
Figure S1. Knockdown of STEAP1 does not induce apoptosis in liver cancer cell lines. (A) HepG2 and (B) Hep3B cells were 
transfected with non‑targeting control siRNA or siSTEAP1. Apoptosis was measured by flow cytometry using Annexin V/7‑AAD 
staining. Data are presented as the mean of triplicate measurements ± SD. siRNA, small interfering RNA; STEAP1, six‑trans-
membrane epithelial antigen of the prostate 1; N.S., not significant.



Figure S2. Pathways associated with high STEAP1 expression were derived from GSEA. GSEA was performed to explore the 
gene sets regulated by STEAP1 in hepatocellular carcinoma using the publicly accessible gene expression profiling dataset, 
GSE14520‑GPL3921. Four statistically significant pathways, namely (A) MTORC1_SIGNALING, (B) MYC_TARGETS_V1, 
(C) UNFOLDED_PROTEIN_RESPONSE and (D) REACTIVE_OXYGEN_SPECIES_PATHWAY, are represented as enrich-
ment plots. NOM P‑val, nominal P‑value; FDR Q‑val, false discovery rate Q‑value; GSEA, Gene Set Enrichment Analysis; 
NES, normalized enrichment score; STEAP1, six‑transmembrane epithelial antigen of the prostate 1.



Figure S3. Inhibition of STEAP1 suppresses c‑Myc downstream target genes in HepG2 cells. HepG2 cells were transfected with 
non‑targeting control siRNA and siSTEAP1. c‑Myc downstream target genes were evaluated using PCR array. The 84 genes are listed 
in a (A) chart and (B) heatmap. Blue/purple represents a decreased expression level, and yellow represents no change. The numbers are 
indicating fold changes. siRNA, small interfering RNA; STEAP1, six‑transmembrane epithelial antigen of the prostate 1.



Figure S4. ROS production is increased by STEAP1‑knockdown, but no statistical correlation between STEAP1 and NRF2 expres-
sion was observed in HCC. (A) HepG2 and (B) Hep3B cells were transfected with non‑targeting control siRNA or siSTEAP1. 
Cytosolic ROS levels were evaluated by flow cytometry using CellROX Deep Red. Data are presented as the mean of triplicate 
measurements ± SD. *P<0.05 vs. control. Correlation between STEAP1 and NRF2 expression in HCC samples using the publicly 
accessible gene expression profiling datasets, (C) GSE14520 and (D) GSE36376, and (E) TCGA. ROS, reactive oxygen species; 
NRF2, NF‑E2‑related factor 2; HCC, hepatocellular carcinoma; TCGA, The Cancer Genome Atlas; siRNA, small interfering RNA; 
STEAP1, six‑transmembrane epithelial antigen of the prostate 1.
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