
Table S1. Histological score. 

Feature graded Description Grade 

Inflammation None 0 

 Slight 1 

 Moderate 2 

 Severe 3 

Extent None 0 

 Mucosa 1 

 Submucosa 2 

 Transmural 3 

Percentage of 

involvement, % 

1-25 

0 

 26-50 1 

 51-75 2 

 76-100 3 

Crypt damage None 0 

 Submucosa 1 

 Basal one-thirds lost 2 

 Basal two-thirds lost 3 

 Only surface epithelium intact 4 

 
All crypts and epithelium are 

destroyed 

5 

Ulceration No ulceration 0 

 Mild ulceration 1 

 Moderate ulceration 2 

 
Extensive ulceration 3 

 

 



Table SII. PCR primer sequences. 

Genes Primers 

GPR32 Forward: 5′-TGTGGTTATCCTGTCTGCGTC-3′ 

 Reverse: 5′-GGCCAATGGTCCCTATAATGT-3′ 

FPR2 Forward: 5′-GCCTTTTGGCTGGTTCCTGTGT-3′ 

 Reverse: 5′-GCCTTTTGGCTGGTTCCTGTGT-3′ 

ChemR23 Forward: 5′-CTCACTCCCAAATGGACCCTGT-3′ 

 Reverse: 5′- CACACGATGGTGAGGTAGCAAG-3′ 

TNF-α Forward: 5′-CTCTTCTGCCTGCTGCACTTTG-3′ 

 Reverse: 5′-ATGGGCTACAGGCTTGTCACTC-3′ 

IL-1β Forward: 5′-TGCCACCTTTTGACAGTGATG-3′ 

 Reverse: 5′-TGATACTGCCTGCCTGAAGC-3’ 

IL-6 Forward: 5′-AGACAGCCACTCACCTCTTCAG-3′ 

 Reverse: 5′-TTCTGCCAGTGCCTCTTTGCTG-3′ 

COX2 Forward: 5′-GAAGTCTTTGGTCTGGTGCCTG-3′ 

 Reverse: 5′-GTCTGCTGGTTTGGAATAGTTGC-3′ 

iNOS Forward: 5′-GTTCTCAGCCCAACAATACAAGA-3′ 

 Reverse: 5′-GTGGACGGGTCGATGTCA-3′ 

β-actin 
Forward: 5′-CTACAGCTTCACCACCACAG-3’ 

 

 Reverse: 5′-CTACAGCTTCACCACCACAG-3′ 

 

GPR32, G protein-coupled receptor 32; FPR2, formyl peptide receptor 2; ChemR23, chemokine like 
receptor 1; iNOS, inducible nitric oxide synthase; COX2, cytochrome c oxidase subunit 2. 

 


