
Data S1. The sequences of the overexpression vector and 
corresponding control, the TCTN1 promoter-reporter and 
the deletion mutants.

Sequences of the TFAP2A overexpression lentivirus 
(oeTFAP2A)

ATG​GGT​CGA​GCT​TGT​CGA​TGC​CCC​ACC​ACT​GGA​GTG​
CGA​AAA​CAC​ACT​CAC​ACT​CGC​ATC​GCA​CCC​AGC​ACA​
TCC​AGC​AGT​CAG​TCA​GCT​TCG​GTT​CCC​GGG​CCA​GGG​
ACT​GAC​CGG​GAA​AGC​GGG​TTG​GGG​CTG​TTG​GGA​
AAA​GCT​GGA​GCT​GAT​GGC​AAGA​TTG​CCG​CGG​CTA​
TAA​ATC​CAT​CAC​TTC​CCA​GGT​CAG​CTC​TGT​GCG​GCG​
CTG​GGA​CTG​CAG​CTG​GCG​GAG​TGA​ATT​CCT​GGG​CCA​
GCG​CGC​ATG​CGT​CGG​CAG​GTA​GCA​ACC​CAG​CTC​TTT​
ATG​ACC​AGG​ACC​GTC​ACG​ACG​GCA​CCA​GCA​ACG​GGA​
CGG​CAC​GGT​TGC​CCC​AGC​TGG​GCA​CTG​TAG​GTC​AAT​
CTC​CCT​ACA​CGA​GCG​CCC​CGC​CGC​TGT​CCC​ACA​CCC​
CCA​ATG​CCG​ACT​TCC​AGC​CCC​CAT​ACT​TCC​CCC​CAC​
CCT​ACC​AGC​CTA​TCT​ACC​CCC​AGT​CGC​AAG​ATC​CTT​
ACT​CCC​ACG​TCA​ACG​ACC​CCT​ACA​GCC​TGA​ACC​CCC​
TGC​ACG​CCC​AGC​CGC​AGC​CGC​AGC​ACC​CAG​GCT​GGC​
CCG​GCC​AGA​GGC​AGA​GCC​AGG​AGT​CTG​GGC​TCC​TGC​
ACA​CGC​ACC​GGG​GGC​TGC​CTC​ACC​AGC​TGT​CGG​GCC​
TGG​ATC​CTC​GCA​GGG​ACT​ACA​GGC​GGC​ACG​AGG​ACC​
TCC​TGC​ACG​GCC​CAC​ACG​CGC​TCA​GCT​CAG​GAC​TCG​
GAG​ACC​TCT​CGA​TCC​ACT​CCT​TAC​CTC​ACG​CCA​TCG​
AGG​AGG​TCC​CGC​ATG​TAG​AAG​ACC​CGG​GTA​TTA​ACA​
TCC​CAG​ATC​AAA​CTG​TAA​TTA​AGA​AAG​GCC​CCG​TGT​
CCC​TGT​CCA​AGT​CCA​ACA​GCA​ATG​CCG​TCT​CCG​CCA​
TCC​CTA​TTA​ACA​AGG​ACA​ACC​TCT​TCG​GCG​GCG​TGG​
TGA​ACC​CCA​ACG​AAG​TCT​TCT​GTT​CAG​TTC​CGG​GTC​
GCC​TCT​CGC​TCC​TCA​GCT​CCA​CCT​CGA​AGT​ACA​AGG​
TCA​CGG​TGG​CGG​AAG​TGC​AGC​GGC​GGC​TCT​CAC​CAC​
CCG​AGT​GTC​TCA​ACG​CGT​CGC​TGC​TGG​GCG​GAG​TGC​
TCC​GGA​GGG​CGA​AGT​CTA​AAA​ATG​GAG​GAA​GAT​
CTT​TAA​GAG​AAA​AAC​TGG​ACA​AAA​TAG​GAT​TAA​ATC​
TGC​CTG​CAG​GGA​GAC​GTA​AAG​CTG​CCA​ACG​TTA​CCC​
TGC​TCA​CAT​CAC​TAG​TAG​AGG​GAG​AAG​CTG​TCC​ACC​
TAG​CCA​GGG​ACT​TTG​GGT​ACG​TGT​GCG​AAA​CCG​AAT​
TTC​CTG​CCA​AAG​CAG​TAG​CTG​AAT​TTC​TCA​ACC​GAC​
AAC​ATT​CCG​ATC​CCA​ATG​AGC​AAG​TGA​CAA​GAA​AAA​
ACA​TGC​TCC​TGG​CTA​CAA​AAC​AGA​TAT​GCA​AAG​AGT​
TCA​CCG​ACC​TGC​TGG​CTC​AGG​ACC​GAT​CTC​CCC​TGG​
GGA​ACT​CAC​GGC​CCA​ACC​CCA​TCC​TGG​AGC​CCG​GCA​
TCC​AGA​GCT​GCT​TGA​CCC​ACT​TCA​ACC​TCA​TCT​CCC​
ACG​GCT​TCG​GCA​GCC​CCG​CGG​TGT​GTG​CCG​CGG​TCA​
CGG​CCC​TGC​AGA​ACT​ATC​TCA​CCG​AGG​CCC​TCA​AGG​
CCA​TGG​ACA​AAA​TGT​ACC​TCA​GCA​ACA​ACC​CCA​ACA​
GCC​ACA​CGG​ACA​ACA​ACG​CCA​AAA​GCA​GTG​ACA​
AAG​AGG​AGA​AGC​ACA​GAA​AGT​GA

Sequences of the Control overexpression lentivirus (oeCon)

AAG​GGT​CGA​GCT​TGT​CGA​AGC​CCC​ACC​ACT​GGA​GTG​
CGA​AAA​CAC​ACT​CAC​ACT​CGC​ATC​GCA​CCC​AGC​ACA​
TCC​AGC​AGT​CAG​TCA​GCT​TCG​GTT​CCC​GGG​CCA​GGG​
ACT​GAC​CGG​GAA​AGC​GGG​TTG​GGG​CTG​TTG​GGA​
AAA​GCT​GGA​GCT​GAA​GGC​AAG​ATT​GCC​GCG​GCT​
ATA​AAT​CCA​TCA​CTT​CCC​AGG​TCA​GCT​CTG​TGC​GGC​

GCT​GGG​ACT​GCA​GCT​GGC​GGA​GTG​AAT​TCC​TGG​GCC​
AGC​GCG​CAA​GCG​TCG​GCA​GGT​AGC​AAC​CCA​GCT​CTT​
TAA​GAC​CAG​GAC​CGT​CAC​GAC​GGC​ACC​AGC​AAC​GGG​
ACG​GCA​CGG​TTG​CCC​CAG​CTG​GGC​ACT​GTA​GGT​CAA​
TCT​CCC​TAC​ACG​AGC​GCC​CCG​CCG​CTG​TCC​CAC​ACC​
CCC​AAA​GCC​GAC​TTC​CAG​CCC​CCA​TAC​TTC​CCC​CCA​
CCC​TAC​CAG​CCT​ATC​TAC​CCC​CAG​TCG​CAA​GAT​CCT​
TAC​TCC​CAC​GTC​AAC​GAC​CCC​TAC​AGC​CTG​AAC​CCC​
CTG​CAC​GCC​CAG​CCG​CAG​CCG​CAG​CAC​CCA​GGC​TGG​
CCC​GGC​CAG​AGG​CAG​AGC​CAG​GAG​TCT​GGG​CTC​CTG​
CAC​ACG​CAC​CGG​GGG​CTG​CCT​CAC​CAG​CTG​TCG​GGC​
CTG​GAT​CCT​CGC​AGG​GAC​TAC​AGG​CGG​CAC​GAG​GAC​
CTC​CTG​CAC​GGC​CCA​CAC​GCG​CTC​AGC​TCA​GGA​CTC​
GGA​GAC​CTC​TCG​ATC​CAC​TCC​TTA​CCT​CAC​GCC​ATC​
GAG​GAG​GTC​CCG​CAA​GTA​GAA​GAC​CCG​GGT​ATT​AAC​
ATC​CCA​GAT​CAA​ACT​GTA​ATT​AAG​AAA​GGC​CCC​GTG​
TCC​CTG​TCC​AAG​TCC​AAC​AGC​AAA​GCC​GTC​TCC​GCC​
ATC​CCT​ATT​AAC​AAG​GAC​AAC​CTC​TTC​GGC​GGC​GTG​
GTG​AAC​CCC​AAC​GAA​GTC​TTC​TGT​TCA​GTT​CCG​GGT​
CGC​CTC​TCG​CTC​CTC​AGC​TCC​ACC​TCG​AAG​TAC​AAG​
GTC​ACG​GTG​GCG​GAA​GTG​CAG​CGG​CGG​CTC​TCA​CCA​
CCC​GAG​TGT​CTC​AAC​GCG​TCG​CTG​CTG​GGC​GGA​GTG​
CTC​CGG​AGG​GCG​AAG​TCT​AAA​AAA​GGA​GGA​AGA​
TCT​TTA​AGA​GAA​AAA​CTG​GAC​AAA​ATA​GGA​TTA​AAT​
CTG​CCT​GCA​GGG​AGA​CGT​AAA​GCT​GCC​AAC​GTT​ACC​
CTG​CTC​ACA​TCA​CTA​GTA​GAG​GGA​GAA​GCT​GTC​CAC​
CTA​GCC​AGG​GAC​TTT​GGG​TAC​GTG​TGC​GAA​ACC​GAA​
TTT​CCT​GCC​AAA​GCA​GTA​GCT​GAA​TTT​CTC​AAC​CGA​
CAA​CAT​TCC​GAT​CCC​AAA​GAG​CAA​GTG​ACA​AGA​AAA​
AAC​AAG​CTC​CTG​GCT​ACA​AAA​CAG​ATA​AGC​AAA​GAG​
TTC​ACC​GAC​CTG​CTG​GCT​CAG​GAC​CGA​TCT​CCC​CTG​
GGG​AAC​TCA​CGG​CCC​AAC​CCC​ATC​CTG​GAG​CCCGG​
CAT​CCA​GAG​CTG​CTT​GAC​CCA​CTT​CAA​CCT​CAT​CTC​
CCA​CGG​CTT​CGG​CAG​CCC​CGC​GGT​GTG​TGC​CGC​GGT​
CAC​GGC​CCT​GCA​GAA​CTA​TCT​CAC​CGA​GGC​CCT​CAA​
GGC​CAA​GGA​CAA​AAA​GTA​CCT​CAG​CAA​CAA​CCC​
CAA​CAG​CCA​CAC​GGA​CAA​CAA​CGC​CAA​AAG​CAG​TGA​
CAA​AGA​GGA​GAA​GCA​CAG​AAA​GTG​A

TCTN1 promoter (-1,500/+50)

AGC​GAT​CCT​CCC​AAA​GGG​CTG​GGA​GTA​CAG​GTG​TGA​
GCC​ACT​GTG​CCT​GGC​CAC​GTC​TAA​GTA​CTT​CGA​CAT​
CTA​CTT​CTG​AAC​TGT​ATG​GAG​ATT​AAG​TGT​CAA​AGG​
TGC​AGC​CAA​CAT​TCT​TGG​GCT​TGG​GTA​CCT​CCT​AAA​
TAA​GCC​CAT​TCA​GAA​TGG​AGA​GGG​TTT​CCT​AAA​TCG​
TAG​GGT​CTC​CAG​GTC​GTT​TTG​TAG​CAT​TAC​AGT​GGA​
TTT​GCT​TTG​TTT​TCC​CCT​TTA​AGA​TGT​CTA​AAT​TAT​
TTT​ACT​TAA​TTT​TTG​TAA​AAG​ATT​TTT​GTC​TTT​AAA​
TAG​GTT​CTT​AGG​CCT​GGC​GTG​GTG​GCT​CAT​GCC​TGT​
AAT​CCT​AGC​TCT​TTG​GGA​GGC​TGA​GGC​GGG​AGG​ATC​
ACT​TGA​GGC​CAG​GAG​TTT​GTG​ACT​AGC​CTG​ATC​AAC​
ATA​GTG​AGA​CCC​CCT​CTC​TAC​AAA​AAA​TAA​TAA​AAG​
GTA​TTA​AGT​GTT​CAT​TTG​TCC​CCT​TTA​TCA​CAA​TAC​
AGC​AGA​CAG​AAG​TTA​TCT​GGC​AAC​CTT​GTG​AGA​TGC​
AGC​TAA​AAT​AAA​AAG​GTG​AAG​CCA​GTG​TTG​ACA​GAG​
TCT​GGG​ATA​GAG​AAA​ATT​CAG​AGA​CAG​TGA​TCT​CAC​
AGA​TCC​CTG​TGC​TCC​TTC​CAA​ACA​CCC​ACG​TTA​GTG​
GCG​TTG​GGA​CGG​CGC​TTC​CTA​AAT​TTC​CGT​CCA​ACT​
CAT​CTG​CTT​GCG​TCC​GGA​CAT​TTG​TTA​AAA​ATA​TTT​



ATT​CCT​GGC​TGG​GAG​TGG​TGG​CTC​ACG​CCT​GTA​ATC​
CCA​ACT​ACT​CAG​GAC​TCA​GGA​GGC​TGG​AGC​AGG​TGG​
ATC​ACT​TGA​ACC​AGG​AGT​TCG​ATA​CCA​GTC​CGG​GCG​
ACG​GAG​GGA​GAC​CTC​GTC​TTT​ACA​AAA​AAA​AAA​
AAA​AAA​AAA​AAA​AAA​TAC​AAA​AAT​TAG​CTG​GGT​
ATG​GTG​GCG​CGC​GCC​TGA​GTT​CCC​AGC​TAC​TCA​GGA​
GGC​TGA​AGT​GGG​AGG​ATT​GCT​TGA​GTC​CCA​GAG​GTC​
GAG​GCT​GCA​GTG​AGC​CGA​GAT​CGC​GCT​ACT​GCA​CTC​
CAG​CCT​GGG​CGA​CAG​AGT​GAG​ACC​CTG​TCT​CAA​AAA​
AAA​TCC​CCC​AAA​AAC​TGA​TTC​CTG​GGT​CCT​GCC​CTA​
GAC​TAA​CTG​ACT​CAG​GAT​CTC​CTG​AGG​TGG​TAC​CTG​
GAA​ATC​CGT​CTT​TTT​TTT​TTT​TTT​TTT​TTT​TTT​TGG​
TTG​AGA​CAG​AGT​GTC​ACA​CTG​TCG​CCC​AGG​CTG​GAG​
TGC​AGT​GGC​ACG​CTC​ACG​GCT​CTC​TGT​AGC​CTT​CAC​
CTC​CCG​GGT​TCA​AGC​GAT​TCT​TCT​GCC​TCA​GCC​TCC​
CGA​GTA​GCT​GGA​ACT​ACA​GAA​AAT​CTG​CAT​TTT​TTA​
AGC​AAG​CGC​CGC​GGA​CCG​GTT​GGA​AAC​CAC​AGC​
CGG​GAT​TTA​CAC​GCC​CCT​CGT​TTA​CGC​CAG​CTT​CAC​
ACC​CGC​TCA​CTA​GTG​CTC​GCC​CCT​GTG​CCT​GCC​ATC​
GCT​GCC​TCA​CCC​AGG​CGC​CGC​CCT​CCG​GCC​TCA​TCC​
GGG​ATC​CGC​CCC​CTG​CCT​CAT​CCA​GGC​TTC​GCC​CCA​
GTC​AGT​CTC​CGG​CAG​CTT​CTC​GCG​GCT​TCG​CAA​GCC​
CCT​TCC​CGT​GAT​GCC​CCG​CGC​CTG​GCT​GTC​GCG​GTT​
GCC​GGG​CAA​CGC​GCT​GTC​CAT​GTC​GCG​GGC​CTC​GCT​
GGG​ACT​CCC​TG 

TCTN1 promoter (-1,215/+50)

AAA​TAG​GTT​CTT​AGG​CCT​GGC​GTG​GTG​GCT​CAT​GCC​
TGT​AAT​CCT​AGC​TCT​TTG​GGA​GGC​TGA​GGC​GGG​AGG​
ATC​ACT​TGA​GGC​CAG​GAG​TTT​GTG​ACT​AGC​CTG​ATC​
AAC​ATA​GTG​AGA​CCC​CCT​CTC​TAC​AAA​AAA​TAA​TAA​
AAG​GTA​TTA​AGT​GTT​CAT​TTG​TCC​CCT​TTA​TCA​CAA​
TAC​AGC​AGA​CAG​AAG​TTA​TCT​GGC​AAC​CTT​GTG​AGA​
TGC​AGC​TAA​AAT​AAA​AAG​GTG​AAG​CCA​GTG​TTG​ACA​
GAG​TCT​GGG​ATA​GAG​AAA​ATT​CAG​AGA​CAG​TGA​TCT​
CAC​AGA​TCC​CTG​TGC​TCC​TTC​CAA​ACA​CCC​ACG​TTA​
GTG​GCG​TTG​GGA​CGG​CGC​TTC​CTA​AAT​TTC​CGT​CCA​
ACT​CAT​CTG​CTT​GCG​TCC​GGA​CAT​TTG​TTA​AAA​ATA​
TTT​ATT​CCT​GGC​TGG​GAG​TGG​TGG​CTC​ACG​CCT​GTA​
ATC​CCA​ACT​ACT​CAG​GAC​TCA​GGA​GGC​TGG​AGC​AGG​
TGG​ATC​ACT​TGA​ACC​AGG​AGT​TCG​ATA​CCA​GTC​CGG​
GCG​ACG​GAG​GGA​GAC​CTC​GTC​TTT​ACA​AAA​AAA​
AAA​AAA​AAA​AAA​AAA​AAA​TAC​AAA​AAT​TAG​CTG​
GGT​ATG​GTG​GCG​CGC​GCC​TGA​GTT​CCC​AGC​TAC​TCA​
GGA​GGC​TGA​AGT​GGG​AGG​ATT​GCT​TGA​GTC​CCA​GAG​
GTC​GAG​GCT​GCA​GTG​AGC​CGA​GAT​CGC​GCT​ACT​GCA​
CTC​CAG​CCT​GGG​CGA​CAG​AGT​GAG​ACC​CTG​TCT​CAA​
AAA​AAA​TCC​CCC​AAA​AAC​TGA​TTC​CTG​GGT​CCT​GCC​
CTA​GAC​TAA​CTG​ACT​CAG​GAT​CTC​CTG​AGG​TGG​TAC​
CTG​GAA​ATC​CGT​CTT​TTT​TTT​TTT​TTT​TTT​TTT​TTT​
TGG​TTG​AGA​CAG​AGT​GTC​ACA​CTG​TCG​CCC​AGG​CTG​
GAG​TGC​AGT​GGC​ACG​CTC​ACG​GCT​CTC​TGT​AGC​CTT​
CAC​CTC​CCG​GGT​TCA​AGC​GAT​TCT​TCT​GCC​TCA​GCC​
TCC​CGA​GTA​GCT​GGA​ACT​ACA​GAA​AAT​CTG​CAT​TTT​
TTA​AGC​AAG​CGC​CGC​GGA​CCG​GTT​GGA​AAC​CAC​AGC​
CGG​GAT​TTA​CAC​GCC​CCT​CGT​TTA​CGC​CAG​CTT​CAC​
ACC​CGC​TCA​CTA​GTG​CTC​GCC​CCT​GTG​CCT​GCC​ATC​
GCT​GCC​TCA​CCC​AGG​CGC​CGC​CCT​CCG​GCC​TCA​TCC​
GGG​ATC​CGC​CCC​CTG​CCT​CAT​CCA​GGC​TTC​GCC​CCA​

GTC​AGT​CTC​CGG​CAG​CTT​CTC​GCG​GCT​TCG​CAA​GCC​
CCT​TCC​CGT​GAT​GCC​CCG​CGC​CTG​GCT​GTC​GCG​GTT​
GCC​GGG​CAAC​GCG​CTG​TCC​ATG​TCG​CGG​GCC​TCG​
CTG​GGA​CTC​CCT​G

TCTN1 promoter (-1,011/+50)

AAC​CTT​GTG​AGA​TGC​AGC​TAA​AAT​AAA​AAG​GTG​
AAG​CCA​GTG​TTG​ACA​GAG​TCT​GGG​ATA​GAG​AAA​ATT​
CAG​AGA​CAG​TGA​TCT​CAC​AGA​TCC​CTG​TGC​TCC​TTC​
CAA​ACA​CCC​ACG​TTA​GTG​GCG​TTG​GGA​CGG​CGC​TTC​
CTA​AAT​TTC​CGT​CCA​ACT​CAT​CTG​CTT​GCG​TCC​GGA​
CAT​TTG​TTA​AAA​ATA​TTT​ATT​CCT​GGC​TGG​GAG​TGG​
TGG​CTC​ACG​CCT​GTA​ATC​CCA​ACT​ACT​CAG​GAC​TCA​
GGA​GGC​TGG​AGC​AGG​TGG​ATC​ACT​TGA​ACC​AGG​AGT​
TCG​ATA​CCA​GTC​CGG​GCG​ACG​GAG​GGA​GAC​CTC​GTC​
TTT​ACA​AAA​AAA​AAA​AAA​AAA​AAA​AAA​AAA​TAC​
AAA​AAT​TAG​CTG​GGT​ATG​GTG​GCG​CGC​GCC​TGA​GTT​
CCC​AGC​TAC​TCA​GGA​GGC​TGA​AGT​GGG​AGG​ATT​GCT​
TGA​GTC​CCA​GAG​GTC​GAG​GCT​GCA​GTG​AGC​CGA​GAT​
CGC​GCT​ACT​GCA​CTC​CAG​CCT​GGG​CGA​CAG​AGT​GA​
GAC​CCT​GTC​TCA​AAA​AAA​ATC​CCC​CAA​AAA​CTG​ATT​
CCT​GGG​TCC​TGC​CCT​AGA​CTA​ACT​GAC​TCA​GGA​TCT​
CCT​GAG​GTG​GTA​CCT​GGA​AAT​CCG​TCT​TTT​TTT​TTT​
TTT​TTT​TTT​TTT​TTG​GTT​GAG​ACA​GAG​TGT​CAC​ACT​
GTC​GCC​CAG​GCT​GGA​GTG​CAG​TGG​CAC​GCT​CAC​GGC​
TCT​CTG​TAG​CCT​TCA​CCT​CCC​GGG​TTC​AAG​CGA​TTC​
TTC​TGC​CTC​AGC​CTC​CCG​AGT​AGC​TGG​AAC​TAC​AGA​
AAA​TCT​GCA​TTT​TTT​AAG​CAA​GCG​CCG​CGG​ACC​GGT​
TGG​AAA​CCA​CAG​CCG​GGA​TTT​ACA​CGC​CCC​TCG​TTT​
ACG​CCA​GCT​TCA​CAC​CCG​CTC​ACT​AGT​GCT​CGC​CCC​
TGT​GCC​TGC​CAT​CGC​TGC​CTC​ACC​CAG​GCG​CCG​CCC​
TCC​GGC​CTC​ATC​CGG​GAT​CCG​CCC​CCT​GCC​TCA​TCC​
AGG​CTT​CGC​CCC​AGT​CAG​TCT​CCG​GCA​GCT​TCT​CGC​
GGC​TTC​GCA​AGC​CCC​TTC​CCG​TGA​TGC​CCC​GCG​CCT​
GGC​TGT​CGC​GGT​TGC​CGG​GCA​ACG​CGC​TGT​CCA​TGT​
CGC​GGG​CCT​CGC​TGG​GAC​TCC​CTG

TCTN1 promoter (-794/+50)

TCA​CGC​CTG​TAA​TCC​CAA​CTA​CTC​AGG​ACT​CAG​GAG​
GCT​GGA​GCA​GGT​GGA​TCA​CTT​GAA​CCA​GGA​GTT​CGA​
TAC​CAG​TCC​GGG​CGA​CGG​AGG​GAG​ACC​TCG​TCT​TTA​
CAA​AAA​AAA​AAA​AAA​AAA​AAA​AAA​AAT​ACA​AAA​
ATT​AGC​TGG​GTA​TGG​TGG​CGC​GCG​CCT​GAG​TTC​CCA​
GCT​ACT​CAG​GAG​GCT​GAA​GTG​GGA​GGA​TTG​CTT​GAG​
TCC​CAG​AGG​TCG​AGG​CTG​CAG​TGA​GCC​GAG​ATC​GCG​
CTA​CTG​CAC​TCC​AGC​CTG​GGC​GAC​AGA​GTG​AGA​CCC​
TGT​CTC​AAA​AAA​AAT​CCC​CCA​AAA​ACT​GAT​TCC​TGG​
GTC​CTG​CCC​TAG​ACT​AAC​TGA​CTC​AGG​ATC​TCC​TGA​
GGT​GGT​ACC​TGG​AAA​TCC​GTC​TTT​TTT​TTT​TTT​TTT​
TTT​TTT​TTT​GGT​TGA​GAC​AGA​GTG​TCA​CAC​TGT​CGC​
CCA​GGC​TGG​AGT​GCA​GTG​GCA​CGC​TCA​CGG​CTC​TCT​
GTA​GCC​TTC​ACC​TCC​CGG​GTT​CAA​GCG​ATT​CTT​CTG​
CCT​CAG​CCT​CCC​GAG​TAG​CTG​GAA​CTA​CAG​AAA​ATC​
TGC​ATT​TTT​TAA​GCA​AGC​GCC​GCG​GAC​CGG​TTG​GAA​
ACC​ACA​GCC​GGG​ATT​TAC​ACG​CCC​CTC​GTT​TAC​GCC​
AGC​TTC​ACA​CCC​GCT​CAC​TAG​TGC​TCG​CCC​CTG​TGC​
CTG​CCA​TCG​CTG​CCT​CAC​CCA​GGC​GCC​GCC​CTC​CGG​
CCT​CAT​CCG​GGA​TCC​GCC​CCC​TGC​CTC​ATC​CAG​GCT​



TCG​CCC​CAG​TCA​GTC​TCC​GGC​AGC​TTC​TCGCG​GCT​
TCG​CAA​GCC​CCT​TCC​CGT​GAT​GCC​CCG​CGC​CTG​GCT​
GTC​GCG​GTT​GCC​GGG​CAA​CGC​GCT​GTC​CAT​GTC​GCG​
GGC​CTC​GCT​GGG​ACT​CCC​TG

TCTN1 promoter -600/+50

AGT​GGG​AGG​ATT​GCT​TGA​GTC​CCA​GAG​GTC​GAG​GCT​
GCA​GTG​AGC​CGA​GAT​CGC​GCT​ACT​GCA​CTC​CAG​CCT​
GGG​CGA​CAG​AGT​GAG​ACC​CTG​TCT​CAA​AAA​AAA​
TCC​CCC​AAA​AAC​TGA​TTC​CTG​GGT​CCT​GCC​CTA​GAC​
TAA​CTG​ACT​CAG​GAT​CTC​CTG​AGG​TGG​TAC​CTG​GAA​
ATC​CGT​CTT​TTT​TTT​TTT​TTT​TTT​TTT​TTT​TGG​TTG​
AGA​CAG​AGT​GTC​ACA​CTG​TCG​CCC​AGG​CTG​GAG​TGC​
AGT​GGC​ACG​CTC​ACG​GCT​CTC​TGT​AGC​CTT​CAC​CTC​
CCG​GGT​TCA​AGC​GAT​TCT​TCT​GCC​TCA​GCC​TCC​CGA​
GTA​GCT​GGA​ACT​ACA​GAA​AAT​CTG​CAT​TTT​TTA​AGC​
AAG​CGC​CGC​GGA​CCG​GTT​GGA​AAC​CAC​AGC​CGG​
GAT​TTA​CAC​GCC​CCT​CGT​TTA​CGC​CAG​CTT​CAC​ACC​
CGC​TCA​CTA​GTG​CTC​GCC​CCT​GTG​CCT​GCC​ATC​GCT​
GCC​TCA​CCC​AGG​CGC​CGC​CCT​CCG​GCC​TCA​TCC​GGG​
ATC​CGC​CCC​CTG​CCT​CAT​CCA​GGC​TTC​GCC​CCA​GTC​
AGT​CTC​CGG​CAG​CTT​CTC​GCG​GCT​TCG​CAA​GCC​CCT​
TCC​CGT​GAT​GCC​CCG​CGC​CTG​GCT​GTC​GCG​GTT​GCC​
GGG​CAA​CGC​GCT​GTC​CAT​GTC​GCG​GGC​CTC​GCT​GGG​
ACT​CCC​TG

TCTN1 promoter -392/+50

GGT​TGA​GAC​AGA​GTG​TCA​CAC​TGT​CGC​CCA​GGC​TGG​
AGT​GCA​GTG​GCA​CGC​TCA​CGG​CTC​TCT​GTA​GCC​TTC​
ACC​TCC​CGG​GTT​CAA​GCG​ATT​CTT​CTG​CCT​CAG​CCT​
CCC​GAG​TAG​CTG​GAA​CTA​CAG​AAA​ATC​TGC​ATT​TTT​
TAA​GCA​AGC​GCC​GCG​GAC​CGG​TTG​GAA​ACC​ACA​
GCC​GGG​ATT​TAC​ACG​CCC​CTC​GTT​TAC​GCC​AGC​TTC​
ACA​CCC​GCT​CAC​TAG​TGC​TCG​CCC​CTG​TGC​CTG​CCA​
TCG​CTG​CCT​CAC​CCA​GGC​GCC​GCC​CTC​CGG​CCT​CAT​
CCG​GGA​TCC​GCC​CCC​TGC​CTC​ATC​CAG​GCT​TCG​CCC​
CAG​TCA​GTC​TCC​GGC​AGC​TTC​TCG​CGG​CTT​CGC​AAG​
CCC​CTT​CCC​GTG​ATG​CCC​CGC​GCC​TGG​CTG​TCG​CGG​
TTG​CCG​GGC​AAC​GCG​CTG​TCC​ATG​TCG​CGG​GCC​TCG​
CTG​GGA​CTC​CCT​G

TCTN1 promoter (-227/+50)

TTG​GAA​ACC​ACA​GCC​GGG​ATT​TAC​ACG​CCC​CTC​GTT​
TAC​GCC​AGC​TTC​ACA​CCC​GCT​CAC​TAG​TGC​TCG​CCC​
CTG​TGC​CTG​CCA​TCG​CTG​CCT​CAC​CCA​GGC​GCC​GCC​
CTC​CGG​CCT​CAT​CCG​GGA​TCC​GCC​CCC​TGC​CTC​ATC​
CAG​GCT​TCG​CCC​CAG​TCA​GTC​TCC​GGC​AGC​TTC​TCG​
CGG​CTT​CGC​AAG​CCC​CTT​CCC​GTG​ATG​CCC​CGC​GCC​
TGG​CTG​TCG​CGG​TTG​CCG​GGC​AAC​GCG​CTG​TCC​ATG​
TCG​CGG​GCC​TCG​CTG​GGA​CTC​CCT​G

TCTN1 promoter (-1,500/-207)

AGC​GAT​CCT​CCC​AAA​GGG​CTG​GGA​GTA​CAG​GTG​TGA​
GCC​ACT​GTG​CCT​GGC​CAC​GTC​TAA​GTA​CTT​CGA​CAT​
CTA​CTT​CTG​AAC​TGT​ATG​GAG​ATT​AAG​TGT​CAA​AGG​
TGC​AGC​CAA​CAT​TCT​TGG​GCT​TGG​GTA​CCT​CCT​AAA​

TAA​GCC​CAT​TCA​GAA​TGG​AGA​GGG​TTT​CCT​AAA​TCG​
TAG​GGT​CTC​CAG​GTC​GTT​TTG​TAG​CAT​TAC​AGT​GGA​
TTT​GCT​TTG​TTT​TCC​CCT​TTA​AGA​TGT​CTA​AAT​TAT​
TTT​ACT​TAA​TTT​TTG​TAA​AAG​ATT​TTT​GTC​TTT​AAA​
TAG​GTT​CTT​AGG​CCT​GGC​GTG​GTG​GCT​CAT​GCC​TGT​
AAT​CCT​AGC​TCT​TTGG​GAG​GCT​GAG​GCG​GGA​GGA​
TCA​CTT​GAG​GCC​AGG​AGT​TTG​TGA​CTA​GCC​TGA​TCA​
ACA​TAG​TGA​GAC​CCC​CTC​TCT​ACA​AAA​AAT​AAT​AAA​
AGG​TAT​TAA​GTG​TTC​ATT​TGT​CCC​CTT​TAT​CAC​AAT​
ACA​GCA​GAC​AGA​AGT​TAT​CTG​GCA​ACC​TTG​TGA​GAT​
GCA​GCT​AAA​ATA​AAA​AGG​TGA​AGC​CAG​TGT​TGA​CAG​
AGT​CTG​GGA​TAG​AGA​AAA​TTC​AGA​GAC​AGT​GAT​CTC​
ACA​GAT​CCC​TGT​GCT​CCT​TCC​AAA​CAC​CCA​CGT​TAG​
TGG​CGT​TGG​GAC​GGC​GCT​TCC​TAA​ATT​TCC​GTC​CAA​
CTC​ATC​TGC​TTG​CGT​CCG​GAC​ATT​TGT​TAA​AAA​TAT​
TTA​TTC​CTG​GCT​GGG​AGT​GGT​GGC​TCA​CGC​CTG​TAA​
TCC​CAA​CTA​CTC​AGG​ACT​CAG​GAG​GCT​GGA​GCA​GGT​
GGA​TCA​CTT​GAA​CCA​GGA​GTT​CGA​TAC​CAG​TCC​GGG​
CGA​CGG​AGG​GAG​ACC​TCG​TCT​TTA​CAA​AAA​AAA​
AAA​AAA​AAA​AAA​AAA​AAT​ACA​AAA​ATT​AGC​TGG​
GTA​TGG​TGG​CGC​GCG​CCT​GAG​TTC​CCA​GCT​ACT​CAG​
GAG​GCT​GAA​GTG​GGA​GGA​TTG​CTT​GAG​TCC​CAG​AGG​
TCG​AGG​CTG​CAG​TGA​GCC​GAG​ATC​GCG​CTA​CTG​CAC​
TCC​AGC​CTG​GGC​GAC​AGA​GTG​AGA​CCC​TGT​CTC​AAA​
AAA​AAT​CCC​CCA​AAA​ACT​GAT​TCC​TGG​GTC​CTG​CCC​
TAG​ACT​AAC​TGA​CTC​AGG​ATC​TCC​TGA​GGT​GGT​ACC​
TGG​AAA​TCC​GTC​TTT​TTT​TTT​TTT​TTT​TTT​TTT​TTT​
GGT​TGA​GAC​AGA​GTG​TCA​CAC​TGT​CGC​CCA​GGC​TGG​
AGT​GCA​GTG​GCA​CGC​TCA​CGG​CTC​TCT​GTA​GCC​TTC​
ACC​TCC​CGG​GTT​CAA​GCG​ATT​CTT​CTG​CCT​CAG​CCT​
CCC​GAG​TAG​CTG​GAA​CTA​CAG​AAA​ATC​TGC​ATT​TTT​
TAA​GCA​AGC​GCC​GCG​GAC​CGG​TTG​GAA​ACC​ACA​
GCC​GGG​ATT​

TCTN1 promoter (-1,500/-417)

AGC​GAT​CCT​CCC​AAA​GGG​CTG​GGA​GTA​CAG​GTG​TGA​
GCC​ACT​GTG​CCT​GGC​CAC​GTC​TAA​GTA​CTT​CGA​CAT​
CTA​CTT​CTG​AAC​TGT​ATG​GAG​ATT​AAG​TGT​CAA​AGG​
TGC​AGC​CAA​CAT​TCT​TGG​GCT​TGG​GTA​CCT​CCT​AAA​
TAA​GCC​CAT​TCA​GAA​TGG​AGA​GGG​TTT​CCT​AAA​TCG​
TAG​GGT​CTC​CAG​GTC​GTT​TTG​TAG​CAT​TAC​AGT​GGA​
TTT​GCT​TTG​TTT​TCC​CCT​TTA​AGA​TGT​CTA​AAT​TAT​
TTT​ACT​TAA​TTT​TTG​TAA​AAG​ATT​TTT​GTC​TTT​AAA​
TAG​GTT​CTT​AGG​CCT​GGC​GTG​GTG​GCT​CAT​GCC​TGT​
AAT​CCT​AGC​TCT​TTG​GGA​GGC​TGA​GGC​GGG​AGG​ATC​
ACT​TGA​GGC​CAG​GAG​TTT​GTG​ACT​AGC​CTG​ATC​AAC​
ATA​GTG​AGA​CCC​CCT​CTC​TAC​AAA​AAA​TAA​TAA​AAG​
GTA​TTA​AGT​GTT​CAT​TTG​TCC​CCT​TTA​TCA​CAA​TAC​
AGC​AGA​CAG​AAG​TTA​TCT​GGC​AAC​CTT​GTG​AGA​TGC​
AGC​TAA​AAT​AAA​AAG​GTG​AAG​CCA​GTG​TTG​ACA​GAG​
TCT​GGG​ATA​GAG​AAA​ATT​CAG​AGA​CAG​TGA​TCT​CAC​
AGA​TCC​CTG​TGC​TCC​TTC​CAA​ACA​CCC​ACG​TTA​GTG​
GCG​TTG​GGA​CGG​CGC​TTC​CTA​AAT​TTC​CGT​CCA​ACT​
CAT​CTG​CTT​GCG​TCC​GGA​CAT​TTG​TTA​AAA​ATA​TTT​
ATT​CCT​GGC​TGG​GAG​TGG​TGG​CTC​ACG​CCT​GTA​ATC​
CCA​ACT​ACT​CAG​GAC​TCA​GGA​GGC​TGG​AGC​AGG​TGG​
ATC​ACT​TGA​ACC​AGG​AGT​TCG​ATA​CCA​GTC​CGG​GCG​
ACG​GAG​GGA​GAC​CTC​GTC​TTT​ACA​AAA​AAA​AAA​
AAA​AAA​AAA​AAA​AAA​TAC​AAA​AAT​TAG​CTG​GGT​



ATG​GTG​GCG​CGC​GCC​TGA​GTT​CCC​AGC​TAC​TCA​GGA​
GGC​TGA​AGT​GGG​AGG​ATT​GCT​TGA​GTC​CCA​GAG​GTC​
GAG​GCT​GCA​GTG​AGC​CGA​GAT​CGC​GCT​ACT​GCA​CTC​
CAG​CCT​GGG​CGA​CAG​AGT​GAG​ACC​CTG​TCT​CAA​AAA​
AAA​TCC​CCC​AAA​AAC​TGA​TTC​CTG​GGT​CCT​GCC​CTA​
GAC​TAA​CTG​ACT​CAG​GAT​CTC​CTG​AGG​TGG​TAC​CTG​
GAA​ATC​CGT​C

TCTN1 promoter (-1,500/-600)

AGC​GAT​CCT​CCC​AAA​GGG​CTG​GGA​GTA​CAG​GTG​TGA​
GCC​ACT​GTG​CCT​GGC​CAC​GTC​TAA​GTA​CTT​CGA​CAT​
CTA​CTT​CTG​AAC​TGT​ATG​GAG​ATT​AAG​TGT​CAA​AGG​
TGC​AGC​CAA​CAT​TCT​TGG​GCT​TGG​GTA​CCT​CCT​AAA​
TAA​GCC​CAT​TCA​GAA​TGG​AGA​GGG​TTT​CCT​AAA​TCG​
TAG​GGT​CTC​CAG​GTC​GTT​TTG​TAG​CAT​TAC​AGT​GGA​
TTT​GCT​TTG​TTT​TCC​CCT​TTA​AGA​TGT​CTA​AAT​TAT​
TTT​ACT​TAA​TTT​TTG​TAA​AAG​ATT​TTT​GTC​TTT​AAA​
TAG​GTT​CTT​AGG​CCT​GGC​GTG​GTG​GCT​CAT​GCC​TGT​
AAT​CCT​AGC​TCT​TTG​GGA​GGC​TGA​GGC​GGG​AGG​ATC​
ACT​TGA​GGC​CAG​GAG​TTT​GTG​ACT​AGC​CTG​ATC​AAC​
ATA​GTG​AGA​CCC​CCT​CTC​TAC​AAA​AAA​TAA​TAA​AAG​
GTA​TTA​AGT​GTT​CAT​TTG​TCC​CCT​TTA​TCA​CAA​TAC​
AGC​AGA​CAG​AAG​TTA​TCT​GGC​AAC​CTT​GTG​AGA​TGC​
AGC​TAA​AAT​AAA​AAG​GTG​AAG​CCA​GTG​TTG​ACA​GAG​
TCT​GGG​ATA​GAG​AAA​ATT​CAG​AGA​CAG​TGA​TCT​CAC​
AGA​TCC​CTG​TGC​TCC​TTC​CAA​ACA​CCC​ACG​TTA​GTG​
GCG​TTG​GGA​CGG​CGC​TTC​CTA​AAT​TTC​CGT​CCA​ACT​
CAT​CTG​CTT​GCG​TCC​GGA​CAT​TTG​TTA​AAA​ATA​TTT​
ATT​CCT​GGC​TGG​GAG​TGG​TGG​CTC​ACG​CCT​GTA​ATC​
CCA​ACT​ACT​CAG​GAC​TCA​GGA​GGC​TGG​AGC​AGG​TGG​
ATC​ACT​TGA​ACC​AGG​AGT​TCG​ATA​CCA​GTC​CGG​GCG​
ACG​GAG​GGA​GAC​CTC​GTC​TTT​ACA​AAA​AAA​AAA​

AAA​AAA​AAA​AAA​AAA​TAC​AAA​AAT​TAG​CTG​GGT​
ATG​GTG​GCG​CGC​GCC​TGA​GTT​CCC​AGC​TAC​TCA​GGA​
GGC​TGA​A

TCTN1 promoter (-600/-416)

AGT​GGG​AGG​ATT​GCT​TGA​GTC​CCA​GAG​GTC​GAG​GCT​
GCA​GTG​AGC​CGA​GAT​CGC​GCT​ACT​GCA​CTC​CAG​CCT​
GGG​CGA​CAG​AGT​GAG​ACC​CTG​TCT​CAA​AAA​AAA​TCC​
CCC​AAA​AAC​TGA​TTC​CTG​GGT​CCT​GCC​CTA​GAC​TAA​
CTG​ACT​CAG​GAT​CTC​CTG​AGG​TGG​TAC​CTG​GAA​ATC​
CGT​C

TCTN1 promoter (-600/-461)

AGT​GGG​AGG​ATT​GCT​TGA​GTC​CCA​GAG​GTC​GAG​GCT​
GCA​GTG​AGC​CGA​GAT​CGC​GCT​ACT​GCA​CTC​CAG​CCT​
GGG​CGA​CAG​AGT​GAG​ACC​CTG​TCT​CAA​AAA​AAA​TCC​
CCC​AAA​AAC​TGA​TTC​CTG​GGT​CCT​GCC​CTA​GA

TCTN1 promoter -600/-491

AGT​GGG​AGG​ATT​GCT​TGA​GTC​CCA​GAG​GTC​GAG​GCT​
GCA​GTG​AGC​CGA​GAT​CGC​GCT​ACT​GCA​CTC​CAG​CCT​
GGG​CGA​CAG​AGT​GAG​ACC​CTG​TCT​CAA​AAA​AAA​
TCC​CC

TCTN1 promoter -600/-521

AGT​GGG​AGG​ATT​GCT​TGA​GTC​CCA​GAG​GTC​GAG​GCT​
GCA​GTG​AGC​CGA​GAT​CGC​GCT​ACT​GCA​CTC​CAG​CCT​
GGG​CGA​CA



Table SI. Baseline clinicopathological characteristics of the 
patients.

Characteristics	 n (%)

Age, median (range) in years	 62 (41-77)
  >62	 11 (52.38)
  ≤62	 10 (47.62)
Sex	
  Male	 14 (66.67)
  Female	   7 (33.33)
Differentiation	
  High	   7 (33.33)
  Medium	 12 (57.14)
  Low	 2 (9.53)
Lymph node metastasis	
  Positive	 14 (66.67)
  Negative	   7 (33.33)
TNM stage	
    I	 13 (61.90)
   II	   6 (28.57)
  III	 1 (4.76)
  IV	 1 (4.76)



Table SII. RT-qPCR primer pair sequences.

Genes	 Primer sequence

TCTN1	 F: 5'-CCTTTGCGTGAATGTTGTTC-3'
	 R: 5'-AGAGGGACTGGCTGGGTATT-3'
TFAP2A	 F: 5'-AGGTCAATCTCCCTACACGAG-3'
	 R: 5'-CACGGACAACAACGCCAAA-3'
β-actin	 F: 5'-GTGGACATCCGCAAAGAC-3'
	 R: 5'-AAAGGGTGTAACGCAACTA-3'

TFAP2A, transcription factor AP-2 alpha; TCTN1, tectonic family 
member 1; F, forward, R, reverse.



Table SIII. Primer pairs used for constructing the TCTN1 promoter.

Promoter	 Primer sequence

1,500/+50	 F: 5'-CCGAGCTCAGCGATCCTCCCAAAG-3'
	 R: 5'-TTACGCGTCAGGGAGTCCCAGCGA-3'
-1,215/+50	 F: 5'-GAGCTCGGTACCTATCGATAGAG-3'
	 R: 5'-AAATAGGTTCTTAGGCCT-3'
-1,011/+50	 F: 5'-GAGCTCGGTACCTATCGATA-3'
	 R: 5'-AACCTTGTGAGATGCAGCT-3'
-794/+50	 F: 5'-GAGCTCGGTACCTATCGATA-3'
	 R: 5'-TCACGCCTGTAATCCCAACT-3'
-600/+50	 F: 5'-GAGCTCGGTACCTATCGATA-3'
	 R: 5'-AGTGGGAGGATTGCTTGAGT-3'
-392/+50	 F: 5'-GAGCTCGGTACCTATCGATA-3'
	 R: 5'-GGTTGAGACAGAGTGTCACACT-3'
-227/+50	 F: 5'-GAGCTCGGTACCTATCGATA-3'
	 R: 5'-TTGGAAACCACAGCCGGGAT-3'
-1,500/-207	 F: 5'-ATCCCGGCTGTGGTTTCCAA-3'
	 R: 5'-ACGCGTGCTAGCCCGGGCT-3'
-1,500/-416	 F: 5'-GACGGATTTCCAGGTACCA-3'
	 R: 5'-ACGCGTGCTAGCCCGGGCT-3'
-1,500/-600	 F: 5'-TCAGCCTCCTGAGTAGCTG-3'
	 R: 5'-ACGCGTGCTAGCCCGGGCT-3'
-600/-416	 F: 5'-TCAGCCTCCTGAGTAGCTG-3'
	 R: 5'-GGTTGAGACAGAGTGTCACACT-3'
-600/-461	 F: 5'-TCTAGGGCAGGACCCAGGAA-3'
	 R: 5'-ACGCGTGCTAGCCCGGGCT-3'
-600/-491	 F: 5'-GGGGATTTTTTTTGAGACA-3'
	 R: 5'-ACGCGTGCTAGCCCGGGCT-3'
-600/-521	 F: 5'-TGTCGCCCAGGCTGGAGT-3'
	 R: 5'-ACGCGTGCTAGCCCGGGCT-3'
TFAP2A binding	 F: 5'ACTGCACTCCAATTGTTTATACAGAGTGAG-3'
site mutant	 F: 5'CTCACTCTGTATAAACAATTGGAGTGCAGT-3'

The underlined base areas indicate restriction enzyme sites; the italic bases represent the mutant of the TFAP2A binding site. TFAP2A, 
transcription factor AP-2 alpha; TCTN1, tectonic family member 1; F, forward, R, reverse.


