Figure SI. (A) Total FANCD2 was obtained from A549 and H1299 cells via IP. Compared with ubiquitin content of the control
group, the enrichment of ubiquitin reduced upon downregulation of UBE2T expression and increased upon UBE2T overexpres-
sion. (B) Downregulation of FANCD?2 expression did not affect A549 and H1299 cell proliferation. (C) The survival curve of
xenograft mice. FANCD2, Fanconi anemia complementation group D2; IP, immunoprecipitation; IB immunoblotting; UBE2T,
ubiquitin-conjugating enzyme E2T; NS, not significant; NC, negative control; sh, short hairpin.
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Figure S2. The transfection efficiency (mRNA and protein levels) of (A) sh-FANCI, (B) sh-UBE2T, (C) UBE2T and (D) WDR4S.
“P<0.05. sh, short hairpin; FANCI, Fanconi anemia complementation group I; UBE2T, ubiquitin-conjugating enzyme E2T;
UBE2T, ubiquitin-conjugating enzyme E2T; WB, western blotting; WDR48, WD repeat domain 48; NC, negative control.
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