Figure S1. Screening of specific siRNA and detection of transfection efficiency. (A) Western blotting and (B) reverse
transcription-quantitative PCR assays were used to detect the specific siRNA for FoxOl1, and (A) the quantification of proteins
was performed by GraphPad Prism. “P<0.01, "P<0.001, “*"P<0.0001 vs. control; “P<0.01, #/P<0.001, "*P<0.0001 vs.
si-NC. siRNA/si-, small interfering RNA; NC, negative control.
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Figure S2. miR-124-5p-mimics/inhibitors were successfully transfected into the cells. Reverse transcription-quantitative assay
was used to detect the transfection efficiency of (A) miR-124-5p-mimics and (B) miR-124-5p-inhibitors. “P<0.01, “**P<0.0001
vs. control; #P<0.01, “"*P<0.0001 vs. mimic-NC/inhibitor-NC. miR, microRNA; NC, negative control.
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