
Figure S1. DEGs in HCC and non‑cancerous tissues. Volcano plot of DEGs in (A) TCGA‑LIHC and (B) ICGC LIRI‑JP cohorts. 
(C) Venn diagram plot of DEGs in both cohorts. DEGs, differentially expressed genes; ICGC LIRI‑JP, International Cancer 
Genome Consortium liver cancer‑RIKEN, Japan; TCGA‑LIHC, The Cancer Genome Atlas‑liver hepatocellular carcinoma.



Figure S2. Histogram of k and scale free topology plot.



Figure S3. Correlation between EPHX2 expression level and 
MSI in TCGA‑LIHC cohort. EPHX2, epoxide hydrolase 2; 
MSI, microsatellite instability; TCGA‑LIHC, The Cancer 
Genome Atlas‑liver hepatocellular carcinoma.



Figure S4. Kaplan‑Meier survival curves assessing the effect of high‑ or low‑EPHX2 expression on OS in different types of 
cancer. OS in (A) BLCA, (B) BRCA, (C) CESC, (D) EAC, (E) ESCA, (F) HNSC and (G) KIRC. (H) OS and RFS in KIRP. OS in 
(I) LIHC, (J) LUAD, (K) LUSC, (L) OVC, (M) PDAC, (N) PCPG, (O) READ, (P) SARC, (Q) STAD, (R) THYM, (S) THCA and 
(T) UCEC. EPHX2, epoxide hydrolase 2; OS, overall survival; RFS, recurrence‑free survival; BLCA, bladder carcinoma; BRCA, 
breast cancer; CESC, cervical squamous cell carcinoma; EAC, esophageal adenocarcinoma; ESCA, esophageal squamous cell 
carcinoma; HNSC, head‑neck squamous cell carcinoma; KIRC, kidney renal clear cell carcinoma; KIRP, kidney renal papillary 
cell carcinoma; LIHC, liver hepatocellular carcinoma; LUAD, lung adenocarcinoma; LUSC, lung squamous cell carcinoma; OVC, 
ovarian cancer; PDAC, pancreatic ductal adenocarcinoma; PCPG, Pheochromocytoma and Paraganglioma; READ, rectum ade‑
nocarcinoma; SARC, sarcoma; STAD, stomach adenocarcinoma; THYM, Thymoma; THCA, thyroid carcinoma; UCEC, uterine 
corpus endometrial carcinoma.



Figure S5. Kaplan‑Meier survival curves assessing the effect of high‑ or low‑EPHX2 expression on RFS in different types of 
cancer. RFS in (A) BLCA, (B) BRCA, (C) CESC, (D) EAC, (E) ESCA, (F) HNSC, (G) KIRC, (H) KIRP, (I) LIHC, (J) LUAD, 
(K) LUSC, (L) OVC, (M) PDAC, (N) PCPG, (O) READ, (P) SARC, (Q) STAD, (R) THYM, (S) THCA and (T) UCEC. EPHX2, 
epoxide hydrolase 2; RFS, recurrence‑free survival; BLCA, bladder carcinoma; BRCA, breast cancer; CESC, cervical squamous 
cell carcinoma; EAC, esophageal adenocarcinoma; ESCA, esophageal squamous cell carcinoma; HNSC, head‑neck squamous 
cell carcinoma; KIRC, kidney renal clear cell carcinoma; KIRP, kidney renal papillary cell carcinoma; LIHC, liver hepatocel‑
lular carcinoma; LUAD, lung adenocarcinoma; LUSC, lung squamous cell carcinoma; OVC, ovarian cancer; PDAC, pancreatic 
ductal adenocarcinoma; PCPG, Pheochromocytoma and Paraganglioma; READ, rectum adenocarcinoma; SARC, sarcoma; 
STAD, stomach adenocarcinoma; THYM, Thymoma; THCA, thyroid carcinoma; UCEC, uterine corpus endometrial carcinoma.



Figure S6. EPHX2 expression in HCC tissue microarrays. The levels of EPHX2 in 90 paired HCC and normal samples were 
examined using immunohistochemistry. Representative images of EPHX2 staining in HCC tumor tissues (T) and corresponding 
adjacent tissues (A). EPHX2, epoxide hydrolase 2; HCC, hepatocellular carcinoma.



Figure S7. Univariate and multivariate analyses of factors associated with recurrence‑free survival of patients with hepatocellular car‑
cinoma in the tissue microarray cohort. AFP, α‑fetoprotein; CI, confidence interval; EPHX2, epoxide hydrolase 2; HR, hazard ratio.


