Figure S1.77 common dysregulated genes in LV-HuR vs. LV-NC and sh-HuR vs. sh-NC groups. HuR, Human antigen R; ROS,
reactive oxygen species; sh, short hairpin; NC, negative control; LV, lentiviral.

LV-HUR VS LV-NC sh-HUR VS sh-NC LV-HUR VS LV-NC sh-HUR VS sh-NC.
No.  Gene Name Gene ID No.  Gene Name Gene ID
Flodchange  P-Value  Regulation  Flodchange  P-Value Regulation Flodchange  P-Value  Regulation _ Flodchange  P-Value Regulation

1 CALB2 72137183 10.40 382664 Upregulation 154 4.84E-03  Upregulation 40 HSDI7B7  ENSG00000132196.14_3 182 319E-09  Upregulation 163 208E-06  Upregulation
2 INHBA ENSG00000122641.10_3 5.51 4.60E-45  Upregulation 163 S.71E-08  Upregulation a1 LT8P2 ENSG00000119681.11_3 179 1.24E-15  Upregulation 152 3.94E-07  Upregulation
3 Acss2 ENSG00000131069.19_4 450 o Upregulation 278 o Upregulation 42 SNAIBAST  ENSG00000260630.6_5 179 557E-05  Upregulation 194 482606  Upregulation
4 HMGCS1  ENSG00000112972.14_3 434 0 Upregulation 219 9.93E-67  Upregulation 43 PNPLA3  ENSGO0000100344.10_3 179 623506 Upregulation 238 165610 Upregulation
5 SaLe ENSG00000104549.11_2 362 o Upregulation 214 1.03€-98  Upregulation 44 LOLR ENSG00000130164.13_5 173 6.50E-78  Upregulation 169 7.81E-78  Upregulation
6 PPFIA¢  ENSG00000143847.15_3 351 1.41E09  Upregulation 193 274E-07  Upregulation 5 \TGAT ENSGO0000135424.16_4 173 624604 Upregulation 153 40302 Upregulation
7 Lox.2 ENSG00000134013.15_3 335 0 Upregulation 167 147668 Upregulation a6 TMBIM1 ENSG00000135926.14_5 172 4156-93  Upregulation 161 4.026-77  Upregulation
8 CA9 ENSG00000107159.12_2 329 4.64E-18  Upregulation 154 4.70E-03  Upregulation a7 PORCN ENSG00000102312.21_4 7 115613 Upregulation 166 8.18E-13  Upregulation
9 MVD ENSG00000167508.11_3 327 o Upregulation 209 213672 Upregulation 48 LINCO0887  ENSG00000214145.6_4 167 3926-03  Upregulation 162 147E-02  Upregulation
10 MSMO1  ENSG00000052802.12_3 312 0 Upregulation 210 9.56E-90  Upregulation 49 SLC2A6  ENSGO0000160326.13_3 166 678E:05  Upregulation 170 240804  Upregulation
11 SAMDAA  ENSGO0000020577.13_3 312 682626  Upregulation 163 7.79E-06  Upregulation 50  PRSS23  ENSG00000150687.11_3 165 862600  Upregulation 152 680E-06  Upregulation
12 F3 ENSG00000117525.13_2 305 0 Upregulation 1.50 352644 Upregulation 51 CLCN6  ENSG00000011021.22_4 159 620E-07  Upregulation 170 272608 Upregulation
13 LYeK ENSG00000160886.13_3 283 4.70E-19  Upregulation 168 5.20E-03  Upregulation 52  SERPINB7  ENSG00000166396.12_3 158 226E-12  Upregulation 151 1.01€-09  Upregulation
14 LPIN® ENSG00000134324.11_4 276 347686 Upregulation 234 551E65  Upregulation 53 OLFM4 ENSG00000102837.6_2 0.08 150673 Downreguiation 053 276605 Downregulation
15 FOPS ENSG00000160752.14_2 276 7.99E-82  Upregulation 172 455625  Upregulation 54 TMPRSS11E  ENSG00000087128.9_2 0.14 7.12E-77  Downregulation 0.46 6.856-09 Downregulation
16 NTSE ENSG00000136318.11_3 274 882E17  Upregulation 1.50 165603 Upregulation 55 KRT1 ENSG00000167768.4_2 021 261622 Downregulation 030 7.886.07  Downreguiation
17 ACAT2 ENSG00000120437.8_2 273 117624 Upregulation 185 9.11E-16  Upregulation 56 CLONS ENSG00000156284.5_2 023 192606  Downregulation 024 1.59E-04 Downregulation
18 RTNAR  ENSG00000040608.13_4 269 1.38E-17  Upregulation 174 1.09E-05  Upregulation 57 CYP4B1  ENSG00000142973.13_2 024 1.206-49  Downregulation 052 299E-06  Downregulation
19 CYPS1A1  ENSG00000001630.16_5 261 533E-08  Upregulation 182 20802  Upregulation 58 DSG4 ENSG00000175065.11_3 025 278520 Downregulation 049 9.16E-04 Downregulation
20 AcLY ENSG00000131473.16_3 248 o Upregulation 192 o Upregulation 59 AGR2 ENSG00000106541.11_2 030 1.74E29  Downregulation 053 5.94E-04  Downregulation
21 INSIGT ENSG00000186480.12_3 243 0 Upregulation 207 o Upregulation 60 LDLRAD1 ENSG00000203985.10_2 031 2.46E-20 Downregulation 0.56 3.00E-04 Downregulation
22 DHCR7 ENSG00000172893.15_3 241 0.00E+00  Upregulation 188 8.36E-88  Upregulation 61 co74 ENSG00000019582.14_4 0.37 224E-20  Downregulation 0.51 228E-06 Downregulation
23 RUSC1-AS1  ENSG00000225855.6_4 239 5.68E-14  Upregulation 193 5.036-06  Upregulation 62 C100rf99 ENSG00000188373.4_2 037 1.50E-31  Downregulation 052 5.47E-10  Downregulation
24 ENO2 ENSG00000111674.8_3 236 224E-10  Upregulation 166 255€-06  Upregulation 63 CASP1 ENSG00000137752.23_4 0.40 294E-26  Downregulation 0.65 4.37E-04  Downregulation
25 FASN ENSG00000169710.8_3 235 o Upregulation 199 0 Upregulation 64 FGD3 ENSG00000127084.18_3 0.41 9.44E-61  Downregulation 157 3.30E-16  Upregulation
% PCYT2  ENSG00000185813.10_4 231 773659 Upregulation 153 1.93E-14  Upregulation 65  MUC20  ENSGO0000176945.16_6 042 292606 Downreguiaon 052 392602 Downreguiation
27 PFKFB4  ENSGO0000114268.11_3 230 951E-18  Upregulation 1.50 187604 Upregulation 66 ALDH3A1  ENSG00000108602.17_3 047 0.00E+00  Downregulation 050 837E-75  Downregulation
28 ALDOC  ENSG00000109107.13_3 228 421E-84  Upregulation 209 52469 Upregulation 67 PTPRZI  ENSG00000106278.11_2 049 278E-10  Downregulation 057 407E-06  Downregulation
2 €8P ENSG00000147155.10_4 223 169665  Upregulation 174 141€28  Upregulation 68 DAPLY ENSG00000163331.11_4 052 343803 Downregulation 049 646603 Downregulation
30 Lss ENSG00000160285.14_2 219 299E-63  Upregulation 199 241E-42  Upregulation 69 FOSB ENSG00000125740.13_3 053 0.00E400  Downregulation 059 1.40E-56  Downregulation
31 upPG ENSG00000101670.11_3 212 1.95€-24  Upregulation 176 387E-28  Upregulation 70  TNFRSF14  ENSG00000157873.17_4 053 7.09E-07 Downregulation 065 350E-02 Downregulation
32 FOFT1 ENSG00000079459.12_3 2.08 0 Upregulation 191 0 Upregulation 7 AKR1B10 ENSG00000198074.9_2 0.54 1.43E-08  Downregulation 0.56 1.25E-05 Downregulation
33 on ENSG00000067064.11_4 203 246E-48  Upregulation 181 258E-35  Upregulation 72 GAS2L2 ENSG00000270765.5_2 056 6.14E-10  Downregulation 0.62 1.186-05 Downregulation
34 SEMASB  ENSG00000082684.15_5 1.99 7.40E-04  Upregulation 187 351E-03  Upregulation 7 HEG1 ENSG00000173706.13_4 056 167609 Downregulation 158 244802 Upregulation
35 AC112777.1  ENSG00000256663.1_5 199 1.17€-07  Upregulation 0.42 1.38E-13  Downregulation 74  RBBPSNL ENSG00000130701.3_2 059 9.34E-05 Downregulation 0.59 3.026-03 Downregulation
3% MVK ENSG00000110921.13_5 1.95 3.12E-41  Upregulation 158 360E-19  Upregulation 75 SAMHD1 ENSG00000101347.9_4 060 207E-11  Downregulation 065 246E-06 Downregulation
37 HMGCR  ENSG00000113161.15_3 188 208E36  Upregulation 159 591E:28  Upregulation 7 DUSP1 ENSG00000120129.5_2 061 1.70E15  Downregulation 064 122645  Downregulation
38 COL4A1  ENSG00000187498.15_4 186 9.00E-17  Upregulation 153 572603  Upregulation 7 BDH2 ENSG00000164039.14_3 065 797604  Downregulation 063 197602 Downregulation
39 PCSK9 __ ENSG00000169174.10_2 1.85 3.22E-72__ Upregulation 204 5.59E-95 L




Figure S2. KEGG pathway enrichment analysis of mRNA sequencing profiles. (A) KEGG pathway distribution diagram of
upregulated and downregulated mRNA in LV-HuR vs. LV-NC and sh-HuR vs. sh-NC groups. (B) KEGG pathway enrichment
of the dysregulated mRNAs from sh-HuR vs. sh-NC group. (C) KEGG pathway enrichment of the dysregulated mRNAs from
LV-HuR vs. LV-NC group. KEGG, Kyoto Encyclopedia of Genes and Genomes; HuR, Human antigen R; ROS, reactive oxygen
species; sh, short hairpin; NC, negative control; LV, lentiviral.
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Figure S3. The list of upregulated genes of HuR RIP and corre-
sponding mRNA after 5 Gy X-ray irradiation. HuR, Human
antigen R; RIP, RNA immunoprecipitation.

HuR binding Binding  Expression
No. Gene Gene ID Fold-change P-Value region Fold-change P-Value
1 PID1 NM_001100818 11.00 532E-06 exon 219 2.73E-02
2 CLCA2 NM_006536 3.75 8.29E-05 exon 2.70 5.00E-05
3 SIK1 NM_173354 424 8.70E-05 exon 229 4.25E-02
4  SERPINE1 NM_000602 4.55 0 exon 2.36 5.00E-05
5 SLC7AS NM_003486 478 0 exon 228 5.00E-05
6 PAPPA NM_002581 5.04 231E-11  exon 220 5.00E-05
7 BMPER NM_133468 767 469E-08 exon 246 6.60E-03
8 NLRP10 NM_176821 777 162E-05 exon 261 2.63E-02
9  ADAM23 NM_003812 7.77 1.62E-05 exon 272 1.27E-02
10 L33 NM_001314045 9.04 7.13E-10  exon 325 1.96E-02
11 ENDOCAN NM_007036 10.10 0 exon 320 5.00E-05
12 NTN1 NM_004822 11.00 3.39E-08  exon 3.90 3.00E-03
13 SHROOM2 NM_001320663 12.90 4.10E-07  exon 254 1.20E-03
14 DRAXIN NM_198545 161.00 2.48E-06  exon 4.03 5.00E-05




