Figure S1. Screening of CD44*CDI117* cells and detection of Notchl expression. (A) CD44* cells in the subclones were deter-
mined via flow cytometry. (B) CD44*CD117* cells in the subclones were determined via flow cytometry. (C) Expression level
of Notchl was measured via reverse transcription-quantitative PCR. (D) Protein expression level of Notchl was determined
via western blotting. "P<0.05, “P<0.01 and ""P<0.001 vs. siNC. NC, negative control; si, small interfering RNA; Notch1, notch
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