Table SVII. Expression levels of selected genes in PEA2 Ctrl vs. PEA1 Citrl cells.

Symbol | Name Entrez ID | logFC P-value Fold change

EGRI Early growth response 1 1958 0.365 0.04687 1.29

FOS Fos proto-oncogene, AP1 | 2353 2.163 6.4E-07 4.48
trancription factor subunit

JUN Jun proto-oncogene, AP1 | 3725 1.670 4.7E-08 3.18
trancription factor subunit

TNF Tumor necrosis factor 7124 5.850 2.9E-16 57.68

IL-6 Interelukin 6 3569 2.639 2.0E-12 6.23

CXCL8 | C-X-C motif chemokine ligand 8 | 3576 5.591 4.0E-15 48.21




