
Figure S1. (A) RT‑qPCR expression data of LINC00857 in left‑ and 
right‑sided colorectal carcinoma. **P<0.01 vs. low. (B) RT‑qPCR 
expression data of LINC00857 at different TNM stages. 
**P<0.01 vs. I/II. RT‑qPCR, reverse transcription‑quantitative 
PCR; LINC00857, long intergenic non‑protein coding RNA 857.



Table SI. Sequences used in the present study.

Name Sequence (5'‑3')

LINC00857  
  Forward GTAAGGGAAGGTGGAGAAGAG
  Reverse ACAATGTCTGATCTCCAGCC
YTHDC1  
  Forward ACGATACCAGGAAGTGGAC
  Reverse CTCACATAATCATTGTAGGACCC
SLC7A5  
  Forward CTACTTCACCACCCTGTCC
  Reverse ATAGTTCCCGAAGTCCACG
PLEC 
  Forward AATGATGACATCGCTGACG
  Reverse ATCTGAGATCTGGAAGTGCA
ZFHX3  
  Forward GAAGCTGTACAAGCACCTG
  Reverse GTAGTTGCACAGGACACAG
GAPDH  
  Forward AGTGCCAGCCTCGTCTCATA
  Reverse GGTAACCAGGCGTCCGATAC
sh‑NC CCGGCAACAAGATGAAGAGCACCAACTCGAGTTGGTGCTCTTCATCTTGTTGTTTTTG
sh‑LINC00857#1 CACCGGCGAGTGAGGGTGAAACTCACGAATGAGTTTCACCCTCACTCGCCTTTTTG
sh‑LINC00857#2 CACCGCGAGTGAGGGTGAAACTCAGCGAACTGAGTTTCACCCTCACTCGCTTTTTG
sh‑YTHDC1 CCGGTGCCTCCAGAGAACCTTATAACTCGAGTTATAAGGTTCTCTGGAGGCATTTTTG

LINC00857, long intergenic non‑protein coding RNA 857; YTHDC1, YTH domain containing 1; SLC7A5, solute carrier family 7 member 5; 
PLEC, plectin; ZFHX3, zinc finger homeobox 3; sh, short hairpin; NC, negative control.


