Table SI.Primer sequences used for reverse transcription-quantitative PCR.

Gene Forward (5°-3°) Reverse (5°-3°)

HDAC 1 IACCGGGCAACGTTACGAAT CTATCAAAGGACACGCCAAGTG
HDAC 2 TCATTGGAAAATTGACAGCATAGT CATGGTGATGGTGTTGAAGAAG
HDAC 3 TTGAGTTCTGCTCGCGTTACA CCCAGTTAATGGCAATATCACAGAT
HDAC 4 AATCTGAACCACTGCATTTCCA GGTGGTTATAGGAGGTCGACACT
HDAC 5 TTGGAGACGTGGAGTACCTTACAG GACTAGGACCACATCAGGTGAGAAC
HDAC 6 TGGCTATTGCATGTTCAACCA GTCGAAGGTGAACTGTGTTCCT
HDAC 7 CTGCATTGGAGGAATGAAGCT CTGGCACAGCGGATGTTTG

HDAC 8 TCCCGAGTATGTCAGTATATATGA GCTTCAATCAAAGAATGCACCA
HDAC 9 CAGGCGGAAGGATGGAAATG ATGCGTTGCTGTGAAACCAT

HDAC 10 GGCCTTTGAGTTTGACCCTG CAGCGTCTGTACTGTCATGC

HDAC 11 TGTCTACAACCGCCACATCT CGGTGCCTGCATTGTATACC
GAPDH GCTCATTTCCTGGTATGAC ACAGGGTACTTTATTGATGGT

Ki-67 CGGATCGTCCCAGTGGAAG TTGCCTCCTGCTCATGGATT
E2FtranscriptionfactofGCTGGAGCTAGGAGAAAGCG CAAGAGACGTATCATACCGCGT
18SrRNA GATCAAAACCAACCCGGTCA CCGTTTCTCAGGCTCCCTCT

HDAUC, histonedeacetylase; E2F3,




