CYP27B1, cytochrome P450 family 27 subfamily B member 1; CBLC, Cbl proto‑oncogene C; BCAM, basal cell adhe‑
sion molecule; PVRL2, poliovirus receptor‑related 2; TOMM40, translocase of outer mitochondrial membrane 40; APOE, apolipoprotein E.
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